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SfcQ ll> 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/viO 217 


Nucleotide 
location of first 
louui) lur pc|iiiuc 
sequence 


Nucleotide location of last 
codon Tor last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
ucitiiiiiii, \— poasipic nucicuiiuc iiiocriiunj 


8185 


38553 


A 


8240 


3 


666 


MSFRQLFQDLKRYVQDADVR 

WEYCVRAKRGQTDTSLGRLFQ 

QGPGVPGRHRAHSATSPDHRFP 

VADLTGQGVL*GCGPPAAPWG 

AG*YPGAPLHAGLGTLPAAAG 

AHHGHQPAG*GGAGSPATRLM 

SVEGCSQRPWTEAPDRPLEHEA 

VCSVRPRPRCFLGGVGRAGAFL 

EEEWQHQSVCVPCQPPWGLGT 

CSSMSGKLSRPPASSSLLSRGICA 

WGQEES 


8186 - 


58554* * 


A- • 


8241 


2 - ' 


443- i - - ~ 


RTSLEFFFFFFF*DGSFTLVAQA\ 

GVQWRHLG*LQP\RPPGFK*FS 

YLSLLSSWDYRHALSHLANFV 

VYVLFCFYETKSRSVTKAGVQ 

WC D LG S LQ A PPPG FTPFSCFSLL 

SSWDYRHLPPHLVNF\CIVSRDG 

VSLCWSGWSRTPDYK 


8187 


38555 


A 


8242 


1 


354 


VSLQPVSQEGVSQRTLGQSSRS 

SGSG/CPGELNSPIFSGVPHRWD 

AA*EESRAAGVPWPSGQISGMC 

SKFRJ*NW*DVSWAGWSEDLRS 

*VDLSHGAKSRRTGD*SPKGGP 

PIRVTAP 


8188 


38556 


A 


8243 


2 


241 


WSTGLLRRSGS/NQSSAGKPRR 
SQSESPGP\GSRSSGSGCQESGT 
CH*G*RRRG*GVLAPAPGFCRDL 
PPRVKDQVRHPCVV 


8189 


38557 


A 


8244 


5 


282 


AKKESVREPWARVPGALGVAA 

R*VEQSDFQCGPAQMGHGLGG 

1PGCG/PFLGLVVRFLALVASSC 

PFPRKAGLAAKGEGPRQASLRG 

LTPLKRG 


8190 


38558 


A 


8245 


1 


302 


LSREGVGQKALGQSSRGSGSVC 
/LGELN S P 1 SSG VPQRWDTA * EE 
SWAAGIPWPGGQIDFWHL*QA 
PCPRKSREGVETRREGVGVLAP 
SPEKRDLPLRVKD 


8191 


38559 


A 


8246 


1 


200 


LSPKGVSQRALGQSSRGSGSG/C 
PGELNSPISSGVPHRWDTA*EES 
WAAGIPWPGGQISGTCSKLHS 


8192 


38560 


A 


8247 


23 


187 




8193 


38561 


C 


8248 


1 


1764 
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SEQ II> 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540\2I7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


8194 


38562 


A 


8249 


115 


872 


LRRGRTY PPP* ELPKARHP* WS 

TGLLRRSGS1SLQPVSQEGVSQR 

AFGQSSRGSGSG/SPGELNSLISS 

GVPHRWDMA*EESWAAGIPWP 

GGQISGTCS/RAPGGGGSGGMP 

GCCGSGVWKFLCASRKAGKGS 

G H RDTRSGCG H KG LG RRDMRL 

GCGNKGSGHRDIRGWGTCPFP 

RKAGL A A KG EGPRQASLRG LT 

PDLKLVRC\PWAGWSEDLRS*V 

DLSHGAKNRRTGD*SPKGGPPI 

LGRPLRAGSAAAVHF * ^ 


8195 


38563 


A 


8250 


85 


529 


SGSISLQPLSREGVSQRALGQSS 

RGSGSG/CPGELNSPISSGVPHR 

WDTA*EESWAAGIPWPGGQ1SG 

TCS/RAPVGGGSGGTPGRCGSG 

VWKFLCAGDVAGVCLTVEAR 

NCNFFLLLYTLKARLIKSCPCPR 

KAGLAAKGEGPRQASLQ 


8196 


38564 


A 


8251 


1 


552 


MEARETGPWKEGNVERVASVL 

1 K KGTGLPSTV RVTG SS AS V M V 

YGASEAIGQHQSSAAKPRRSQS 

ESLGPEFQGLWEWLPGPRAVK 

RLRVIFDEKEPKRYLIWDKEKG 

ALTLTMPLAPATFLRVNCWAG 

GGGLVTERNCKP*WSTGLPRRS 

GSISLQPLSREGVSQRALGQSSR 

GSGSGCQGLGL*SVLIKKGTGL 

PSTVRVTGSSASVMVYGASEAI 

GQHQSS A A KPRRSQSESLGPEF 

QGLWEWLPGPRAVKRLRVIFD 

EKEPKRYLIWDKEKGALTLTM 

PLAPATFLRVNCWAGGGGLVT 

ERNCKPDQKMKGIEIKRRERLK 

CGSKIERRKRLRDSEGGWRRVE 


8197 


38565 


A 


8252 


535 


710 


KCFPACHHYHNHHHHHYHHH 

HQHHHHYHHHHHHRITIIIITIIF 

TIlTTIIINniMIIITNlTIVIFMRVR 

VKRPPNRLCVSNMAVYFTWVQ 

KKKSSLAFSSVVTSDLKSKKRR 

LSGKSLETSSASLMVYGASEAT 

GQRQSSAAKPRRSQSESLGPEF 

QG LRE W* YG DGG D DDN DDG V 

DGGDDSGGGGGCGSGGKQESI 

SIFD 



999 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQID NO: 
in USSN 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon. /-possible nucleotide 

4 tnl j*f ■ f\r% Vsnikcci tilt* r% m>t s>i\t t *\ m* in<?A«tln. t 

uciciiuiif v^pioMuic iiiicicuiiuc insertion} 


8)98 


38566 


A 


8253 


54 


563 


AEKESVREPRARVPGARGVAA 

RPSA/RPR*GRPLLCSPTYPKH* 

NCAWHQQAGCWLGTGPAAPA 

SPPACAAFSWGYGGLPAPIQTA 

FQAGW\GAPGQRGRSKTTRPGV 

QSVSNPGEPAPEPRAAASSGLSS 

GAFPAPATDPGICSWAEGLVM 

GKGHHHRPSISARIPCFHV 


8199 


38567 


B 


8254 


232 


987 




8200 


38568 


C 


8255 


I 


1812 




8201 


38569 


A , 


8256 


1 


1035 




8202- 


38570 


Ait 


8257 


2 : < w: 


664 r ~~:— - ' 


SL1K-LIPPPRPFGRNRHLPVIRQN 

ERTQRGKRRGYTRYM FSRPF*/R 

KHGVVP\LATYLCEIYKQRCDF 

VDIQGEWGTCSKKGMP/HHKC 

Y\HG\KTGRSLTIVTPACLLPLFN 

TTQFRJIKILAK\RJM\ARJEHI*AL 

LRARD*LP*NRVKENDQEKERS 

PKRKGTWGST*SRQP\APPR\EA 

HFLEEPNGEGALSCWEPFPYWI 

SLGLLGVKKKNKKDLWATKK 


8203 


38571 


A 


8258 


1 


747 


MSESFLKPLPEVDAGAILLVQP 

AELYSKASRLDDCYQKDSYTH 

RCQEKRTCHTTGGHSGKHQSL 

SGASVSPTCSAKTRDKINCFDFS 

PKSEVITLSSNDDS1VLSDCQEG 

KPKPCSGPFATFiCMQYDRTCE 

WTALK1SNGGKLIL1STNVSF1R 

LIGAFKGVV1HTFGSYANSEAV 

TLEASFTADSQFVMIGSEDGKI 

HVWNEESG\KK*LGWMVNTQA 

QLPVCNSTPSSMTFASACSNMA 

FWLPTIDD 


8204 


38572 


B 


8259 


50 


260 




8205 


38573 


A 


8260 


1 


541 


EVWGPGLASEGAVGITHGPFPK 

A KRN PG K VRSK RRDPPIQFQN L 

RRS*WRS!PRKPGRQTGSRRSL 

WT/ALHPGAGTAKHPPPAA/CA 

GRET*CKSKSPAGRXWSFHRSS 

SRRASE*DASQFAVPAGVTSRE 

PFGSRRTGAPTGGTGTPTRTAR 

SRTWSSSWVRLSGRTGAVGYS 

RSPSCSS 


8206 


38574 


C 


8261 


177 


236 




8207 


38575 


A 


8262 


1 


417 
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SEQID 

NO: 


SEQID NO: 
of peptide' 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
oi pcputic sct|ucnt:c 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /^possible nucleotide 
uciciiiiiif v-|ru»iuic nuvicoiioc inscruunj 


8208 


38576 


A 


8263 


2 


475 


GIHTRLNSELLKEEESNKRLEAE 
1EWQSRLTAAISKHSESVKTER 

N vk ;lale*tqdvs vqvkmssdi 

SEVEDKN EFLTEQLS KKQIKFN 

TLKDKFRKKRDTLRKKSLALET 

L/QNDLSQTQQQIKEMKEMYEN 

AEAKVNNSTGKWSCVEERICQ 

LQHEN 


8209 


38577 


A 


8264 


3 


518 


IFRAPFRJCLGILLSPPNTEQAQY 

KKQLEQ/FKQGYNTASLNKKEL 

TLKDVECKFYKMKTAYEEVTT 

ELEEYKEAFAAALKANSSMLK 

KLTKSNKK1AMIS/TQLFMEKEQ 

VKYFLSTLRARRGRESPCDENL 

TSIGL/NRKYIPQMPVRIPTS/SPQ 

TSNNCQNYLTEVSHMTVSL 


8210 


38578 


A 


8265 


1053 


3733 


NGRSCCERSSTKKECTDIESSEF 

VNRKSLTSG\LEEEQQRRERSEK 

KQPQDFHNHEEVKDLMDENCI 

LKTDIAIPRQE1CTMKNDNLEKE 

NKYLKDIK1AKGTNAALENCIK 

LNEEMITKTAFRYQQELNDLKA 

ENTRLNSELLKEKESKKKLEAE 

IESYQSRLAAAISKHSENVKTER 

NLKLALERTQDVFEQPAGLEEA 

ELVLSRLSCGEATEGAARRALA 

A EE A G R WRRG VG/DS W LA PES 

RLHVLKTCGSCWWENLELGRH 

H*LCLWAVKNFQKRFLPGQKJC 

SPFQLMSPQREFQHTL*ITQKQN 

RVMNNF1KKYLRLMSSV*CMP 

LT/1 KH S 1 D KE V RSTS A RLPC LG S 

EERICPAALSGKYKKLLEMTIN 

VLSVFGNEDFDCHGDLKTDQL 

KMN 1 LI KKLK HKFDDLTA EKEA 

VSSKCVDLAKDNQVLQQELLS 

MKKVQQQCEKLEKDKKMLEE 

EILNLKTHMEDNMVELSKLQE 

YKSELDERAMTAVEKLEEIHLQ 

LNKGNTASLNKKELTLKDVEC 

KFSKMKTTYEEVTTKLEEYKE 

AFAVALKANNSMSKK\LTKSN 

KKIAMISTKLLMEKEWVKYFLS 

TLPTRRGQESPCVENLTSIVLNS 

KYIPKMTG Rl PTSN P* TLNN WQ 

NYLTEEDMVSGDLISGTWSME 

EWSLGASSLGTWSAAVGQYLA 

RWPLCDLSVTVAESPSPLCCGA 


8211 


38579 


A 


8266 


2 


209 





1001 
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SEQ ID 

NO: 


SEQ II> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

(Hi/ZAIl "ill 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

Ol pepilUC ftC(|UFHLC 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
uLicuun, v-pussiDic nucleotide insertion) 


8212 


38580 


A 


8267 


1 


1431 


MTQKAAASVEHLAIRCHWSQR 

P A VTG D V LQ V YSG S EGTA 1 1 FC E 

TQRSVTEIAMNPHIKQNAQCLH 

GD1AQSQREFTLKDFREGSFKV 

LVATNVAACGLDIPEVDLVIHG 

SPPQDVE/SYIHRSGRTG\FVTM 

TLESLEEIQDVSCAWKELNRKL 

SSNAVSQITRMCLLKGNVRVCF 

DVPTTKSERLQAEWHDSDWIFS 

VPAKLPEIEEYYDRNTSSNSRQ 

RSGWSSGQSGRSGGRSGSRNYF 

AVDTASA1A4ALMTFGTMYPMS 

VYSGKVLLQTTPPHVIGQLDKL 

IREVSTLDGVLEVRNEHFWTLG 

FGSLAGSVHVRIRRDANEQMV 

LAHVTNRLYTLVSTLTVQ1FKD 

DWIRPALLSGPVAANVLNFSDH 

HVIPMPLLKGTDDLNPVTSTPA 

KPSSPPPEFSFNTPGKNVNPV1L 

LNTQTRPYGFGLNHGHTPYSS 

MLNQGLGVPGIGATQGLRTGF 

TNIPSRYGTNNR1GQPRJP 


8213 


38581 


B 


8268 


128 


1497 




8214 


38582 


A 


8269 


1 


618 




8215 


38583 


A 


8270 


1 


334 


LFHSIFGYLPFARQTLLPGSILVF 
TYTQPPKIQFANGTKG LPDPLM 
TPK*QKAAPLM PLL VSLGLS AST 
IALGTRJAGISTSVTTFCSLSNDF 
SASFSPYLHRCFLPWSSL 


8216 


38584 


A 


8271 


1 


2919 




8217 


38585 


A 


8272 


1 


4192 


M R1 P V DA STS RRFTPPST A LS PG 

KMSEALPLGAPDAGAALAGJCL 

RSGDRSMVEVLADHPGELVRT 

DSPNFLCSVLPTHWRCNKTLPI 

A FK V V ALG D V PDGTL VTVM AG 

NDENYSAELRNATAAMKNQV 

ARFNDLRFVGRSGRGKSFTLTI 

TV FTN PPQ V ATYH RAI K IT V DG 

PREPRNNECVYGNYPEIPLEEM 

PDADGVASTPSLNIQEPCSPATS 

SEAFTPKEGSPYKAPIYIPDDIPI 

PAEFELRESNMPGA 


8218 


38586 


B 


8273 


385 


3930 




8219 


38587 


A 


8274 


830 


906 





1002 
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SEQID 

NO; 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
io USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence < X^Unknown, 
*=$top codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


8220 


38588 


A 


8275 


483 


971 


ATMPGHFYLFCETGSNSVSQAG 

VQ*HDFGSLQPPPPGFKQFSCLS 

LLSSWDYRHMPPRPANF/SVFL 

VEMGFYHVGQAGLGLLTSGDP 

PAS A SQS VG 1 TG MS H H AGPTM 

KLLNPQSEVIFSPRNSHSTLLTP 

LSUHLPHPISISTWCIHYAPLHT 

VSISAEEAP 


8221 


38589 


A 


8276 


1 


2088 




8222 


38590 


A 


8277 


I 


1822 


MMTKDGLVFGLQRGSPILYVQ 

GLSRFRSFSVASGDSKRTRHRE 

KLPLLEAGERDHNCYGSPQILA 

FQAICKIAKPGKEQSCSKLVGH 

TFDPLLIEA RKPEERQKLPDPC V 

KWGGVGNFPPVICRVGDIRIFVS 

QGGKFSQAPEGPEVTSGSQGLE 

SKTLEVYPVFYCTVAELALNHN 

VQPSHSTLPFPQAEEPHSVATTT 

GPWGVLPGCCQCSLKAQGLFS 

QLVMNAACTGIHTSGQWAPLW 

PSTVPEMPSKSSGLESGTPRTCF 

VLYPAVAKLLPRGTLAYSGKG 

CQN SS AN H WDGTQI H SPCHA A 

AAREYGGKSG1SDSRLSPTLFSA 

SFSN MNLKLDFK VFKYGCFECF 

E ATAG AN VL 1 KI I RES K Y KNTD 

DIDILSRQATPVIAQLAHEHSGH 

VAGMEVVFGFSNTDFHLPRQT 

WLQPLSH ASLL A AETNTESKN D 

TTPQGDQPATWRLNSGYGYAF 

PACNASAKTIHGLTEVLYTVLV 

DGNHNLLTKLSLEEENCLIQLK 

CENLQQKLEQMAA\E*KSLRRK 

RATQEECLM HSNLKFK EKSAE 

YTA LARQ\LEA ALEEGRQKV AE 

EIEKMSSRESALQ1KILDLETEL 

RKKN\EEQNQLVFKNEQ 


8223 


38591 


A 


8278 


! 


5103 


MDESSVHSSVGDRHVDRVSTS 

QVAERTRCNKMWRIETKSPSG 

DNEGTGTVIEKKTRLSGQGFCL 

QLSEGLQNLQAQRRKIKFREME 

DPSSRPLCSSLD1ALCASVKPSA 

GFPQRPKVKPLCVLGSGAGTG 

DAERSLQSSDPLKJCQQPLARSL 

RGLCERIVLGGGSGCGARGLRG 

AGGGTALSVPGASRGFEGMFG 

LDQFEPQVNSRNAGQGERNFN 

ETGLSMNTHFKAPAFHTGGPPG 

PVDPAMSALGEPPILGM 


8224 


38592 


A 


8279 


1 


783 




8225 


38593 


A 


8280 


888 


4915 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


(Viet 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
rnftnn for nf nttdr 

sequence 


Nucleotide location of last 
cod on for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion \— nn^sihlp nitrlprttirff* ■n«f»rti<hn\ 


8226 


38594 


A 


8281 


94 


757 


APTCCLACNLLLCELGQVTSPL 

*ASAPKCVTVHN*PLCKALPRR 

*SSAWELS*MRKLRLRGVNFLR 

TDGLCFCISTRATPPSSARARCV 

STSLKPASLQLAVSWHHGSRSQ 

GCHLPAGREVCTSQSRGVRETS 

PWGCXEKGSPYAEGFPAV1SLNP 

PSSSTAHDLPANKASASQPGSH 

LQCLSVHCTDDVGDAKARASV 

PTWRSLHSDISNRFGTFVAALT 


mi 


38595 


A 


8282 


2 


374 




8228- 


38596"—'- 


A : 


8283- ; 


260 - 


500 




8229 


38597 


A 


8284 


98 


828 


RWASVFPHPFPYYLPALLEKKT 

AERRGGAFSRNKQTAGPCGGT 

LQEEGSARTVGDSYGEASAGG 

FSCNKEEGNQRYREG*VTEML\ 

GVGYHRALLQLRGLDPS/PALS 

VT* SRTSG PRPSRLN KKTYC1 PP 

RQDCYNNLAACLLQMEPVNYE 

RVREYSQKVLERQPDNAKALY 

RG/SGVAFFHLQDYDQARHYLL 

GCRE*AALKMPNVRRYPPRLTR 

VRTQQPTHRKEKQLLPWACLV 

NKEERCSSS 


8230 


38598 


A 


8285 


396 


602 


GNCGPEKERTCLRSPSWTPMPSV 

PKQAVPVSSWPPGPHHQXRCVP 

SRSSNFSKSSKSNSCDGWNSSSS 

ss 


8231 


38599 


A 


8286 


3 


156 


SVVSLSPHR*A1QILSGVAAGW 
GLSDGPSSSPPSPSGARDTGSPG 
SSLGL 


8232 


38600 


A 


8287 


32 


515 


ARGSWGPGAGARPPGTARRAA 

RCATGCGSRSRSSHAPVSPRRA 

APSSVHPGGCHGPALPPPSPRR 

VTQ A A DA RRA A PPLRA A S A A P 

SRRWSQAPTP/K/RRLGYPPPRP 

PAHPGPR/PPLRRMVSRSSGEDP 

PRRLT*TGSETPKSTWRELSSRR 

RSLQSKAATR 


8233 


38601 


A 


8288 


30 


460 


RRCPAQRGEIWQSGH\RALLSC 

SGLHPFQTSWLPVYTVRVKLPT 

QALAMVDAPPPTKLECPRLISV 

CCYAGSENFKPVDLSLLSS1GGS 

GGVGTRGNLLVCELRRPWDKR 

S1WAGV\SRFLRLSPSRFPLA*LG 

LSSYLTTRKT | 



1004 



WO 01/075067 
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SEQIQ 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
bod 


SfcQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, Y=possible nucleotide insertion) 


8234 


38602 


A 


8289 


2 


1094 


RMSR1SDDSRTASQLDEFQECL 

SKFT\RYNSVRPLATLSYASDLY 

NGSSIVSVSIEFDRDCDYFAIAGV 

TKKIKVYEYDTVIQDAVDIHYP 

EN\EMTCNS\KISC\ISW\SSYHK 

NLLASSDYEGTVILWDGFTGQR 

SKVYQEHEKRCWSVDFNLMDP 

KLLASGSDDAKV1CLWSTNLDN 

SVASIEAKANVCCVKFSPSSRY 

HLAFG\CSDH\CVHYY\DLRNTK 

QP1MVFKGHRKAVSYAKFVSG 

EEIVSASTDSQLKLWNVGKP\Y. 

CLRSFKGHFNEKNFWGLASSG 

DYIACGSENNSLYLYYKALSKT 

LLTFKFDTVKSVLDKDR\EEDD 

TNEFVSA VC WRALTQMGES\N 

VLIAA*QFRVPIKVLELV 


8235 


38603 


A 


8290 




667 


MRJKATSEDGTVIAQAEYGSVD 

IGEEVLKKGFAEKCRLASRTDI 

CEEKJCLDPGQLVLRNLKSPIPL 

WGHRSNQSTFSRPKGHLSEKM 

TLDLKDENDAGNLITFPKESLA 

VGDFNLGSNVSLEKIKQDQKLI 

EENEKLKTEKDALLESYKALEL 

KVEQIAQELQQEKAAAVDLTN 

HLEYTLKTY1DTRMKNLAAKM 

ErLKEMRHVDISVRFGKDLSDAI 

QVLG/SKGALLLQLL*MD*R*Y 

GQNTVW LRRILKL/SE Y VSEGN I 

LIAQRNEMQQKLYMSVEDFILE 

VDESSLNKRLKTLQDLSVSLEA 

VYGQAKEGANSDEILKKFYDW 

KCDKREEFTSVRSETDASLH\LL 

*HGSKEP*RIKVMQTRR*FQ1HI 

VKYCKRFIQRKGSLPQYKLSTR 

TVLS/SKKQLIEYLKKJPSVDHL 

LSIK/TDIEKLKSSTQMEIG*KE* 

FGKSQM1LMALKLRK*KKK*LK 

KGFAEKCRLASRTDICEEKKLD 

PGQLVLRNLKSPIPLWGHRSNQ 

STFSRPKGHLSEKMTLDLKDEN 

DAGNL1TFPKESLAVGDFNLGS 

NVSLEKIKQDQKLIEENEKLKT 

EKDALLESYKALELKVEQ1AQE 

LQQEKAAAVDLTNHLEYTLKT 

YIDTRMKNLAAKMEILKEMRH 

VDISVRFGKDLSDAIQVLG 


8236 


38604 


A 


8291 


1 


325 




8237 


38605 


A 


8292 


1 


593 




8238 


38606 


A 


8293 


1 


2013 
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SEQII) 

NO: 


SEQ ID NO: 
of peptide 

3Cl|UCIlf-C 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

LlrUUII IUi pCpilUC 

sequence 


Nucleotide location of Inst 
codon for last amino acid 
*»f n^ntitlf* *i**nn< k nrc 


Amino acid sequence < X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion \— nn^ihlr niirlmtiilt* inc»riinn\ 


8239 


38607 


A 


8294 


2 


1427 


LLARGAGRTNPAPPLMSCGPW 

GKFLKCCEVYKSGPYKVQ*EE1 

T1HSRAEAESTYQIKYEELQTLA 

GKHGDDLRCAK/T7EISEMNQNI 

SRLQAETEGLKGQGASLEAAIA 

DAEQWGELAIKDANTKLSELE 

AAMQRAKQDMA/RQLGEYQK 

LALDIE1ATYRKLLEGEESRLES 

GMQNVSIHKKTTSGYAGAPARI 

VSLLQNELLSLEVGVLKGHPTG 

KGEELGAPYSECSFGLCRRTVM 

LTQAPSSVVRSRNSRNHTVNSG 

GSCLSASTVA1PAINDSSAAMSA 

CSTISAQKRTCCTACEPARKYK 

DTASHQEPAVCQPACQLETADP 

KGGGVLALPQPPSPGMLCWPY 

CRAHATDYFLANFFSEFPCHFL 

HRAGAAQTQATGDGMEHGQS 

RELPKRKAPREESETSEEKSPNK 

WGPVSKQKKQLLVD1 LTTIIRPT 

RGNAYTGLSTRKWKPRSEENA 

LMQPNKJCDEKGTLTQKLGL 


8240 


38608 


A 


8295 


301 


462 




8241 


38609 


A 


8296 


2 


825 


YPPSPPGRSAAHVSCTLYRTTP* 

WPDQRSAAPPTAWAAS*SPSAR 

RRPSAESMVPREPL*YRPSAATS 

AATPAISPARALGAGAPCPLFR 

RRSGPFGRTSAIRPPSSAGKAVL 

FPPHGRPVwipVGRLARYATAS 

GWGAHI*ASSGASE/PAVVSVLP 

AGSGASPFHSASWDPPAHPAAA 

ASAAAVIPAL*RSGDRPPVLSFQ 

PLFWFLIRGDNSVSFWLLRGLP 

CPSQAVTTRHRSLQKEKLKRNR 

KSCVNFMQSQVSVSKYSNLVK 

HHHFCIRPL 


8242 


38610 


A 


8297 


3 


251 




8243 


38611 


A 


8298 


208 


307 




8244 


38612 


C 


8299 


18 


197 




8245 


38613 


A 


8300 


1 


1866 





1006 



WO 01/075067 



PCT/US01/08631 



SEQII) 
NO: 


SEQ 1 !> NO: 
of peptide 
sequcoce 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnUnonn > 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


8246 


38614 


A 


8301 


2 


2558 


FEVLWSDSSITSVTKSSSEVTEFI 

SKLCQLYPEENLEKLIPCLAGPD 

AFYVERNHVDLDSGLRYLASLP 

SHVLKNDHVRRFLSTSSPPQQL 

QSPSPGNPSLSKVGTVMGVSGR 

PVCG V AG 1 PSSQSG AQH HGQH P 

AGSAAPLPHCSHAGSAGSALA 

YRTQMDTSPAILMPSSLQTPQT 

QEQNGILDWLRKLRLHKYYPV 

FKQLSMEKFLSLTEEDLNKFES 

LTMGAKKKLKTQLELEKEKSE 

RRCLNPSAPPLVTSSGVARVPPT 

SHVGPVQSGRGSHAAELRVEV 

EQPHHQLPREGSSSEYSSSSSSP 

MGVQAREESSDSAEENDRRVEI 

HLESSDKEKPVMLLNHFTSSSA 

RPTAQVLPVQNEASSNPSGHHP 

LPPQMLSAASHITPIRMLNSVH 

KPERGSADMKLLSSSVHSLLSL 

EERNKGSGPRSSMKVDKSFGSA 

MMDVLPASAPHQPVQVLSGLS 

ESSSMSPTVSFGPRTKVVHAST 

LDRVLKTAQQPALVVETSTAA 

TGTPSTVLHAARPPIKLLLSSSV 

PADSAISGQTSCPNNVQ1SVPPA 

1 IN PRTAL YTANTKV AFS A MSS 

MPMGPLQGGFCANSNTASPSR 

HPSTSFANMATMV1PSCPAPSSSP 

ALSSVPESSFYSSSGGGGSTGNI 

PASNPNHHHHHHHQQPPAPPQP 

APPPPGCIVCTSCGCSGSCGSSG 

LTVSYANYFQHPFSGPSVFTFPF 


8247 


38615 


A 


8302 


2 


266 


YCGPL*SVWVARNPPGFAFVEF 
EDPRDAAGVV*ELDGRTLCGP\ 
PSWGHRP*DDYCRRGLPPRRRP 
PRRRNLSCSRSRSLYSPWTLSL 


8248 


38616 


A 


8303 


37 


535 


ESWLVLGRRKAGRLIGACGFEP 

PHFLTLDLEMHRDSCPLADCKV 

YVGNLGNNGNKTELERAFGYY 

GPLRSVWVARNPPGFAFVEFED 

PRDAADAVRELDGRTLIGC\RV 

REE\LSNGEKKK/SRNRGPPPS\W 

GRPPSENDNRKEESFPPRNRRSP 

R\RRSFS\RSRSRSLF 



1007 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 

t 


Amino acid sequence ( X=Unkno\vn, 
*=$top codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


8249 


38617 


A 


8304 


2 


668 


E 1 A ERRITQPA PPG PSRPSG PG PA 

GELGGPGTGRALCPADNGGLC 

CGCPLAVP/GPLAVPR/ALKPQR 

TSLSHPTSVTNGGRGVSQPGPR 

RHPGLPTQASTKPPQSRRDAAP 

LGGAGRGGPGSMAAARTPRGG 

GH*GVDGPGRRPRDASRLGRLF 

RPRSRADPVPG*P\PVA1GRDLPS 

PDDNGQRP*GAWKVSE/CPERR 

RVERLAAIGRLVFILPDFAVGRE 


8250 


38618 


C 


8305 


101 


183 




8251^ * 


38619>:^ 


A z 


8307 


329 : 


399^. 


RERET*SSINTTFIPGSVLQPDAS 

PSKTGTLTSIPVTIPENTSQSQVI 

GTEGGKNASTSATSRSYSSI1LP 

GV1ALIVITLSVFVLVGLYRMC 

WKAHPGTPENGNDQPQSDKES 

VKLFTGKTISHESGEHSA*GK 


8252 


38620 


A 


8308 


192 


537 


KFPTSTPENGNDQ*\PQSDKESV 
ICLLTVKTISHESVILNQNKMDEI 
TEIEFRIWMAMKITENQKIETHS 
EESEEFNKTIQGMKYEIAILRKN 
KTDLTEL KNSPQEF HNTLE V LT 
AE 


8253 


38621 


A 


8309 


1 


789 




8254 


38622 


A 


8310 


1 


423 


EDIWFDDVDPADIEAAIGPEAA 

KIARKQLGQSEGSVSLSLVKEQ 

ARAGEELEVVQKEVAEMLKG 

RILVGHALKNDLKVLFLDH PKK 

KIRDTQKYKPFICSQVKSGRPSL 

RJLLSEK1 LGLQ VQQAEHCSIQD 

AQAAMRLYVM 


8255 


38623 


A 


8311 


1 


1077 


MGKAKVPASKRAPSSPVAKPG 

PVKTLTRKKNKKKKRFWKSKA 

REVSKKPASGPGAVVRPPKAPE 

DFSQNWKALQEMGSKKKPK1I 

QQNKKETSPQVKGEEMPAGKD 

QEASRGSVPSGSKMDRRAPVPR 

TKASGTEHNKKGTKERTNGD1 

VPERGDIEHKKRKAK\GQPQPH 

PPR/IDIWFDDVDPADIEAAIGPE 

AAKIARJCHLTRALALDCEMVG 

VGPKGEESMAARVSIVNQYGK 

CVYDKYVKPTEPVTDYRTAVS 

GIRPENLKQGEELEVVQKEVAE 

MLKGR1LVGHALHNDLKVLFL 

DHPKKK1RDTQKYKPFKSQVKI 

QDAQAAMRLYVMVKKEWES 

MARDRRPLLTAPDHCSDDA 


8256 


38624 


A 


8312 


3 


640 





1008 



WO 01/075067 



PCT/US01/08631 



SEQ ID 


SEQ ID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=l taknown. 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


anion for peptide 
sequence 


of peptide sequence 


deletion, \= possible nucleotide insertion) 


8257 


38625 


A 


8313 


1 


1274 


MGKAKVPASKRAPSSPVAKPG 

PVKTLTRKKNKKKKRFWKSKA 

REVSKKPASGPGAVVRPPICAPE 

DFSONWKALQEMGSKKKPKII 

QQNKfCETSPQVKGEEMPAGKD 

QEASRGSVPSGSKMDRRAPVPR 

TKASGTEHNKKGTKERTNGDI 

VPERGDIEHKKRKAK\GQPQPH 

PPR/IDIWFDDVDPAD1EAAIGPE 

AAKIARKQLGQSEGSVSLSLVK 

E\QAFGGLTRALALDCEMVGV 










- 




GPKGEESMAARVSIVNQYGKC 

VYDKYVKPTEPVTDYRTAVSG1 

RPENLKQGEELEVVQKEVAEM 

LKGRILVGHALHNDLKVLFLD 

HPKKKIRDTQKYKPFKSQVKSG 

RPSLRLLSEKILGLQVQQAEHC 

SIQDAQAAN*GCYVMVKEGVG 

RAWPETGAPCLTASRPLQ*RRL 

SSPALLAACPPRLQRQC 


8258 


38626 


A 


8314 


2 


414 




8259 


38627 


A 


8315 


1 


621 




8260 


38628 


A 


8316 


1 


885 


MGEKPGPLLFSSAKPKNPQEGE 

HKDEGDHPNNSFSPCSAHDRRC 

LQICHFAKFRDRSTSGGKMKVN 

G A PRED ARP VN KGTY L VSTGG 

QTVAFTTGSWDQDDSESSLGC 

QEDSTALHPTSTSPGPSETVPPS 

LLPEATKRLLSLDFESFGQTQR 

NLSCPLCPAGVWQEKTLCEWR 

DAGGNRQAGVPQAPCMKSNN 

ALIVILGTVTLDAVGIGLVMPV 

LPG/SPALLQRQAEESPGRRTQG 

/RRVTTPTTASAPVAPMTAGAC 

RSTSPKFETGAPVGAR*RSMGR 

PGRM PGL* 1KA PTWCPQVG RLL 

PSLLAPGTKTTQSPA/SGCQEDS 

TALHPTSTSPGPSETVPPSLLPE 

ATKRLLSLDFESFGQTQRNLSC 

PLCPAGVWQEKTLCEWRDAGG 

NRQAGVPQAPCMKSNNALIV1L 

GTVTLDAVGIGLVMPVLPGLLR 

DIVHSDSIASHYGVLLALYALM 

QFLCAPVLGALSDRFGRRPVLL 

ASLLGATIDYAIMATTPVLWIY 


8261 


38629 


A 


8317 


1 


396 





1009 
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s*:Q id 


SKQ ID NO: 


Met 


SEQIl) NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X~Unknown, 


NO: 


of peptide 


hod 


inUSSN 


location of first 


codon for last amino acid 


*=Stop codon, /= possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \- possible nucleotide insertion) 


8262 


38630 


A 


8318 


186 


2123 


CPAHCWQEAMLSAWRLVMSP 

GGPCTQHPAPACHPSVLTTPRK 

AGEPRP*WPPCPAWGPLADSSK 

PHRWRPKPPASCRPLVRRPWGP 

QRTLTPTLTS H WRA SIR* S WN W 

TPPSSCFPQGLGAPRLSWPRAPC 

Q* ERRRNLKPWT*STSR* PPPDQ 

GATMAPSTAPAPLSPRPSAPFA 

VVASSFPETSPERHEAAVRASSS 

LGTRAGGTSALCPPQRVSP/HRP 

PNSPSISIPCMGSKASSPHGLGSP 






..» _ ■ - 








LVASPRLEKRLGGLAPQRGSRI 

SVLSASPVSDVSYMFGRTPHSP 

PLAKEHA\AAAPHPSPTPWWTY 

PLC* ST A AQN/RG SSPPQRTPG H 

QNSVQPGAASPSNPCPATRSNS 

QTLSDAPFTTCPEGPARDMQPT 

MKFVMDTSKYWFKPNITREQG 

CPGGAVSISDSRIVPAIELLRKE 

EPGAFVIRDSSSYRGSFGLALK 

VQEVPASAQSRPGEDSNDLIRH 

FLIESSAKGVHLKGADEEPYFG 

SLSAFVCQHSIMALALPCKLTIP 

QRGCHTLYLSSVSVETLTGALA 

VQKAISTTFERDILPTPTVVHFK 

VTEQGITLTDVQRKVFFRRHYP 

LTTLRFCGMDPEQRKWQKYCK 

PS WI FG F V A KSQTEPQEN VC H L 

FAEYDMVQPASQVIGLVTALL 

QDAERM 


8263 


38631 


A 


8319 


15 


909 


LHVSHPGHADARGGLLQPCAA 

PPLWLCRJQCPPRWFQTPSQVF 

YHAATEHGGKDVYPGQCLWE 

GCEPFQRQRFSFITHLQAANCR/ 

EAQ/RSTPRAQKAIVNHPSAAL 

MALRRGSRNLVFRDFTDEKEG 

PITKHIRLTAAL1LKN1GKYSEC 

GRSWPRASRYQQGHQDLFILRS 

DLPSQVFIRDKLMERRNRRTGR 

TEKARIWEVTDRTVRTWIGEA 

VAAAAADGVTFSVPVTPHTFR 

HSYAMHMLYAGIPLKVLQSLM 

GHKSISSTEVYTKVFALDVAAR 

HRVQFAMPESDAVAMLKQLS 
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SKO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


8264 


38632 


A 

-\ * 


8320 


189 


4419 


KPGLFP*RVY*EYVFRLSQSLGE 

FHQF*FKRGQY/ATTSSPPFSPW 

ANI 1 RKATRC*CR WRFRFIM PFV 

MASMSA/GMLNELQQYCDEW 

QGGAAVVAQHVAPPPGIVEIDS 

EKFACQWLNAHFEVNPDCSVS 

RAEMYSEYLSTCS1CLARGGILT 

STGFYKCLRTVFPNHTVKRVED 

SSSNGQAHIHVVGVKRRAIPLPI 

QMYYQQQPVSTSVVRVDSVPD 

VSPAPSPAGIPHGSQTIGNHFQR 

TPVANQSSNLTA 


8265 


38633 


A 


8321 


27 


674 


GPQNTPMPPSPSVRVQGQPNSS 

QPSPFSGSSQPGDPMRKPGQNF 

MCLWQSCKKWFQTPSQVFYHA 

ATEHGGKDVYPGQCLWEGCEP 

FQRQRFSFITHLQDKHCSKDAL 

LAGLKQDEPGQAGSQKSSTKQ 

PTVGGTSSTPRAQKAIVNHPSA 

A LM ALRJIGSRNLVFRDFTVDEK 

EGP\ITKHTPTNSCP*Y*KISGKY 

SECGSADWLKETMENNLSSA 


8266 


38634 


A 


8322 


16 


341 


PPGRGSAHPAARQLQTPGSAAP 

LS*HQGPASRGTGPPGPIKARAP 

SKSRARGLRAAQRARLSARAR 

AGCA/PP*ARGAARKLGAPGTF 

QETLPPGTRDRKCCSGDAVVH 


8267 


38635 


A 


8323 


1 


400 


MAEGMAMLRWTRLGTWPDDS 

FDEMDSTLAVQQYTQQNIR/AQ 

DCSNTDKNLEPPEGQDADCHG 

F*APRWHCSASYVASSEFAGDD 

RRI* IPLDPWVKKFCEC WCSGPT 

PFRE/CPRELN * HLKDGCSCR YL 

RARN 


8268 


38636 


A 


8324 


3 


179 


ISWPSPSLLGQTAALCANGAGP 

AGTPPGRGPVSARFGRRGAAC 

VCSPPSPSPLAPLSR* RFA VM W 

WQEA*RRGPRLPLLSSLPAAAG 

SGRAARAAAELPGGGRAGAR/P 

L/LLTPAQVQGESARG/AGAEG 

GRGTPGP/GCPLPAGRSLCQP\G 

PRS PP* TA A LC ANG AG PAGTPP 

GRGPVSARFGRRGAACVCSPPS 

PSPLAPLSR 
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wo 
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SEQ ID 


SEQ If) NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \— possible nucleotide insertion) 


8269 


38637 


A 


8325 


1 


1744 

4 


DFQERLSMKDQLIAQSLLEKQQ 

IYLEMAEMGGLEDLPQPRGLFR 

GGDPSETLQGELILKSAMSE1EG 

IQSLICRRLGSANGQAEDGGSST 

GPPRRAETFAGYDCTNSPTKW 

EAPGTES/DPRLPTVLESELVQRI 

QT/LSQLLLNLQAVIAHQDSY/V 

ETQRA A IQE REKQFRL/QSTRG N 

LLLEQERQRNF/EKQREERAAL 

EKLQSQL/RHEQQRWERERQW 

QHQ/ELERAGARLQEREGEAR/ 






u: * 








QURERLEQERAELERQ/RQAYQ 

HDLERLREAQRAAQPPS/HPPSF 

NGEGLEGPRVSML/PSGVGPEY 

AERPE V A R/RDS APTEN RL A KS 

DVPI/QLLSATNQFQRQAAVQQ/ 

QIPTKLAASTKGGKD/KGGKSR 

GSQRWESS/A*AGPPLRLGLEG 

ATGQALAAAGSQEIRDTCAILW 

RGNQKAQLASWLRPPHTGPVW 

SPGPKLR*STLHLLTSTLKTVG 

WGPGALERARARRQRSLATWD 

QHSRTGTASFDLKQQLLLNK/L 

MGKDESTSRNRRSLSPTCPGRH 

SPAPPPDPGFP/APSPPPADSPSE 

GFSLK/AGGTALLPGPPAPSPLP/ 

ATPLSAKEDASKEDV1FSKRAV 

TQANH 


8270 


38638 


A 


8326 


147 


536 


WAQEGSGRNTHQQYKILDVML 

KGLFKVCAGRGQLMAGPVFDL 

GTDG*TGVQLKDG\WSALPRPV 

LRTTRSSLAAPSLLF/YYFDHNS 

NWNLLIRWGISFCNQTGVFNQ 

GPHSPILSLVRTGVEVAREPSVG 


8271 


38639 


A 


8327 


59 


339 




8272 


38640 


A 


8328 


43 


510 


LLLWGGLRELTIMVEDEGEQM 

SIWVLDKDLGAPHLVLVGSML 

TARSRCWTPWRSSHATAATSE 

GEGWGVGVL1ADRPGWASDEG 

DG EGGG GG LLTS A EFG EL A A V 

GEAGSAHPMFSFRPRYSTWCLT 

HIGQGGLELLTL*STRSASQSAG 

VTGMSH 


8273 


38641 


A 


8329 


98 


493 


FFYFLFI Y FFETESRS VTLAG VQ 

WYDLCSLQPLPPRLKRFSCLSLP 

SSWDYRHPPPHPANFCSFLVVT 

GFHHLGQAGLELLTS*S/IPSSAS 

QSAGITGVSHHARPGPLSLANN 

PRSQTRTSATVCPEQLGLD 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 

melon fnr nrntidf 

sequence 


Nucleotide location of last 
codon for last amino acid 
of nrnlirlf sfaurocc 


Amino acid sequence ( X=Unknotvn, 
*=Stop codon, /= possible nucleotide 
deletion, ^possible nucleotide insertion) 


8274 


38642 


A 


8330 


3 


328 


HSAARRPSSRRSSPRPETSCANS 

VNAGWNQDPTHVIRBRSMAT 

AGSTRYR*GLHAAPSPPHPRRP 

RSPPGAE*A/RREARSLKR*SPPC 

HPTKKATMCRCIIYVPL1IK 


8275 


38643 


A 


8331 


24 


593 


FEQQWGWAAAAAPPGKAHTR 

*TGRSPHRPHRTQPR*NPSGTA 

APGPVPS*AGSSH*AGSG*RAW 

GPG SSRR* RSCT* RLRS RG RPP R 

*GPSRR*VRSARPSRA*RAPPGS 

HRPGCGAAAPAPAASAPARAP 

WAGADSSAPPRTAD*SLPTRVC 

CSLSALHTGSESGDLGPGTQIEG 

KQNYSVTVWFLAR 


8276 


38644 


A 


8332 


24 


832 


FEQQWGWAAAA/CSSRQSTYSL 

RTGRSPHRPHRTQPR*NPSGTA 

APGPVPS*AGSSH»AGSG*RAW 

GPGSSRR*RSCT*RLRSRGRP/TS 

MRAFSPLSAIRSPKSGRDAHHQ 

ASHRPGCGAAAPAPAASAPAR 

APWAGADSKRASSYSRLEVLK. 

VIPEAAAWTSAGSFRT*/PENLPI 

PVNEIMLLSNCPGRMGSVPLKR 

RLI LG V R VLG ERG PG\ A WCTCG 

PPTSMCTG ALDL VS WAG RGMP 

WASQRR/PQGDRVRDKPGTCFL 

PSAVPVLPCV 


8277 


38645 


C 


8333 


153 


269 




8278 


38646 


A 


8334 


615 


1275 


QKRKTFNTTKCYNKEKGSWPR 

WPTGSS*CAQLSWRGMEGTSK 

YRTF/ILKHPGQEIPS\EPTPPGP/S 

SLTCRATWSLSRAAPQPHMKPR 

EP*ILS1YVAPSPSTIEKPSIGERF 

AIFITLLMRNGDLGEASCDAVK 

ALRQPWGKAQVEKNQLSQTKC 

PAMWHFESQNPALLIVRECLEG 

WKAYPQSTKEERLLHPEEGAG 

FTSSSQEK.YVRVRGQRLWPTPF 

FSLQMIDRKERHLIPPNVIIKKR 

GVGQDGRLEAVSVHSSHGEEW 

KGQVNTEPSTETSRSGDPIMNP 

LHQGLKSDMQSYMESQQSSPS 

ATHEAQGALDTQASWKKQQQ 

LRKSRRAISSPQADGVQHGHEA 

RHCHDVLKRDRQTSWPCKMSS 

LAEEVVAADTWLLDNGTMQA 

TGRAAQVREQGKGMDLGQYIS 

CYLMTLSRAIKQKENKKVCFQ 

RLGKPRVKTASVQKK 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sea ue nee i \=llnbnnwn 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Slop codon, /=possihle nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \= possible nucleotide insertion) 










sequence 






8279 


38647 


A 


8335 


423 


998 


PPSAVPHDHSSPART*\PQSLSV! 














TAELEPVRAPSLIAFFHGHSAC 














MCPFRWRYSRf SLKQQRJLAHD 














PVMTFG 1 DRRHTI KFCLS A KQRP 














YPT1TIRWQLSDNMVYTEKH1RI 














ISVTTAAAIHPVIGSFPIPG/PIRA 














RALSTFLPVHIQRLL*GVHFPSF 














SCRAGAGVL'SASWRQQVQRQ 














EQPVLRRRQQ 


8280 


38648 


A 


8336 


2 


218 


HPSPSPGLKHRSSLGSVXPNPLL 














LPSGSFSLLPAGHSHGDGPSAS 






a v/ i 








QMH : * ; FQNQTHPVP*PDPASLPA 














VQSHQ 


8281 


38649 


A 


8337 


76 


129 




8282 


38650 


c 


8338 


I 


410 




8283 


38651 


A 


8339 


651 


741 




8284 


38652 


A 


8340 


I 


612 




8285 


38653 


C 


8341 


1 


729 




8286 


38654 


B 


8342 


1 


313 




8287 


38655 


A 


8343 


705 


990 


TRSSCWGKEASLGDGNRGVVA 














ALHHFTGAAARQHSGSPLERGP 














HPQL*SPRS*VEGHWLEI/LQA* 














S*VLPQKQPHQPARCWQLLSH 














WLPRPALLC 


8288 


38656 


B 


8344 


1 


588 




8289 


38657 


A 


8345 


220 


678 


MNAIPVASPCMVCSLIVHVLGS 














RPM*PW*RPPTRFQWSEVQE/V 














MELTTMRPRQPPPPPPPPPP*QQ 














QQQQQQQQQQQE*L*LAATPR 














A PGTLAQGSLTPSQIFSA * RLKT 














DAAGSP\GSPQTITDAELRVTLT 














VEGKSVPFWAVLPQSFTDSPH 


8290 


38658 


C 


8346 


1 


411 




8291 


38659 


C 


8347 


1 


534 




8292 


38660 


B 


8348 


1 


774 




8293 


38661 


B 


8349 


1 


705 




8294 


38662 


A 


8350 


1 


297 


MPGHQKAPLRPAVSKK\ESMLE 














KGKIK* LLKPEG1 LPI SEPPSNR1F 














ACWGKPAWTACCNSLRARR*R 














AISCCPSHW*KEKPPWRPIRKPP 














LPARWPIH 


8295 


38663 


A 


8351 


616 


988 


DPQLQAGSGHIPGRNVCPGERI 














CWRGTPD/SDPSTPTY*PPLEKE 














VAQGRDLIHASGCLWS* I PLEA 














LQGPQGCPQFSQVCCIPVIPTVE 














MKQGRQQLASDFQDQQDLEFY 














EILSWKPGILIIPP 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8296 


38664 


A 


8352 


1 


1668 


MELVPEEATAVSARAYTGRWP 

LDAAARTILVTAPGVGHTNIVL 

CGQASLDAYIKSICLKKECRKE 

GKKKGRKERKRDKYGKKEKK 

RKKGRKKCRRKKEKKKKEREK 

ERRKEEKEGKKRKKEKERKKE 

KERJCKLSIGKGVVYCLSSNTQK 

KQVSQTK 1RVISTI LFILAGCIVF 

VTIPAVIFKYIEGWTALESIYFV 

VVTLTTVGFGDFVAAHPSDHL 

CWVIVTCKGKYLLPDSPQEKAT 

DFSGVAQKRNEPQKPL/IWC/W 

ELRSYPTALMMQERVV*KEKP 

KAAAPNRRGLGTEKLEF*R*EV 

AAAVEPHAVLSM1GDWLRVLS 

KKTKEE/VCRPPLFKSPSPNLRL 

LGVAHHVGEIKAHAAEWKAN 

VTAEFRETRRRLSVE1HDKLQR 

AATIRSMERRRLGLDQRAHSLD 

MLSPEKRSVFAALDTGRFKASS 

QES1NNRPNNLRLKGPEQLNKH 

GQGASEDN1INKFGSTSRLTICR 

KNKDLKKTLPEDVQKIYKTFRN 

YSLDEEKKEEETEKMCNSDNSS 

TAMLTDCIQQHAELENGM1PTD 

TKDREPENMSLLEDRN 


8297 


38665 


A 


8353 


1 


418 




8298 


38666 


A 


8354 


251 


394 


GAQVPTLLVGVLTVTISTVQNL 
AISLLGKAK*GEG1LSVSGRMY 
RVL 


8299 


38667 


A 


8355 


107 


250 


EEGHHLLDPRMVDPMAACTM 
QL EKLQTLN ASL* KQLGGG LYL 
AKPQG 


8300 


38668 


A 


8356 


331 


893 


SITENCENKNPIPHVENKD1GTK 

YNSLKLPEH1RAEVMQPSKLD* 

VNP/LPSTCKERFVMQSHLART 

VGSSICNL*MSP/CFGIW*QLAE 

ANPAKCFP/GCWKTNSCTSSML 

CSKYVTPNGTVV*ITREGPISDD 

S1LRFLLSMETKRMQGLLV\STA 

QPKGHQSSYQLHKRGPEHIERS 

SSQPPVAAFG1H 


8301 


38669 


A 


8357 


2 


416 


SGFRYGSDIVPFSKVDEEQMKY 

KSEGKCFSVLGFCKSSQVQRRF 

FMGNQVLK\PFMEDLRQYMFSS 

LKNSKXYAPTEAQLNAADALI 

DSMSLAKKDEKTDTLEDLFPTT 

KIPNPRFQRLFQCLLHRALHPLE 

PLPS1QQ 


8302 


38670 


A 


8358 


1 


2130 




8303 


38671 


A 


8359 


1 


1152 
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SEOID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hud 


SKQ ID NO: 

inUSSN 

09/540JI7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, V=possible nucleotide insertion) 


8304 


38672 


A 


8360 


1 


320 


FKGTAAPWPLSFARAAAGRQA 

GTDTRPSLRVRFPRERSARQKG 

RGRSVRLSAKSPPAKVETKPSG 

GSRTA*IFRQRSKQGKMGAKG 

KQAKWLLILRALICFSLSER 


8305 


38673 


B 


8361 


1 


1231 




8306 


38674 

* 


A 


8362 


1 


2276 


GGRPKRLRTGNMVRSGNKAAV 

VLCMDVGFTMSNSIPGIESPFEQ 

AKKV1TMFVQRQVFAENKDEIA 

LVLFGTDGTDNPLSGGDQYQNI 

TVHRHLMLPDFDLLEDIESKJQP 

GSQQADFLDALIVSMDVIOHET 

IGKKFEKRHIE1FTDLSSRFSKSQ 

LDIIIHSLKKCD1SLQFFLPFSLG 

KEDGSGDRGDGPFRLGGHGPSF 

PLKGITEQQKEGLEIVKMVMIS 

LEGEDGLDEIYSFSESLRKLCVF 

KKIERHSIHWPCRLTIGSNLSIR1 

AAYKSILQERVJCKTWTVVDAK 

TLKKEDIQKETVYCLNDDDETE 

VLKEDIIQGFRYGSDIVPFSKVD 

EEQMKYKSEGKCFSVLGFCKSS 

QVQRRPFMGNQVLKVFAARDD 

EAAAVALSSLIHALDDLDMVA1 

VRYAYDKRANPQVGVAFPHIK 

HNYECLVYVQLPFMEDLRQY\ 

MFSSLKNSKKYAPTR/EAQLNA 

VDALIDSMSLVAKKDEEGQTPL 

KDLFPTTK1PNPSIFRGLFQCLL 

AQELLHPR\EAFYPPISGRHIWE 

YAGILPAEGGQRKSSGFPLS*N* 

RTLFFL*FEAKEKGFKWTAQG1 

FQGQPWKVGPTAKKLKTGARG 

EPTFSVSSLAEGSVTSVGSVNPA 

ENFRVLVKQKKASFEEASNQLl 

N H I EQ FLDTNETP Y FMKSI DC 1 R 

A CDCC A 11^ P^PFTODPKIMPT VAl 

A r tvb D A 1 K.r o t cv^Kx IN (N r L1U\L 
QEKVEIKQLNHFWEIVVQDG1T 
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SKQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


8307 


38675 


A 


8363 


624 


1992 


GRKVVVVLPPPLGNQSTPCGIC 

LSAQLPL*RD**SASARCSSPGS 

* TS PPS Y F LPDPRG PG RA LQRFS 

RSPSSPGGNPAXSAAPSPRSKLLL 

GPPGVAAAATAAAAGAKPELRH 

RLPPSSATTASRVRACHFLLAS 

AAATPAFSPPPPPP\PASPSQRTP 

KEVQRAGKA A ESCPA A PELLG F 

GGSRDSAGELGGLSSDACV/PD 

SSEPGVRRPARRRTLAHALTHA 

STHTRTLPGSCARVAVPVALCK 

GGFT*PIFSPQYVTNTYPGEEGA 

RLGVLIGREQTVSAILLGGSRSK 

APTTTVAVASAPPVTAAGRVTP 

HASIRIPPRMLSKPSPPPQAL*K 

GVMAPAQCPPARRGQAGLEGT 

\GFGKSPTRPHQLTAASSPCNGL 

IR1RQGQGGGKGRRWRGSSGDP 

GAWYCFRGRRRGPSCPSLRTAT 

LIPGLGGHGGGSGDAASPLLGT 

RDGGPEAHLGKE 


8308 


38676 


A 


8364 


123 


248 




8309 


38677 


A 


8365 


1 


540 


MLEALGALNKPESSRPLIPELHL 

ASTAAANLGEHPNQQRLKFAS 

QETPEESANAVPHYHKLCNRVS 

H V WGN RRGQH I RNTM DN PRP\ 

GKTTFV*IIVSPLPALLALTHSW 

DSQVRPAVL/QP/YSHGTGTP*W 

RSSSPCAASST*KSPYP*CH*QR 

LSQSPSA\FRPTLRRLSRSTRCRS 

WRRK 
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SfcQ ID 


SEQIDNO: 


Mel 


SKQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /= possible nucleotide 




sequence 




09/540 J 17 


codon for peptide 
sequence 


of peptide sequence 


deletion, ^possible nucleotide insertion) 


8310 


38678 


A 


8366 


31 


1429 


RETRSCWAHYHAESSKHQKAK 

LKDSRKARRSIELIGPGSSQKGG 

DICSLIHLSSKLGILCYSFCTGNM 

GGWEGGMQLRVSSENSMGKSS 

RERAAADLPQGSCWHELPGRLI 

NTRJSLKPRHVWNLSSVLCQVV 

KKVKSMQMFHMP1TSAMQGD 

RLGICVTQFDPKLLERGLVCAP 

ESLHTVHAALISVEKIPYFRGPL 

QTKAKFHITVGHETVMGRLMF 

FSPAPDNFDQEPILDSFNFSQEY 










i 




LFQEQYLSKDLTPAVTDMDEA 

DKKAGQATEGHCPRQQWALV 

EFEKPV/YLPSAVPGDWLQARC 

GHS\PNTCRLAFHGQSCSTG*RT 

GTTPTASCPG*RCTS*STSMGLV 

ERAMDDYSVIGRSLFKKETNIQ 

LFVGLKVHLSTGELGIIDSAFGQ 

SGKFKIH1PGGLSPESKKDPDTP 

PSKTGPGWPVGGQPGRRRSPSG 

ANPHKMGWLTRPFKRYVFDTH 

KRMVQSP 


8311 


38679 


A 


8367 


3 


119 


RSPREGGGHRGPSSGGGRCRRR 
PGWAGNEAM*PDRRARVVGIE 
VPAAEEGGAAVAQDGLGMKR 
CSLLRDLL 


8312 


38680 


A 


8368 


3 


389 


SFATHTAGPQPPAA/PAPKRMA 

ARASWGRNPPRAPVRTSAAAA 

RAAGTRRPAPARVACPLPAGPG 

S PRRPPRA A RTRRA RRRPG PG R 

AAQQSAGRRWTPPAPAPSGASF 

AAPAAGSASPPSHRRSAPGGGS 

TQSSLLSPSSSALHSSPPSRPWA 

ARHERSSWS*/PRSALPPTSTEP/ 

GPGPRRAPVLGTRSCGRGAGQL 

E*EA*GAA*APPPLGWTP*LLCV 

HVTLGNAVSHWVSCGAAPPHG 

GVGVGYRARSPREGGGHRVPA\ 

RTREV PPSPRMG WNEAM* PFK * 

VSSRWPPLRLPSRGMAAPRGA 

AAGGARRVEGWEGASLLSGSA 

PGSA RWPRAA PAPASQVG A RC 

AAGAPCPLRPRVWRRGAVGAE 

NAPSELAASTPAG/GGRGAGSG 

SSDLAGRGAVAARFPGG*GHSR 

QQHGAEKDGGQGFLGSQPPPR 

SCAHQRRRGACSGNAAPSSSAR 

RMSASSRSRQPEICATQSRSNSA 

RSSAARPRSRSTAVSRAQVDTA 

SSCAFWRVFCSSCRRFCESAEPP 

TVSTRWW 
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SEQ ll> 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \~possible nucleotide insertion) 


8313 


38681 


A 


8369 


3 


1130 


LDFQHHNYKAMRKLMKQVQE 

QCPNITRIYSIGKSYQGLKLYV 

MEMSDKPGEHE/LGYWHGEW 

G EVGTGQG PRH EPA AS PH VSPG 

EPEVRYVAGMHGNEALGRELL 

LLLMQFLCHEFLRGNPRVTRLL 

SEMRJHLLPSMNPDGYEIAYHR 

GSELVGWAEGRWNNQSIDLNH 

NFA DLNTPL WE AQDDG K V PHI 

VPNHHLPLPTYYTLPNATVSILR 

AAVEVLWGADPCLCLLPLLTCP 

IQVAPETRAVIKWMKLRIPFVLS 

ANLHGGELVVSYPFDMTRTPW 

AARELTPTPDDAVFRWLSTVY 

AGSNLAMQDTSRRPCHSQDFS 

VHGNIINGADWHTVPGSMNDF 

SYLHTNCFEVTWELFCDMFPH 

EN ELPH E WENNTD A 


8314 


38682 


A 


8370 


1 


2229 


MWGLLLALAAFAPAVGPALGA 

PRNSVLGLAQPGTTKVPGSTPA 

LHSSPAQPPAETA1MGTSEQHVR 

1RVIKKXKV1MKKRKKLTLTRP 

TPLVTAG PL VTPTPAGTLDPAE 

KQETGCPPLGLESLRVSDSRLE 

ASSSQSFGLGPHRGRLNIQSGLE 

DG DL YDG A WCAEEQDA DP WF 

QVDAGHPTRFSGVITQGRNSV 

WRYDWVTSYKVQFSNDSRTW 

WGSRNHSSGMDAVFPANSDPE 

TPVLNLLPEPQVARFIRLLPQT 

WLQGGAPCLRAEILACPVSDPN 

DLFLEAPASGSSDPLDFQHHNY 

KAMRKLMKQVQEQCPNITRIY\ 

RJGKSYQGLKVYVVEMSDKPG 

EHELGEPEVRYVAGMHGNEAL 

GRELLLLLMQFLCHEFLR\GNP 

RVTRLLSEMRIFLLPSMNPDGY 

EIALH\RSS*LVGLSEGRWNNQS 

IDLNHNFADLNTPLWEAQDDG 

KVPHIVPNHHLPLPTYYTLPNA 

TVAPETRAVIKWMKRIPFVLSA 

NLHGGELVVSYPFDMTRTPWA 

ARELTPTPDDAVFRWLSTVYA 

GSNLAMQDTSRRPCHSQDFSVL 

NGNIINGA\DWHTVPG\SMMDFS 

YLHTNCFEVTVELSCDKFPPEE* 

ICPKEWE\NNKDALLTYLEQVR 

MGIAGVVRDKDTELGIADAVIA 

VDGINHDVTTALGPGIIWRLA* 

PPGDWMVDLPSSEGYHSVTRN 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQID NO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Uiiknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


8315 


38683 


A 


8372 


409 


517 


HFRSAGVCW*PPPLSVHGPR*H 
FRSAGVCWSSTPDPVCLGITSR 
GCRTAKIAAFSFL 


8316 


38684 


A 


8373 


957 


1230 




8317 


38685 


A 

'si t 


8374 


1 


2658 


MVEEVLLD7MILKSVFRLGSILPI 

TFSFPS DSQG PLLQ VC RS L L E 1 H 

SRPCLPGYHQWRLQNSKDCCL 

FLPLEASSQRGTCQMPAGALFY 

KVSVDPFWEVSSSQETWGSGIH 

LRRQSVPYQSSSAVLGDLLFSS 

EP A CKN KS AE A V PTA A PS PRD A 

LSREEESREAVWPQRLSHAPM 

GSAQLELPGGFVYTVRRKLPTQ 

ASVMLDAPPATKLEHPRSSSDC 

CVGSKNFKPVDLSLLGSMGVG 

SVELDHLAPWLQPPFQESERFC 

LSGVPVSPPLSEEINHALPKATV 

MASLGAVARKDNADSLHVPPP 

TPLFASRPVTALKYWQAPREDL 

QPFTRVTLHWGKGNDQTFWGL 

VDTSSELTLTPNDPKHHYGPPIK 

VGAYGGQVINGVFAHIQLRVN 

PMGHWTRPLVIFPVPERKISIDI 

LSSWQNHIGSLIGRKTDGSWR 

MTVGYRKLNQVVTP1AAAVPD 

VVSMLEQINPSPESECLKMSHQ1 

TMRPELPIMNWVLSDPSSHELG 

YAQQHF11KWKWYICDRAPAGS 

ESTTSPFITQWVHEQSGYGDRD 

GGYTWAQQHRLPLTKNDLAM 

AT/AECP1SQQ/QRPTLSP*HGV/I 

PRGDQPAT W WRVDY I A PLPSW 

KGQRFFFTRIDTYSGYKF1YPAP 

NASAKNTICGLMECLIHCHG1P 

HSIASDEGTHFIAKEVQQWAHA 

YRIHWSYHVPHHPEGWGKVLQ 


8318 


38686 


B 


8375 


1 


3258 




8319 


38687 


A 


8376 


3 


196 


DWESCQNQC*PQQPRLHGTHW 
DPC*DME/CPSVCPQSPCPSPLR 
DQWTIPCPDPLSPQTMAAGRW 


8320 


38688 


A 


8377 


248 


423 




8321 


38689 


A 


8378 


407 


683 


LSS YCVH AGC YPRJEA AM RM 1SF 

SPSQ\RWKPFGESWRPPARRGT 

CTPGAHPPRPPSPRAAGPAHRP/ 

PPP/PSSELPRAPQRPGRNRRPG 

NSGPV 
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SEQID 
NO: 


SF,Q ID NO: 
of peptide 


Met 
hod 


SEQID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
rod nn for nenlirir 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown ( 
*=Stop codon, /= possible nucleotide 

deletion. V^DOSSible niirlf*oliflp in<prtmnl 


8322 


38690 


A 


8379 


11 


888 


TGKLHTSVICNSTELTSWDSRR 

LFLKGKPLLSAGAGVNVMPST 

APFPAPCKGSLRGNPSRPTHP*S/ 
DQpni PpnTr:r: a ci?D\/r*cr:pcr> 

GASSGGSNRDTEGGSGAVPFGE 

SWRPPARRGTCTPGAHPPRPPS 

PRAAGPAHRP/PPP/PSSELPRAP 

Q\GPEAPTLGQPHGRGLFPPLFK 

LSKLYWPLGETRSRPRPRPYCQ 

SPGPGVTERGRRWSAPRAPGAP 

RSPRWRRQSGPGALPRPRVNPC 

IQHGSEASYAPAL*WALRIPQG 

GNTS S A DEPA DFTPNQQ A DQM 

PCLHSCSCG 


8323 


38691 


A 


8380 


1 


3135 




8324 


38692 


A 


8381 


44 


2279 


RQTVG DAQPHHH PPQPPRPSFP 

PFPALPCTPAPQLPPSPSCLREEF 

PSSPMGQTPGTWSSSGGPWTSP 

PHSSSRRL ASPLAPLS VI PSTSQT 

MARSSSQSQTTRFSPTPTHSQQ 

ASQAGTLWPWWLRSGTMLTSP 

LVGGPHFIRNTRRSMVNTAC*S 

SRPSLG LERSQTTG ATRPGG P* R 

SRGSMPTPILPSGPSGATPTKPS 

SPRTGAGPMPCFSTRAVGCSGT 

WPSAQATRCSWASLVEMAISK 

TAH*CPSQCGRGIALIDS*IPTQA 

SKGCSSTGYTGKKGPTTVSSAC 

SG*RASLGGPAGAGTRSPALVP 

GSRDDGTYDSNPSA*VAGASA 

VGSCAASPLGEEACAAATGPGE 

SFSEGWHEQ/TSLAVGPGTGAT 

ELVLPLEG/HSPTSVPCTSRGGP 

TWAVATYRPP\SPPGCSGTPTSP 

PWMVSVTPSMGWGTSCWSGP 

KTGTPPSCFRAAPPRLAQPRPPT 

SSPLRLST/ASSSLGPVTVQWLL 

EPH DAIRVLLDNQTVTFQPDHE 

DGGGQETFNATGVLLSRNGS\G 

SRPASTAGPPSR*SRSPTSSTPPP 

ASRPSTRTARRGSWGSGITIQRT 

TSGCPMAPPFPQGALRRCFSTL 

E*PGRSTGQASLARGMTSCLPT 

SPLFSTHNCKKTAPGLNI*SPTV 

TEIAHASMTPWPCATQASDFTR 

GKSVKTTSRRTPPSISTRPPSMV 

VV*LKPTRGRPR*FSTPAMLRM 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknonn, 
*-Stop codon* /^possible nucleotide 
deletion, V=possibIe nucleotide insertion) 


8325 


38693 


A 


8382 


1 

- ■ f 


2900 


MVWGFTCSTTATLEGQSTAAS 

SRTSNQD1SASSQNHQTKSTETT 

SKAQTDTLTQMMTSTLFSSPSV 

rfNVMETVTQETAPPDEMTTSFP 

SSVTNTLMMTSKTITMTTSTDS 

TLGNTEETSTAGTESSTPVTSAV 

SITAGQEGQSRTTSWRTSIQDTS 

ASSQN H WTRSTQTTRESQTSTL 

THRTTSTPSFSPSVHNVTGTVSQ 

KTSPSGETATSSLCSVTNTSMM 

TSEKITVTTSTGSTLGNPGETSS 

VRVTGSLMP ■ ' 


8326 


38694 


A 


8383 


~> 


468 


SSPPLGHPRPISQSCPRPAVSCSR 

GPSALLCRPLLGPEDAP/P*GSS 

WP/EGPLWGPRYPSVSVGNGH 

WSGAGVADE/PAAPSRPAGARR 

APSGGRPAAARCSRRRASRSSR 

PGPPAGRAGR*ACPAAARSAVA 

AAPRPPGAP*CGSASSATAPAA 

APP 


8327 


38695 


A 


8384 




1319 


DSSRLCSRRSSRGHTVGLWGQS 

PGLGTKGRGGGG*EDPPPGTPR 

GQQDPSHSAKQ/PPAGLPAGVK. 

WGPS\SSPPSPPP\PAKRELQGRC 

PKFG RCSEG RRAG DPG PS/GCPR 

AKQTHSLGTAVPVVVIYYPPVH 

ALSPAANRTLN*NIISSQPLGTPP 

MVPGE\*HGPRGHA*PRHPLPK 

DPPQG/PAQR*RGCRSEVQRRP 

GTLP*GSPP/GNSHNGLPAMPPR 

♦PPTAR/PQFPNPQDPRPLGQSSS 

EPLPRC PKTLCKTRH PDLRG RG 

KQPRGWAQVPPGEVFGGGNGA 

QLEA*EGARMSASPVP*SLESSD 

TTASPPSQGLFTAQKGLWGPQR 

RLG A L WLGRRESE KTS WRRLQ 

SQVYWSCREEVEKCSRQGARL 

GQRRGWENVLGKSGSASECLS 

CPFCASLLAMPSGCPWELSKVA 

QCFPLKTGHPGPQEGSNNLKVT 

QQS 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8328 


38696 


A 


8385 


1 


771 


HSLIHSLTHSLPSPPVQSPAWLR 

PLCLSAPAT*ATA/CRVCLPGSC 

DSCSDSWQVDDCPESCCEPPCC 

APSCCAPAPCLTLVCTPVSCVSS 

PCCQAACEPSPCQSGCTSSCTPS 

CCQQSSCQPACCTSSPCQQACC 

VPVCCKPVCCVPVCCKPVCCKP 

1CCVPVCSGASSSCCQQSSRQPA 

CCTTSCCRPSSSVSLLCRPVCRS 

TCCVPIPSCCAPASTCQPSCCRP 

ASCVSLLCRPTCSRLSSACCGLS 

SGQKSSC 


8329 


38697 


A 


8386 


1 


453 


AQSLGRARPWRGASSGRVPDSV 

RLE*TPTVCLA/PEHG1VAATAS 

LGTFPLTQWEGHNGCYQRSLFP 

PQSM PTPPCPASETP/PVFRYRPP 

PSPGSSPRSITAHPVPLGSXSVNP 

PHPEVWNLPCTWKRLATSLQQ 

KFTFGPKLGITNVDSDSLS 


8330 


38698 


A 


8387 


39 


630 


1GTWRFGGSDRQEGQSRQGNC 

EANDWPVSTALAVKPRGATGK 

NKSPGNDPAAAIATAGAAATA 

GPGSPCSLQN/RPHLLPFIS*APP 

EG*TPSTQDRPWYSAGAA*ASV 

KCRTGAVQKQLLL*NRRRFPGS 

PAPAQTADPGRGGGRGTGS/GV 

PSTGSSSDWQERPWPCGGMEPP 

RLRCLLRCSGSIHSPTALQSLRM 

HQ 


8331 


38699 


B 


8388 


1 


2673 




8332 


38700 


A 


8389 


10 


281 


TTSDPYHPAPEIGLG*SPN/GGP 
MQGDLPGASGKEVSFL*GNVN 
ED1HNSGCVWQPSCDHLARQP 
KNKAVTMETKKRQKDTGSSLF 

ssscs 


8333 


38701 


A 


8390, 


3 


416 


EYGQQCQCHKRPRGPFGFHSPG 

PRGGSYISDLSGQESPEAGGGFP 

PRISALRPKSNCSFLRPRGRGS* 

YP A AG R P RA PGG P A LQLS PR/PH 

PAAPPCRAAPQPKPPRRDVEPA 

P/PKLHPPP/GGPAPRRQGQDLP 

GRLQP 
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SKQ ID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l!nknown, 
*=Stop codon, /^possible nucleotide 
deletion. \= possible nucleotide insertion) 


8334 


38702 


A 

* i 


8391 


98 


1286 


TM PPTRFL AH LPDQA Y VCFCCV 

EGKERNLSRSKHTSPHSSTPAH 

LLSKPPRSSEWYHSQVLPGTP 

RPTSQLHLELVLPVFARLPGHR 

GIEREQSSPYS/RRGHHRGYTEE 

D*VNS**DGVEPYGKVAAAAG 

PQRGRGYCCPWRRQRHGRHR/ 

RRPPIALQRRQ/PARTPSARPPIA 

LQRRQ/QARTPSPRPPIALQRRQ 

RHGRHRPRP/RHRSAEKTTART 

PSPRPPI A LQRRQR HG RH RHGH\ 

HRSAEKTTARTPSPRPPIALQRR 

QRHGRHRPRPP1ALQRRQRHGR 

HRPRPPIALQRRQRHGRHRPWP 

P1ALQRRQRHGRHRPWPPITLQ 

RT*RHRCHRHGHPL/PLQRT*Q 

HGCHRPWPPIALQRTVPAWTPL 

AMATHRSTKKITAWTPSPRPPI 

ALQRT 


8335 


38703 


B 


8392 


128 


457 




8336 


38704 


A 


8393 


348 


1355 


GNEGKAGTSSCWPDKPAAPAV 

ASSLAS*GASNSTPSPAAGSTVA 

SASWLVESWSPGVTVVGVTEG 

SSKLGPMLLSTSTPDEAWSPESS 

CLLLVAPGVWLLPEAGFLLGIH 

SQGAAPPSPSSSCFSTSSFSLSSS 

SSSSSSSSLPMATPCDLGFSKCG 

SRLSPPAKALLEDALTPRGGA* 

AWMRDRASIGADPVWLCPSLP 

SSFLCFSLKAVCTSSA/PPCYTT 

G FLSPTQKT KPSKQG LGVCSSQ 

VSRHPALCQLLQDIAEDKSPPH 

SGSTICSLWLSSSRAPCDRCTSR 

PSSKVQGYLCQQDSRSRTRAG 

WKTPTVVGRHVPVKIEKESIRP 

ANFG 


8337 


38705 


C 


8394 


154 


219 





1024 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 
inUSSN 
09/540 1 1 7 


Nucleotide 
location of first 

rntickn for rvrntirl^ 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 

deletion. ^DOSSlhle fllirlpnlitli* inci>rtiAn\ 


8338 


38706 


A 


8395 


3 


1054 


LYLKVCYI*KELFEFSNLYKHPS 

GEEVWERILRV*DNGGRNI\KL 

YQAEF1DLGPVSRDSAFNVAAQ 

GVKKGSNRJLFPWLAEIWITRWP 

TVSELEMPDLPWFNVEEGIKRL 

REIGMVEW1SHFRCTHPSWKGP 

EDIPLTNALQNRFVRAAPASLK 

SLVIAL\FCMSDATAGTAVTQL 

QNLNTMGIIGSRGVRDQVVAL 

NHQRQVGVANRQGTPR/QRGT 

KKRTR* PGQAKRPG PKERGTRS 

HAYAHTSVTTPKNNRHDTRPS 

QRTPQQKRDAQHQTETPNTTP 

NTSRPPSHVSFFRSKKRRRRPQ 

HEERNKRTRTEEEARERNRAN 

KDDTKRQPPKKTRENRRQLWS 


8339 


38707 


A 


8396 


140 


398 




8340 


38708 


B 


8397 


15 


192 




8341 


38709 


A 


8398 


1 


1167 


AGTARRAPESSRRRAVAAGHPE 

TMGKLVALVLLGVGLSLVGEM 

FLAFRERVNASREVEPV\EPENC 

HLIEELESGSEDID1LPSGLAFISS 

GLKYPGMPNFAPDEPGKIFLMD 

LNEQNPRAQALEISGGFDFCELF 

NPHGMSIFIDKDNTVYLYVVNH 

PHMEVHCGRIF*ILREQQRSSGY 

YL\KTIKTWNFFKSVND1VVLGP 

E\QFYATRDHYFTNSLLSFFEMI 

LADLRWTYVLFYRVPREVKAVVA 

KGFCSA\NGI\TVLSQTQKYV\Y 

V\ADVAA\KNIHIMEKHDNWDL 

TQLKVIQLGTLVDNLTVDPAYT 

GDIXLAGCHPNPMKLLNYNPED 

PP\GSEVLRIQ\NVLSESPRVSTG 

YANNGSWLQGTLWASVYHGK 

I LIGTVFH KTL YCEL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


8342 


38710 


A 

• * » i 


8399 


89 

i 


1685 


KGPLLLSLPCRAGAMAETSVAT 

GACGEAMAAAEGSSGPAGLTL 

G RS FSN Y RPFEPQ A FG A SS PS\ W\ 

RLDGAFSGNERAEGCKVPQEG 

RLLKLLAG\LTRP\DVRPP\LGRG 

\LVGGQEEASQEAGLPAGAGPS 

PTFPALGIGMDSCV1PLRHGGLS 

LVQTTDFFYPLVEDPYMMGRIA 

CANVLSDLYAMGITECDNMLM 

LLSVSQSMSEEEREKVTPLMVK 

GFRDAAEEGGTAVTVGQTVVN 

PWDLLIGGVATCSIANQFEFI\M 

PDSAVVGDVLWLTKPFRNPGL 

LFNAHQWLG*FLERWD*S*RW 

WFSREE\VEL\AYQEA\MFNMA 

TLNQNCCRV*MHTFNAHAATD 

1T\GFG\ILGHSQNL\AKQQRNEV 

SFVIHNLPIIAKMAAVSKRASGT 

VWGFFQGTSA\ETSGGITGFCLP 

R\EQGGLAFCS\EIQILPKYGRGS 

PKA W\I VG1 VEKGNRTA PDPLTS 

PRVIEV\LPRG\ATAAVLAP\DSS 

NALLLSLAREIERTEVVWTLEP 

LSTITDGSQELIVKKFPKKAACI 

VVPAALSR 
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SEQ ID 
NO: 


SKQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
cuudu lor pcpuuc 
sequence i 


Nucleotide location of last 
codon for last amino acid 

j\ € untidy CNinrnrf 

oi pcpuuc >ci|uciitt 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
uciciiuii* » |«»asii»ic nucicoitue insertion^ 


8343 


38711 


A 


8400 


30 


2391 


ARGRPLLAARSSRPCGPRLPFK 

R A G P A P A A PH RG DQ E A R WFSG 

AAPSRLPPAPRFSGPAA1FLSAQ 

GPPSGAMQPTLLLSLLGAVGLA 

AVNSMPVDNRNHNEGMVTRCI 

I EVLSN ALSKSSAPP1TPECRQV 

LKTSRKDVKDKETTENENTKFE 

VRLLRDPADASEAHESSSRGEA 

GAPGEEDIQGPTKADTEKWAE 

GGGHSRERADEPQWSLYPSDS 

QVSEEVKTRHSEKSQREDEEEE 

EGENYQKGERGEDSSEEKHLEE 

PGETQNAFLNERKQASAIKKEE 

LVARSETHAAGHSQEKTHSRE 

KSS/QFSAA*EAGSQENRPQESK 

GQPRSQEKSEEGDEDATSEVDK 

RRTRPRHHHGRSRPDRSS\QGG 

SFPS\£EKGHPQ\EESEESNVSM 

ASLGEKRDHHSTHYRASEEEPD 

YGEE I KGYPGVQA PEDLE WER 

YRGRGSEEYRAPRPQSEESWDE 

EDKRNYPSLELDKMAHGYGEE 

SEEERGLEPGKGRHHRGRGGEP 

RAYFMSDTREEKRFLGEGHHR 

VQENQMDKARRHPQGAWKEL 

DRNYLNYGEEGAPG\KWQQQG 

VLQDTKNENRVEARFQDKQYSS 

HHTAEKRKRLGELFNPYYDPL 

QWKSSHLERRDNMIDNFLEGE 

EEN ELTLNEKN FFPE YN YD WW 

EKJCPFSEDVMWGYEKRNLARV 

PKLDLKRQYDRVAQLDQLLHY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8344 


38712 


A 


8401 


73 


1922 


ILPVPIIP/CRQVLKTSKCPTRQA 

DLGHCSDPCSYSLHITFPADASE 

AHESSSRGEAGAPGEEDIQGPT 

KADTEKWAEGGGHSRERADEP 

QWSLYPSDSQVSEEVKTRHSEK 

SQREDEEEEEGENYQKGERGE 

DSSEEICHLEEPGETQNAFLNER 

KQASA1KKEELVARSETHAAGH 

SQEKTHSREKSSQESGEETGSQ 

ENHPQESKGQPRSQEESEEGEE 

DATSEVDKRRTRPRHHHPNRSR 

PDRSSQGGSLPSEEKGLPQEESE 

ESNVSMASVLGEICRDHHSTHYR 

ASEEEPEYGEGNKRGYPGVQA 

PEDLEWERYRGRGSEEYRAPRP 

QSEESWDEEDKRNYPSLELDK 

MAHGYGEESEEERGLEPGKGR 

HHRGRGGEPRAYFMSVDTREEK 

RFFG EG H H R VQ\EN QM DfCA RR 

HPQGAWXKELDRNFLNYGEEG 

APGKWQQQGDLQDTVKENREE 

A*VFKINHFS\SHHTAEKRKRLG 

ELFNPYYDPLQWKSSHFERRDN 

MNDNFLEGEEENELTLNEKNFF 

PEY1MYDWWEKKPFSEDVNWG 

YEKRNLARWPKMDLKRQYDR 

VAQLDQLLHYRKKSAVEFPDFY 

DSEEPVSTHQEAENEKDRADQT 


8345 


38713 


A 


8402 


1 


381 




8346 


38714 


A 


8403 


1 


444 


MKL1VG1GGMTNGGKTTLTNSL 

LRALPNCCV1HQDDFFKVPALA 

RGVLESLDMEAMLDTVQAWLS 

SPQKFARAHGVSVQPEASDTHI 

LLLEGFLLYSYKPLVDLYSRRY 

FLTVPYEECKW/KEKYPQLHSP 

* SPRPLR WPR V AH VPEV 


8347 


38715 


A 


8404 


3 


421 




8348 


38716 


A 


8405 


3 


4065 


SAPPDVTTYTSEHSIQVERPQGS 

TGSRTAPKYGNAELMETGDGV 

PVSSRVSAKIQQLVNTLKRPKR 

PPLREFFVDDFEELLEVQQPDP 

NQPKPEGAQMLAMRGEQLGV 

VTNWPPSLEAALQRWGTISPKA 

PCLTTMDTNGKPLYILTYGKL 

WTRSMKVAYSILHKLGTKQEP 

MVRPGDRVALVFPNNDPAAFM 

AAFYGCLLAEVVPVPIEVPLTR 

KDAGSQQ1GFLLGSCGVTVALT 

SDACHKGLPKSPTGE1PQ 



1028 



WO 01/075067 



PCT/US01/08631 



SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence { X-Unkno\vn, 


NO: 


of peptide 


hod 


inUSSN 


location of first 


codon for last amino acid 


*==Stop codon, /=possiblc nucleotide 




sequence 




09/540,217 


codon Tor peptide 
sequence 


of peptide sequence 


deletion, \-possible nucleotide insertion) 


8349 


38717 


A 


8406 


10 


580 


KQCALLTFICSLPMSFGFAPA1T 
VTVVN/PRHPLIRDMLRRIKEDE 
DDKTVLDLAVVLFETATLRSG 

VI 1 PIYTk' A VQnDICPXill di ci 

1DPDAKVEEEPEEEPEETAEDTT 

EDTEQDEDEEMDVGTDEEEET 

AKMS*ALLTFICSLPMSFGFAPA 

ITVTVVNHFVLCSKTGSQVFRS 

ENWKVWAESSRGDHDDCLDL 

CSVLCWGRTATGAFSCPAQLIF 

AVSSSSSVPTSISSSSSCSVSSVV 






r* 








SSAVSSGSSSGSSSTFASGSMFK 


























LRRSILS1LSPYALVSGKRYPDR 














SVAVSNKTTARSKTVLSSSSSLI 














RRSMSLISGCRD 


8350 


38718 


A 


8407 


1 


1967 


MTMAAAAVVARGAGARAATA 

AALRGGCGTAARGRPCAGPAR 

PLCTAPGTAPDMKRYLWERYR 

EAKRSTEGTKKYTTSLNARHY 

YTHFTEENEDEINSSSSYASQKK 

TFEFNPRHPLIRDMLRR1KEDED 

DKTVLDLAVVLFETATLRSGYL 

LPDTKAYGDRJERMLRLSLX1D 

PDAKVEEEPEEEPEETAEDTTE 

DTEPDEDEEMDVGTDEEEETG 

KESDDPMAYIHFTAEGEVTFKS 

ILFVPTSAPRGLFDEYGSKKSDY 

IKLYVRRVFITDDFHDMMPKYL 

NFVKGVVIRKKLVRKTLDM1K 

KI A DDKYNDTF WKEFG PTTKLA 

GVIEDHSNRTARLAKLLRIQSSH 

HPTDITSLDQYVEK\MKEKQDK 

I YFM AG SSXRKEA ESSPF VERLL\ 

KJCGYEVIYLTEPVDVEYCIQALP 

\EFD\GKRJAQNVVQGKECKFHE 

S*ENLRK**CKSVEQR1SALCLN 

W\MKDKALKDKI*K/ALWVSSA 

ALTESPVLLLVAQPVRDWSWP 

TLGE/RSMKAQAYQTGQGHLL 

QIYYAESERKHFEINPQTPRL1R 

D\MLRR1KEDEDDKTV\LDLA\V 

VLV*NRQRLGSGYLFTQTLKAY 

GDW/RJLERMLRLSLN!*PLMPK 

VEEEPR/EEEPEETAEDTTVEDTE 

\QDED\EEMDVG\TDEKGRTSKG 


8351 


38719 


A 


8408 


181 


462 


GMASASDSSKTGFRGKQVVAG 
AVGDSA KESQGQPPG APPRRA 
AGL/WRRHHCSF*AD*TTNAPG 
GKNPRPGKGAGGEQGTAGDFT 
CQMPRTQNTL 
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4 
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SEO "> 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location or first 
rndnn for ncntido 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /-possible nucleotide 

deletion. \~DOSSiblp fllirl#>/\tif1j> incsriiitnt 

uvituvii) » pi'^^iisic iiucicoiiuc inscriionj 


8352 


38720 


A 


8409 


3 


228 


STGVPVSQQNLP\LEKASVLFNT 
GALYTQIGTRCDRQTQAGLESA 
1 DA FQRA A DMSPPG LTRRS LG P 
TRWHQGTPH 


8353 


38721 


A 


8410 


129 


311 


RCFQPDCSHSTPGTGPRRSGCL 
LSSAAPW*KPPAAPRTPHSRSH 
NRGPRRQQHARHQDDP 


8354 


38722 


B 


8411 


1 


789 




8355 


38723 


A 


8412 


1 


933 


TVVLKDFILEHYSEDGYLYEDE 

1ADLMDLRQARRTPSRDEAGVE 

LLMTYFIQLGFVESRFFPPTRQ 

MG LLFT WY DSLTG V PVSQQN L 

LLEKASVLFNTGALYTQ1GTRC 

DRQTQAGLESA I DAFQRA A\G P 

TRGGRASTYEMTPAAS/PEIPGA 

SLQREE/QWTGAWTHQQIYPQP 

GTTP*SPPQAQPSRFLFAMDFA 

ATTSAIGSARPSTNQS*GYFHTG 

RS WQPVA * * ECHILRGN AEN VL 

HDLLSH* * * RQN * *NQEN LQE A F 

LPELGHQQEQTEVSQHLVPP1G 

RGCTASGQEEAALPFQPSQLRQ 

FLVL 


8356 


38724 


A 


8413 


1 


389 




8357 


38725 


A 


8414 


1 


506 




8358 


38726 


B 


8415 


125 


700 




8359 


38727 


B 


8416 


19 


338 




8360 


38728 


A 


8417 


1 


3335 


MAALWNTCGAWKNML1PECH 

SQLLRVAANPKVREQVRLELSF 

VNSDLQM LfCEEL EG LN I S VG V Y 

QNTDEDGYLYEDEITDLMDLR 

QACRTPSRDEARVELLMTYF1Q 

LGFVENRLFPPTWQMGFLFTW 

YDSLTGVLVSQQNLLLEKASVL 

FNTGVLYTQIGTRRYRHTQAGL 

QSAIDAFQRAAGVLNYLKETFT 

HNPSYDMIPAMLSVLVKMMLA 

QTQESVFEKISLPGIWNEFFMLV 

KVAQEAAKVGEVYQQLH 


8361 


38729 


B 


8418 


1 


1689 




8362 


38730 


A 


8419 


2 


722 


CPGGSERGQRQPCGCRSRGRTE 

PGFSPC*KSAPRPQAVSLKSASP 

RPSSSS\GPAGISSPGRESRSCGT 

QNILGPFQLVSG*PL*GR*CQFP 

AAAEPPAVPL*AEDISA/GPPAV 

♦AP/SGLAHLASG/PGPLPPLGG 

AGLV*QSI**GGHQGADEGP*G 

EMDAKEAGPAAQNCDLHVCPG 

ARGAEGAPGEGCIS*QPHAPDA 

L*AASELPKDELLRQCSGG*RC 

SPAGSAAPRAGSSAVLEPQ 
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SEQID 

NO: 


SKQIDNO: 
or peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon fur last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


8363 


38731 


C 


8420 


144 


439 




8364 


38732 


B 


8421 


1 


4747 




8365 


38733 


A 


8422 


1019 


1880 


YCCLPRGGNAGCQTRQDPSCRP 

GPGSQGLSLPPGRXPGAAVECG 

ARSRGWGQQDGPGPPSPGKAQ 

VPAEPAPPQ1APGPPEDPCLGPR 

NEVPDGG/GARQSHHPGPPPRSP 

GPEGGSPQAAARLVDWRVSRP 

QNQLPN PGP*DQPPR P A ! PT ATP 

SGCNGPGFPRAPRPRLSSEEEAP 

SRAGPEEEAPPTYTPRLRRGRP 

ARGPVCR/PPAGPPAV*PEFRRF 

ALPRASVSGFQSS\PVAAGGAP 

DPGPGRLLGYTDAHGDLLPLTN 

TTACTGPWPAGPRHCASGAEA 


8366 


38734 


A 


8423 


240 


763 


VLVARRPQRPGHEPAVLQQ/PA 

AGP/PVPRKPNPSPPSRSPAGLRP 

PG R AG PLTSPRC PG LP AFTG H R 

T/P VG P VRPKA AG PRRRTYQG R 

GMGPRPRPRRPVVPVGGERSHS 

HPSGPPLRSPGPEWGLTSSSCPA 

RGLEGVSA/TQNQLPNPGP*DQ 

PPRTCHPHGYTQRI/PSGPPLRSP 

GPEWGLTSSSCPARGLEGVSAP 

Rl SSR1QG RRTSLPEPA I PTATPN 

GYIGSGFPAG 


8367 


38735 


A 


8424 


2 


609 


PYSISIVSTGPSADSVYTKVRLL 

EGETLSVQCSYKGYKNRVEGK 

VWCKIRKKKCEPGFARVWVKG 

PRYLLQDDAQAKVVN1TMVAL 

KLQDSGRYWCMRNTSGILYPL 

MGFQLDVSPAPQTERNIPFTHL 

DN I LKSG TVTTGQ A PTSGPDA P 

FTTG VM V FTPG LITL PR\P* PPPD 

LPPRQATASLLPAPPARDPGGP 

WGPRQ 


8368 


38736 


A 


8425 


1 


252 
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SEQID 


SEQ ID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno\vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possiblr nucleotide insertion) 


8369 


38737 


A 


8426 


3 


1581 


ALHCAIRHEDKWPTAVRANGH 

LLLNSEKMSKSTGNFLTLTQAI 

DKFSADGMRLALADAGDTVED 

ANFVEAMADAGIL\RLYTWVE 

WVKEMVANWDSLRSGPASTFN 

DRVFASELNAG1IKTDQNYEKM 

MFKEALKTGFFEFQAAKDKYR 

EL A VG RD AQ\K L V FRFI E VQTLL 

LAPFCPHLCEAHLGHSWGKPG 

LQLWNCFPWACGRVPV*WKFL 

IHSSQYLMEVTHDLRLRLKNY 














M M P A KG KKTDKQPLQK PS HCT 

IYVUKE\YPPWATLPPCLFLTV 

KHFEGQLTGKTGLDNK\AIASE 

LGSMPELKKYMKKVMPFVAM1 

KENLEKMG PRILDLQLEFDEKA 

VLMEN1VYLTNSLELEHIEVKF 

ASEAEDKIREDCCPGKPLNVFRI 

EPGVSRFLLVN/RPQPIPMAHFL 

NPKLEFRQGDMVIPIIRRLMKM 

NRG1*RPFPKVKPGWRI**SHCW 

GPRRSSCPWEKEYTREDPPFPE 

ACLFS/DVDLMSKKIHLTENGIR 

VDIGDTINLSGSLNSCTLEIYPG 

FLGILLL 


8370 


38738 


A 


8427 


1 


1052 


M1KNIGPQYLTPSFLGEQEGDEE 

EEGHIVDAEAEEGDADASDAK 

RKEKQEEEVDYESEEEEEREGE 

ENDDEDMQEERNPHRRGARKT 

QEQDEEVGL/GH*GGPVPSRPP 

DAAPETHPQPGAPGA\EAVERR 

VQAVREIHPF1DDYQYD\TEESL\ 

WGQVTVKLPLMJC1NFDMSSLV 

VSLAHGAVIYATKGITRCLLANE 

TTNN\KN E KE L VLNTEG IN LPEL 

FKYAEVLDLRRLYSNDIHAIAN 

TYG1EAALRVIEKEIKDVFAVY 

GIAVDPRHLSLVADYMCFEGV 

YKPLNRFGI\RSNSSPLQQMTFE 

TSFQFLKQATMLGSHDELRSPS 

ACLVVGKVVRGGTGLF\ELKQP 


8371 


38739 


C 


8428 


154 


219 




8372 


38740 


A 


8429 


1 


1584 




8373 


38741 


A 


8430 


200 


277 
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SKQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, Y=p<>ssinle nucleotide insertion) 


8374 


38742 


A 


8431 

- - - 


3 


877 


LYLKVCY 1 * K ELFEFSN L Y KQPS 

GEEVWERILRV*DNGGRNI\KL 

YQAEFIDLGPVSRDSAFNVAAQ 

GVKKGSNRLFPWLAEIWIKKW 

PTVREVEIPDLPLFNVEEGIQKL 

REIGMG*W1SHFRPTHLSWEGP 

EDIPLTRPSQNIFVRAAPASLKS 

PVIALLYMSDLMVRTAVTQLQ 

N LNTMG 1 IGSQGG R DRVAPLN H 

QRQSGHGYH1MGQQRESGNQNS 

LTGVELWHWLINHVVSRSEVD 

RKPTTFLLNLYKQKTSRSNGRK 

TSLNYKNRESRPLNQFPDLSQF 


8375 


38743 


A 


8432 


1 


282 




8376 


38744 


A 


8433 


1 


281 


svhtghhhyhhrhhhhhhhq 

hqlhqhqhqggghhhhhhhh 

hhh/hyfq*atwemllwvghs 

hl*rqp*kqhehrddvsqags 

vcpcasrgfhir 


8377 


38745 


A 


8434 


64 


302 




8378 


38746 


C 


8435 


133 


262 




8379 


38747 


A 


8436 


1 


1962 


MFSIPTGQLRAAASGARRHRGR 

GSIGGPFHA1QGPVETDTTAQH 

ETVAPPDLAHPSPASRGPRPY/G 

RHLALDEPFLHISGALF*DSLAV 

*EPPESRLDARPGARNSNSRCPI 

TA/RPPDTDMGTPSAQGAKSSAX 

FAQLPPPHNSTRRAPAGDMPPS 

MPGATELLACSVPAG*TSELRG 

GGFASSLSGSPCSKFGSPASSDA 

WPRLQPRWPVTFPEAQPLEVPG 

GTEHGCSPWEPLSNSAAQTPFF 

PPLHPTAPSCPLGLPGSPPGPTSS 

TGDY I PT* DQSGTS K L YC PLQQ 

GGAEAAHCV/PA/PEQPETNSKR 

KGETPTPN/DKEGETPTPNEKKE 

KHQQQTKRRNTNTKRKEGETP 

TPNEKKEFCHQHQTKRRRNTNT 

KRKEGETEPAQGGTNPGRVQQ 

SPAAL*CFSY*SECGQACPSDES 

AGARFTAGSAPDKGL/PPGPSS 

WAPSS*HLILATTVHLLVTRPC* 

PPSCTG PSG H LV VGG PRPS AH H 

HSDLLF*SSAGKPDSWPCWTMS 

AMGILRPRGRASGAPGSATPFP 

GEFQEAHXAPPVQPSTAQSLPAP 

CLPLGASGGPRQHPPDV\SRGG 

DRGLQQSVLSDAAP*PGVRGNP 

PRGARWGARAAWPAGPSAPHS 

PCPQP\PGPRDPLVYPSPGTEAQ 

MSCLTPQFLQILLCDFE 
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SEO ID 

NO: 


SEO l» NO: 
of peptide 
sequence 


Met 
hud 


SEO ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


8380 


38748 


A 


8437 


438 


699 


LLEGKLTNRKDIHTKTPSVCHH 

HRGPKVDKTTKMGKKQSRKAE 

NYKNQSASPPPKDRSSWQQRN 

KAGHRMTLMS*EKKASENQTS 

PS 


8381 

f - ' 


38749 


A 


8438 


1 


1334 


MDGRLYSVTIQPSSVLNLQLLL 

SGPKSAVLVVTILMCSETNLSF 

NEFSESFKTTSPEKMSIRKPQEK 

SADGKQFLQNDRKNPKLGNTQ 

TLLRNDVSGLLSRTKRN 1 VPPG 

WYSVYVTNNYVFKKSPKAKK 

VSESTTKNDP V KN 1 H 1 ESS HN I D 

LNK I A MN SNLQ V V V K RLEDTI S 

1AKKSWKNQPLSEGYKASKKLI 

EIDGKDQHADRNMTLTLNRMT 

CKEQSLSKSVVASGNIINSHCM 

PTVDLNNKRLENLKKSSILDMG 

RLISSVENVPAKYEGTESSSVSN 

YSSP1KLMFLSEVKSSEGVKYTL 

TSVGTSHSNVVLPSEKPTTHHV 

TEEKTETNEDISNANSENYHSS 

HYDTDTFQRELNKFSHAKETA 

GSSTMFIGDINSDKPQEEPKDNS 

SSATDPSF/NKKTR*TKKNRSPS 

C ETD* A TN WKTTK A * N * SN KH 


8382 


38750 


A 


8439 


115 


523 


QFFFSLSQALKLDQA IHISMDAF 

HSVSELFASQSRRGLDPAMDLL 

VLSQGHQTNILDIVHIHKEALT 

KVTENRQHVAEGKTE/SAEADD 

VR1T/VNRNSFTTSLEIHHFHPI*! 

RDM KSQMQH FLQQEI LFFQKSS 

RN 


8383 


38751 


A 


8440 


1 


461 




8384 


38752 


A 


8441 


3 


319 




8385 


38753 


A 


8442 


112 


480 


1FSSLNVAYPW1PEKKVDGSKC 
PIQQQLERKIKNFVLYLK/RLQL 
TKCEFKN*RLENFIRVNKNEKY 
VCT/SYHTKLLFNNLHMALILIV 
FKYQSFFSLHSCNQQPHAKVLE 
PALELQDEDGMVH 


8386 


38754 


A 


8443 


1 


528 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
**=Stop codon, possible nucleotide 
deletion, Y=possible nucleotide insertion) 


8387 


38755 


A 


8444 


2 


811 


GIHTRLNSELLKEEESN1CRLEAE 

IEWQSRLTAA1SKHSESVKTER 

NVKLALE*TQDVSVQVKMSSDI 

SEVEDKNEFLTEQLSKKQIKFN 

TLKDKFRKKRDTLRKKSLALET 

V HNN LSQTQQQI KEMKEMYEN 

AEAKENNSTGKWSCVEERICQL 

QHENPCIEQQLDDVHQKECLPS 

RKEKFKSEPPAFLSGNQVKSSS 

CSLQTLFPPDDLILYLENPKDST 

KKLLELINKFRVTGYKIKLQKS 

VAFLNDKNEQSKEENQECNPIY 


8388 


38756 


B 


8445 


1 


1581 




8389 


38757 


A 


8446 


617 


2972 


EQNKPYQWLQRKNSKRRERSE 

KKQPQVKEGNNTNKSEKIQLSE 

NICDSTSSAAAGRLTQQRK1GK 

TYPQQFPKKLKEEHDRCTLKQE 

N EEKTN VN ML YKXN RE ELERK 

EKQYKKEVEAKQLEPTLQSLE 

MKSKTARMTPNRDFHNHEEMK 

GLMDENCILKADIAILRQEICTM 

KNDNLEKENKYLKDIKIVKETN 

AALEKYIKLNEEM1TETAFRYQ 

QELN DLKA ENTRLN A ELL K EIC 

ESKKRLEADIES YQSRL A A A ISK 

HSESVKTERNLKLALERTRDVS 

VQVEMSSAISKVKAENEFLTEQ 

LSETQIKFNTLKDKFRKTRDSL 

RKKSLALETVQNDLTQTQQQT 

QEMKEMYQNAEAKVNNSTGK 

WNCVEERICHL\QRENPWLVQQ 

\LDDVHQKEDHKE\K*LISQRGF 

IESGKKDLVLEEKSKKLTNECD 

HLKESLFQYEREKTEGVPKKEN 

EELRKLFELISSLKYNVNRJRKK 

NDELEEEATGYKKLLEMTTNM 

LNVFGNEDFDCHGDLKTDQLK 

MDILIKKLKQKFDDLTAEKEAL 

SSKCVNLAKDNQVLQQEFLSM 

KKVQQQCEKLEEDKKMLKEE1 

LNLKTHMENNRVELSrCLQEYK 

LELDEKAMQAVEKLEEIHLQEQ 

AQYEKQLEQ/FKQGYNTASLNK 

KELTLKDVbClvr YKMK 1 AYbb 

VTTELEEYK.EAFAAALKANSS 
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SEQ ID 

NO: 


SEQ If) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, ^possible nucleotide 
deletion, \~oossible nurlentirfo incj*rt;<tn\ 


8390 


38758 


A 


8447 


I 


2794 

* * 


AVYLSRGCVCCIRCISSLLKEPH 

EEGVMCSFRSVATQKNDIRPDF 

QLGKMDSKIKELEPQLTILYQN 

PKTLKFQGKXSVKFALSPSMAL 

RK*PFKMFSI*SIFIALQFLHGYY 

KP1LFEPNQTWPGHVAVWQDT 

CSIVAI/SANITQKVHPVI/W/SS1P 

PYGVALSSLTTGTAAFPLCTQL 

GV*IPLDCAQATFISHDKMVISL 

KGYLFLSSCLGNSLLLKYTEKL 

QEPPASAICEAADKEEPPSQKK 

RVDT/S i ' 


8391 


38759 


A 


8448 


184 


427 


WAIAIQRHVVYDQEWQIADPC 
NM**VENAETLPPGPFLNISLES 
SARRRATSRDDNRRFRPHRSRR 
SRRSRSDNALHLASE 


8392 


38760 


A 


8449 


1 


903 


MAQKFMAPNRARTLRDICTDR 

EAYPVQESMGSGTRGQRKEDM 

GGAALSTGEGGARDVKAPLPE 

ATLCSQMGPTGRPSGSLCDLAG 

STLAGRWMHQSFDFDGGMEAS 

KLPGQEGVRJQPMSERTRRRAT 

SRDDNRRFRPHRSRRSRRSRSD 

FSLHLASEREAISRLKDRPPLRA 

REDYDQFMRQRSFQESMGHGS 

RRDLYGQCPRTVSDLALQNAF 

GDRWGPYFAEYDWCSTCSSSS 

ESDNEGYFLGEPIPQPARLRYV 

TSD\DCCTNTAPTASPNLPH*VA 

EDSCTAGKDQRAKTCIISLY 


8393 


38761 


B 


8450 


1 


322 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/S4U.2I7 


Nucleotide 
location of first 

f oHnn far n^ntirfp 

sequence 


Nucleotide location of last 
codon fur last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


8394 


38762 


A 


8451 


1 


2460 


MEEKSKRRGVLWSLLILALKFG 

DEPPLGSPNSCKYKLTTLKELG 

WREVFSSLQFCLCTSVASQMLS 

QYFEYTQPHPGDICHPETCALQ 

KVFLTSSGQSSSTSSSSQQFVLQ 

INAIQTILEKTPTHISTPTPTPTLA 

NPTAVGLEEDREQDVGTSSRG 

GAWDTRJKRELEKMSEKCGGQ 

INGGDIAVFASRAGHGVCWHPP 

CFVCTVCNELLVDLIYFYQDGK 

IYCGRHHAECLKPRCAACDEIIF 

ADECTEAEGRHWHMKHFCCFE 

CETVLGGQRYIMKEGRPYCCH 

CFESLYAEYCDTCAQH1GEAIF 

GSQ/HWSFC/RCGHLCFGEWG* 

PQLL\VMLC*LELTKGPRDAIMS 

SLHSWHLRKGVRRRRRKKEDK 

SPEVLP* KS\SSGTLSH * R* RPH * 

SLFLGSRVSLAPSGECRGPGPPYS 

HSLRLYSQQALPTGRGPSSSQFP 

FCQFYCCYKKSLLCDCLSKSPA 

LEKAMRGIDQGQMTYDGQHW 

HATETCFCCAHCKKSLLGRPFL 

PKQGQIFCSRACSAGEDPNGSD 

SSDSAFQNARAKESRRSAKIGK 

NKGKTEEPMLNQHSQLQVSSN 

RLSADVDPLSLQMDMLSLSSQT 

PSLNRDPIWRSREEPYHYGNKM 

EQNQTQSPLQLLSQCNIRTSYSP 

GGQG AG AQPEM WGKH FSN PK 

RSSSLAMTGHAGSFIKECREDY 

YPGRLRSQESYSDMSSQSFSET 


8395 


38763 


A 


8452 


2 


942 


NKNPKNHYPESYVSLKNDFTK 

LTSRRHRGVEQALVQLCHVFV 

CEHGHVIVTLSSGFIVYRTRAN 

YSSSAQGVGIAAAALDAVLIRA 

HQRTQGCHHELSALLAFEICGSE 

KKEEEEGGQVSRSSSLKVQAQE 

LSATEDKGHISPFFWEAVYHYA 

SGECRGPGPPYSHSLRLYSQQA 

LPTGRGPSSSQFPFCQFYCCYK 

KSLLCDCLSKSPALEKAMRGID 

QGQMTYDGQHWHATETCFCC 

AHCKKSLLGRPFLPKQGQIFCS 

RACSAGEDPNGSDSSDSAFQNA 

RAKESRRSAK1GKNKGKTEEP\ 

C*TSTASCK 
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SEQIl) 


SEQIl) NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Un known, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=$top codon, /= possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion. \ = DOssible nuclrntiflp in<:«»f-itjmi 


8396 


38764 


A 


8453 


1 


937 


VHQYYSCLPEEKVPYVNSPGEK 

LRIKQLLHQLPPHDNEVRYCNS 

LDEEEKRJELKLFSSQRKRENLG 

RGNVRPFPVTMTGA1CEQCGG 

QINGGDIAVFASRAGHGVCWH 

PPCFVCTVCNELLVDL1YFYQD 

GKIYCGRHHAECLKPRCAACD 

E1IFADECTEAEGRHWHMKHFC 

CFECET V LGGQR Y ! M K£G RP YC 

CHCFESLYAEYCDTCAQHIGID 

QGQMTYDGQHWHATETCFCC 














AHCKKSLLGRfPFLPKC&QIFGS - 
RACSAGEDPNGSDSSDSAFQNA 
RAKESRRSAKIGKNKGKTEEPV 


8397 


38765 


B 


8454 


214 


55! 




8398 


38766 


A 


8455 


1 


1140 




8399 


38767 


A 


8456 


1 


2525 


MLNIQSVPGIGQGHYSRYLHSN 

PMHSGDFISNIHMRKPKFREI1F 

ADECTEAEGRHWHMKHFCCFE 

CETVLGGQRYIMKEGRPYCCH 

CFESLYAEYCDTCAQH1GEAIF 

GSQ/HWSFC/RCGHLCFGEWG* 

PQLLWMLC*LELTKGPRDAIMS 

SLHSWHLRKGVRRRRRKKEDK 

SPEVLP* KSVSSGTLSH * R* RPH * 

SLFLGSRVSUPSGECRGPGPPYS 

HSLRLYSQQALPTGRGPSSSQFP 

FCQFYCCYKKSLLCDCLSKSPA 

LEKAMRGIDQGQMTYDGQHW 

HATETCFCCAHCKKSLLGRPFL 

PKQGQIFCSRACSAGEDPNGSD 

SSDSAFQNARAKESRRSAKIGK 

NKGKTEEPMLNQHSQLQVSSN 

RLSAD VDPLSLQM DM LSLSSQT 

PSLMRDPIWRSREEPYHYGNKM 

EQNQTQSPLQLLSQCNIRTSYSP 

GGQGAGAQPEMWGKHFSNPK 

RSSSLAMTGHAGSFIKECREDY 

YPGRLRSQESYSDMSSQSFSET 

RGSIQVPKYEEEEEEEOGLSTQ 

QCRTRHPISSLKYTEDMTPTEQ 

TPRGSMESLALSNATENQDDCS 

FVNRLKGSNNRPGRRQELMVT 

WNFIQERNGSGMDQCDDGGG 

KILDPVYILTVELTGFAKGWKM 

FSVKDQSVNVLGFAGCLSADG 

GAKRQEHLSRFSMPDLSKDSG 

MNVSEKLSNMGTLNSSMQFRS 
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SEO"> 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mef 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=5Jtop codon. /= possible nucleotide 
deletion, ^possible nucleotide insertion) 


8400 


38768 


A 


8457 


7 


302 


PLPSSPEQPAGRKGTVGLPCALT 

EIYFRVT\IY\FYVEIEK\LLIIVAK 

QEGLSGNVHKPWERKYMTYLS 

AQD\HEL1QVVQNGHLQMCGK 

SETGNEASPVS 


8401 


38769 


A 


8458 


1 


241 


MTYLSAQDHELIQVVQNGHLQ 
MCGKSETGNEASP/G*GRGVNP 
WP/RHARSRMRALTRSSASCCR 
CSGASSICTGTSLSTGG 


8402 


38770 


A 


8459 


31 


454 


QRSAWRSQIWSASRSV*SVFVR 

RASSRCLRNTGSGPGHPDR'DC 

RT/ARRCGWTRRJRMASPSAAC 

GRSRCCSACVI/LNIVELKEVVV 

GNHLES1FLVMGYCEQDLASLL 

ENMPTPFSEAQVKC1 VLQVLRG 

LQYLHRNFIIHR 


8403 


38771 


A 


8460 


1 


914 


SYHHLRHHHHHLPHHCF/HrfN 

NHYHHYHHYYHHHHHCHHYH 

YHHLHHHHHHHHHHDHCYYH 

NNNNNCHHHHHHYHHHHH*Y 

HHYHPHHHHHHHYHHHHYHH 

HHHHHHHRHHYYHHHHHQHH 

HYHHLHHHHYHHYYHNNY\HR 

HHRYSCNNNHHYHHHHPHHY 

HHHHC*HHHYLYHHHHHHNH 

HHHYHHHHHYYHYHYH/HHH 

HHVHHHHYHHYCHDHNYHYH 

HHHHYH/AHFHHHYHHYHYHY 

HHHHRHHHHLHHHYCHRPHH 

YHYLSCCETSHTLFPQNAISSFD 

CKYLDGQDDEDFVVYKLCTLY 


8404 


38772 


A 


8461 


102 


420 


DTGPGEGAAGGCGG\GVGEGV 
AAPAAPGHS*VG/GNQPYLSPV 
CSRGSPGTGRAAARGLSGCWP 
WWSPRSGSAPSQCSSASWSAW 
SAGAPRFAPSAPGHPEGRRCPA 


8405 


38773 


B 


8462 


121 


215 
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SEQID 


SEQ ID NO: 


Met 


SEQID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


or peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Slop codon, /^possible nucleotide 




sequence 




09/540.217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \= possible nucleotide insertion) 


8406 


38774 


A 


8463 


44 


1584 


AVLDRGPRVGSSSPSPGGMSTC 

LSSPLFATAAELGG\GLCSAGRD 

GPRRKVYLSVDEKKLRCCQPKS 

GRSVAERAAGH\SAEGWRPVH 

VGPGLLGLAL*GP*AWGFQGR 

KGGI*KGAYTAKCMMGSDKAQ 

A SG 1 ATGGG HSG AE A VG/PQQ/ 

QGTVLSFEGGGGLSFRRMPGSL 

\GPSVPCKCGHPGPRCPPHHAV 

E\GTDTVATVAAT/GPPLAPSHG 

TSWQSGSLQ*DTGPGEGAA\AA 














A VVG VG EG AELPA A PGHS? VG 

VISHICHPFVAGGSPGTGRAAA 

RGLSGCWPWWSPRSGSAPSQC 

SSASWSAWSAGAPRSAPSAPGH 

PEGRRCPA'GWNPQGSKSSLKS 

SELWTP!PYVPYAVP*HTCGYA 

AGPAPVQTPCRGGWNGAQVGL 

DP\GGHGDGTPHGS/APRLPGRV 

GGAP*AAVAAISTDPPATASLG 

PAPGGPACCPSL*AACPASSASP 

APARSSWPPAPASCGSAAPWW 

HQTGHGSLWWPEHSCRLSHRS 

PSPGAPCWPFPFRASPDRGTA 


8407 


38775 


A 


8464 


1 


541 


MKSLEEKIGCLLKFLGDLDDQT 

CKEDLHILFSNHGE1KW1DFIRG 

AKEGIILFKEJCAKETLGKAKDA 

NNGNLQLRSKEVTWEVLEGEL 

EKEALKK1TEDQQESLNKWKS 

KGCRFKGKRKGSKAAQPGSGK 

GKVQFQDKKTKFASDDAHDEN 

G STG P\I KRG REETDK E* PASKQ 

PKTENA 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/54G\217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X- Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


8408 


38776 


A 


8465 


1 


1326 


PAALGGGVVAVAVCEPVARLL 

WAGTLK1AVMAENGDNEKMA 

ALEAK1CHQIEYYFGOFNLPRD 

KFLKEQIKJLDEGWVPLEIMIKF 

NRLNRLTTDRsIVIVEALSKSKA 

ELMEISEDKTKIRRSPSKPLPEV 

TDE Y KN D V KN RS V Y 1 KG FPTD 

ATLDDIKEWLEDKGQVLNIQM 

RRTLHKAFKGSIFVVFDSIESAK 

KFVETPGQKYKETDLLILFKDD 

YFAKKNEERKQNKVEAKLRAK 

QEQEAK.QKLEEDAEMKSLEEKI 

GCLLKFSG DLDDQTCRE DLH I L 

FSNHGEIKWI\DFVRGA1CEGIILF 

KEKAKEALGKAKDANNGNLQ 

L\RNKEV\TW\EVLEGEVEK£AL 

KKIIEDQQES\LNKWKSKGRRF 

KGKGKGNKSCPSPGSGKG1CVQ 

FQGKKTKFASDDEHDEHDENG 

ATGPVKRAREETDKEEPASKQ 

QKTENGAGDQ 


8409 


38777 


A 


8466 


2 


331 


CSTSLMJREMQVKTTMRYHLTP 

ARMA1IKKSRPGVCGPQFTASY 

CSSWNRGLSRAMAQSLTPRPLS 

TLQ/PLLAVDRGS/PVLGASHRL 

PAQC/CMTDSSSSTLGSAAGSW 

QQ 


8410 


38778 


A 


8467 


1 


209 


MNSHFLKEDIQMANKHMEKCS 
\PLLMIREMQIKPTVRYHLTSAR 
M PI I KKS K\N SRC WHGCG EHGT 
LLHC 


8411 


38779 


A 


8468 


2 


370 


CSTSLI 1REMQ1 ETTMRYHLI PA 

RMAIIKKASRCWQGCGEQETLL 

HSWKPQP/LWRSSSGTARERQF 

LHPLLLKARIEITPPESLAVLKIP 

MEGTWMELEAVILSKLTQKQK 

TKH*MLSLTSGS 


8412 


38780 


A 


8469 


2 


194 


CSTS L M I REMQ I KTT V R Y RLTS 

ARMAIIKKSK\NSRCWHGCGEH 

RTLLHCCNLwKERNVSYVSA 


8413 


38781 


A 


8470 


341 


496 
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SEQ II) 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8414 


38782 


A 


8471 


46 


71 1 


SLIHLELIFCIGLDVRLGKDFMT 

NMLKGNA1KTK1NFWDLIKLKN 

FCKAKRNSQ\RANR*QTEWEKT 

FIICTSDKGLTSWYNKLKQISKK 

KTNNPIIKWAKDMMRQFSKEDI 

QMANKHMKKCSTSLM1REMQI 

KTTVRYHLTSARMAIIKKSKANS 

RCWHGCGEHGTLLHCWK/SKS 

L YEKDTCTR M Fl A AQL A 1AKTW 

NQPKGPSINAWIKDWCQSKTN 

HNK 


8415.- 


38783>~ 




8472 


36 


1199 - ' i 




8416 


38784 


A 


8473 


3 


184 


FFFFFLRRSL/DSVAQAGVQWR 
DLSSLQAPPPGFTPFSCLSLLSS 
WDYRRLPPRPANFLYF**RRGF 
TMLARMVSIS*PRDPLASASQS 
AG1QKNSFFFLETRVSAFVAQA 
GVQWCDLGSPQPPPPGFK*FSC 
LSLLSSWDYRRLPPRPANFLYF 


8417 


38785 


A 


8474 


3 


295 


A A AFF V FFETEFRS V AQAG VQ 
WRDLDSLQAPPPGFTPFSCLSLP 
CS WD Y RRVPPCP AN FCI FSRDG 
VSPC*PGWSRSPDLVIHPSRPPK 
VLGLQAMS 


8418 


38786 


A 


8475 


1501 


1879 


IRNTHAKHELCLLPLFTEL*CNF 

FFFFLRRSL/DSVAQAGVQW\RY 

LGSLQAPPPGFTPFSCLSLLSSW 

GYRRLPPCPA/NFFVFLVNERGFT 

VLARMVLMS*PRDPPASASQSA 

G1TGVSHHARPTLK 


8419 


38787 


A 


8476 


1550 


2469 


FFPFFFFLRRSSPLPPRLQCSGMI 

LAYCNLRLLGSSNSVASASGVA 

GITGTCHHTQ*IFVFLVETGFHH 

VGQAGLEFLTSGDLPTSASQSA/ 

RDYRRDDHTRPEKCF/C*KTHIL 

WHSPSWSS/EERGSQFFSQDS*K 

SSRYPKKLLGMWV1AINIYGTR 

T*K*EKFKTREYIGTHSIHRGNH 

GVNTYHVASEKLH/*YTYRMK 

KAKNFFFFFLRRELASWAQAG 

VQWRDLG\SLQSPPPGFTPFSC\P 

ASLRSWDYR/RVLPPCLANFFL 

YFFS/MRRGFTVFSR\MVS1S*PR 

DQ\PASASQ\SAG1TGVSHRARVL 

KIIFLFFFFSETESRSVAQAGVQ 

WHDLGSRHRPPPGFTPFSCLSFP 

SSWDYRGPPPRPANRCVFSRD 

GVSPC*PGWSRSPDLVIRPASAS 

QKCWDYRREPPRPA 


8420 


38788 


A 


8477 


1 


2268 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


8421 


38789 


A 


8478 


1 


2312 


MAG PPSG PG RPEVCGAG RTRV 

AKARFRRRJIAFASLGWSSGRE 

VVTFGDVAVHFSREEWQCLDP 

GQRALYREVMLENHSSVAGIG 

EDAPWGPFPCI1SQHPPSQAS1R 

GPCVYTVADVPVTGIAVIPPAA 

VCFSRLKDCDTRTEDKEFLHKE 

D1HEDLESQAEISENYAGDVSQ 

VPELGDLCDDVSERJDWGVPEG 

RRLPQSLSQEGDFTPAAMGLLR 

GPLGEKDLDCNGFDSRPSLSPN 

LMACQEIETEERPHPYDMGGQS 

FQHSVDLTGHEGVPTAESPLIC 

NECGKTFQGNP\TLFSVKQSHT 

GEA\SFMCDDCGKTFSQNSVLK 

NRHRSHMSEKAYQCSECGKAF 

RGHSDFSRHQSHHSSERPYMCN 

ECGKAFSQNSSLKKHQKWHMS 

EKPYECNECGKAFRA\SSNL1QH 

QRIHSGEKVPYVCSECGKAFRRS 

SNLIKHHRTHTGEKPFECG*CG 

KAFSQSAHLRKHQRVHTGEKP 

YECNDCGKPFSRVSNLIKHHRV 

HTGEKP\*KSSACGKAFSQSSSLI 

QHRRJHTG\EKPHVCNVCGK\AF 

SY*LQCSESTRFIHTGRGRPYRC 

SVCGKAFSHSSALIQHQGVHTG 

DKPYACHECGKTFGRSSNLILH 

QRVHTGEKPYECTECGKTFSQS 

STL1QHQRJHNGAEAP/YKCNQC 

GKAFN\QSSKFSIHPQKVHIGEK\ 

PSPCVECGKGFSQSSHFFQHNRY 


8422 


38790 


C 


8479 


194 


458 




8423 


38791 


c 


8480 


214 


378 




8424 


38792 


A 


8481 


107 


345 


GPLTCRYWEIHSQEPGPPRSLE 
MVLFSPSQN*SPVWSKEKNL*P 
*RDMR*/YAKPPGRCK*K*IQQ 
MTQMRGRN1QEKASP 
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SKQID 


SEQ ID NO: 


Met 


SEQII) NO: 


Nucleotide 


Nucleotide location of last 


Amino acitl sequence ( X=Un known, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Slop codon, /= possible nucleotide 








09/540 2 1 7 


IVUUII lor |*C|l[lUv 

sequence 


of nenlidf ceouence 


uucuuii, i |vuo3iuic nucleotide insertion) 


8425 


38793 


A 


8482 


1 


1454 


MHEEEGESGDSRVYMSTQCTH 

VTLNKFLGFIVSESVSGLNIQES 

MKEVLRGQSLKHNP1REAGLET 

LQSGRQLERRGRLSGMARPLSL 

AAAGAPDLLFTALCSLLIEAQP 

LRPFDLQTTLTAAECHYTGKKF 

SLNEGKPVLRKNSQTNTWEPG 

TIITWGRGYACVSPGDQSPVWV 

PTERLKLRVNSDKESHREKTSK 

SETAFIPAQDLAYNRFYLIILLLT 

LSVSPVSPQTDLPAT*NYSYWA 














Y V PFPPL I RPLTWM D A PAE1 YT 

NDSVYMPGATDDHCPTRPREE 

GTAFNVTMGYKYPPLCLGHAH 

VDGCIHLQAQIWAAYLPERLAT 

REQGHLISSLSLSPLRQMKGGVI 

GDTPN FQ Y KP VG KPCPKNF EG P 

SKILIWEDCVNSHVVVLKNDA 

YGLVIGWAPKGYFKANNCSSGG 

RECLEATYF1SHWEDKDHHPTL 

H RRVSSFFPL* WEDKG ITPPRPH 

MIFPILSLEHSELWKLAIAMSGL 


8426 


38794 


A 


8483 


49 


1393 


AEPAPTHLPPPPSTAPQPERNSC 

CISQQSFSVP*S/SPDSDRPRGRH 

/SPPPP/SPCPPPPCLPPPKSTTAM 

PTRCQCPPPPIPTVAAFPLPPSHF 

LRTLPAPRPPTQPPPLSH/TTHPP 

EQRTLGPKFRLFSTPSPKNLEYL 

MNKSGRSPGCLLREATGTADL 

ARSIASLTAPQTDASGISGGRST 

LRQTRCSSGRLRTHPRLSMRAS 

LPLRPRRRACLPQCRDKELLITK 

RKYRKKKDFAAGLEDVTEFQG 

REENPRHTF1YSLPLGLQKHQV 

LTVDIGFGGTAIMTGIARVPLA 

GAAGGPGVGRAAGRGVPAGVP 

IPQAPAGLAGPVRGVGGPSQQV 

MTPQGRGTVAAAAVAATASIM 

APPPGMRPPMGPPIGLPPARGTP 

IGMPPPGMRPPPPG1RDCGGSLT 

PLGDVCLKGSLARVLCRAIVQI 

YSICVLLTTSEQQLSIRIHPQNA 

V 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ 10 NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location or first 

mdon for nrnliilp 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknimn, 
*=Stop codon, /^possible nucleotide 
deletion. \~DOSsible nucleotide in<;ri~tinn\ 


8427 


38795 


A 


8484 


49 


752 


AEPAPTHLPPPPSTAPQPERNSC 

CISQQSFSVP*S/SPDSDRPRGRH 

/SPPPP/SPCPPPPCLPPPKSTTAM 

PTRCQCPPPPIPTVAAFPLPPSHF 

LRTLPAPRPPTQPPPLSH/TTHPP 

EQRTLGPKFRLFSTPSPKNLEYL 

NfNKSGRSPGCLLREATGTADL 

ARSIASLTAPQTDASGISGGRST 

LRQTRCSSGRLRTHPRLSMRAS 

LPLRPRRRACLPQCRDKELL1TK 

RKYRKKKD 


8428 


38796 : 


B * 


8485 


511 


1349 




8429 


38797 


A 


8486 


-» 


431 


ADAVGGPGGPGMAGCDGLPG 

GFGSD1RPRLWLWLGPRLWSS* 

RGTVNHLASVPKKLLLM/DCYA 

LARDRTATLGVTFDAISKTASN 

WIPDLWKETVFTKFPYQEFTDH 

L/VKTHTRVSKQKTQVPAVATT 

AARQTMEGQAPVEY1 


8430 


38798 


A 


8487 


1 


470 




8431 


38799 


A 


8488 


3 


314 




8432 


38800 


A 


8489 


1 


458 




8433 


38801 


A 


8490 


1 


855 


PTRPLVLRVGATARALPRPSRS 

CSPSAVVPSAPSSCPPQPRVRTPK 

PEPEPEQV1KNYTEELKVPPDED 

CIIXSMEKLSTASGYSDVTDSKAI 

GSLAVGHLTKCSHAFHLLCLLA 

MYCNGNKDGSLQCPSCKTIYG 

EKTGTQPQGKMEVLRFQMSLP 

GHEDCGTILIVYSIPP\GIQGP\EH 

PNPGKAVSLPEGFPAQCYLPEQ 

RPG PAKSL RA P* R W A WKVRRLI 

FTVGHVPAPTGETDTVVWNEIV 

HHKTEMDRN1TGHGYPDPNYL 

QNVLAELAAQGVTEDCLEQQ 


8434 


38802 


A 


8491 


1 


3797 


MEYYAAIENDEFMSFVGTWMK 

LEIIILSKLSQEQKTKHRMFSL1D 

FGFSNLFTPGQLLKTWCGSPPY 

AAPELFEGKEYDGPKVDIWSLG 

VVLYVLVCGALPFDGSTLQNL 

RARVLSGKFRJPFFMSTGLVPEL 

DKRLKAGCLSIAECEHLIRHML 

VLDPNKRLSMEQICKHKWMKL 

GDADPNFDRLIAECQQLKEERQ 

VDPLNEDVLLAMEDMGLDKEQ 

TLQSLRSDAYDHYSAIYSLLCD 

RHKRHKTLRLGALP 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \-possible nucleotide insertion) 


8435 


38803 


A 


8492 


! 


2563 


m g dfntplst v drs m rqk v d k 

dtqelnsalhqadl1diyrtlh 

pksteytffsaphhtyskidniig 

skallskckgteiitnslsdhsa 

iklelr1kkltqnhstteklnnl 

llndywvhnemkae1kmfset 

n en kdttyqn l wdtfka vcrg 

kfialnahkrkqerskidtlts 

qlkeleklnqeeveslnrpitg 

aeivaiimslptkkspgpdgfta 

kfywrykeelvpfllklfqsie 

k eg 1 lpnsgye ash lipkpg rdt 

tkkenfrpislmnidakilnkil 

anr1qqhikkl1hhdqvgfipg 

mqgwfn i cksin viqh inrtkd 

knhmiisidaekafdkiqqpfml 

ktlnklaqnllklisn/sqqslr 

iqnqctkitsilihq*qtnrepnh 

e*tpihncfkenkjprnptykgc 

egplqgelqttaqgnkrgykq 

meehsmlmgrknqylenght 

aqgnl*i/qmpspssy**lssqn 

wkkll*ssygtkk\gphsqvnp 

kpkeqswrhhtt*lqtilqgys 

nqnsmvlapkqr*rpmeqnra 

lrnnaaylqlsdl*qt*qkqa 

mgngfp1**mvlgklashmek 

aetgslpytlykn*fkmd*rjlt 

h*s*nhknprrkprqyhsvhrh 

gqglhv*ntksngnksqn*rm 

gsn'tkellhsernyhqseqat 

hkmgenfrnlli*qraniqnlq 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

rtttlnn fnr nrntiilp 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide set|ttence 


Amino acid sequence ( X=Unknown, 
*=Stop eodon, /^possible nucleotide 
deletion. \— nos.siblc nnrlpntirl^ inv^rtinnl 


8436 


38804 


A 


8493 


1 


1839 


MPRALAFQAPVMIQAEQAGTA 

MMISVPQVQLINPENQIVEASSN 

LWELSAETTFFAISLLPFLUSNS 

MPDGTLNLDSDEGEEPSPEALV 

RYLSMRRHTVCVADPRTEVME 

DLQKLLPGFPGVMPQAPFLQVA 

PNVNFMHNLLPMQNLQPTGQL 

EYKMSGLPLSPRJLPLISWSVLPT 

LFLA\EQSLLQPPTLQLLNGMGP 

LGRRASDGGAN1QLHAQQLLK/ 

RPRGPSPLVTMTPAVPAVTPVD 

EESSDGEPDQEAVQRYLANRSK 

RHTLAMTNPTAE1PPDLQRQLG 

QQPFRSRVWPPHLVPDQHRSTY 

KDSNTLHLPTERFSPVRRFSDG 

AASIQAFKAHLEKMGNNSSIKQ 

LQQECEQLQKMYGGQ1DERTL 

EKTQQQHMLYQQEQHHQILQQ 

QIQQPAQSQQVT1QVQEPVDML 

SNMPGTAAGSSGRGIS1SPSAGQ 

MQMQHRTNLMATLSYGHRPLS 

KQLSADSAEAHRLKWETREKG 

LEDDSS VSSNTGG D VTNEGKST 

ESADFGFSNLFTPGQLLKTWCG 

SPPYAAPELFEGKEYDGPKVDI 

WSLGVVLYVLVCGALPFDGST 

LQNLRARVLSGKFRIPFFMSTG 

YFHLLGSHCNVVLNAKDKVGF 


8437 


38805 


B 


8494 


1 


3879 




8438 


38806 


A 


8495 


1 


4065 


MGKKQSRKTGNSKFCQSASPPP 

KKRSSSPATEQSWTENDFDELR 

EEGFRRSNYSELREE1QTKGKE 

VENYEKSLEECITR1TNTENCLK 

ELMEPKTKARELRKECRSLRSR 

CYQLVERVSAMEDEVNEMKDT 

HRLKVKGWRKIYQGNGKQKK 

AGVAILVSDKTDFKPTK1KRDK 

EG H YMM VKGSIQQEELTILN 1 Y 

APNTGAPRFIKQVLSDLQRDLD 

SHTLIMGDFNTPLSTLDRSTRQ 

KVNNNTQELNSALHQA 


8439 


38807 


A 


8496 


1490 


1813 


TGNLQNGRKFLQPTHLTKG*YP 

ESMMNSNKFTRKKQTTPSKSG 

RRT*TDTSQKKTFMQPKNT*KN 

AHHHWPSEKCKSKPL*DTISHQ 

LEWQSLKSQETTGAGEDVDK 



1047 



WO 01/075067 



PCT/US01/08631 



SKQ ID 


SEQIDNO: 


Mcl 


SEQID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, ^possible nucleotide insertion) 


8440 


38808 


A 


8497 


16)4 


3085 


AGEGNKADKQLQQSLRIQNQC 

TKITSILIHQQQTNREPNHESTPI 

KNCFKENKIPRNPTYKGCEGPL 

QGELQTTAQGNKRGYKQMEE 

HSMLMGRKNQYHENGHTAQG 

NLQI/QMPSPSSYQ*LSSQNWKK 

LLSSSYGTKK\GLHHQVNPKPK 

EQS WRH HAT* LQTI LQG YSNQN 

SMVLVPKQRYRSMEQNRALRN 

N A A YLQLSDL*QT* EKQAMGK 

GFPI**MVLGKLASHM*KAETG 














SLPYTLYKNQFKMB*RFKR*T* 

NHKNPRRKPRHYHSGHRHGQG 

L/LCPKHQKQW/HTKAKIDKWD 

L1KL/IELLHSKRNYHQSEQATY 

KMGENFRNLLI*QRANIQNLQ* 

TQTNLQEKNKQPHQKVGEGHE 

QTLLKRRHLCSQETHEKMLIIT 

GHQRNANQNHNEIPSHTS*NGN 

/QLKSQETTGAGEDVEK*EHFY 

TVGGTVN*FNHCGSQCGDSSGI 

*N*KYHLTQPSHYWVYTQRTIN 

HAA1KTHAHVCLLRHYSQ 



1048 



wo 



01/075067 



PCT/US01/08631 



SEQIO 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


8441 


38809 


A 


8498 


2 


2013 


LNQEEVESLNRPlTGAEIVAIfNS 

LPTKKSPGPDGFTAKFYWRYK 

EELVPFLLKLFQSIEKEGILPNSC 

YEASiiLi PKPG RDTT K KENFRPI 

SLMNIDAKILNKILANRIQQHIK 

KLIHHDQVGFIPGMQGWFNICK 

SINVIQHINRTKDKNHMIISIDAE 

KAFDKIQQPFMLKTLNKLAQN 

LLKL1SN/SQQSLRIQNQCTKITS 

ILIHQ*QTNREPNHE*TPIHNCFK 

ENKJPRNPTYKGCEGPLQGELQ 

TTAQGNKJIGYKQMEEHSMLM 

GRKNQYLENGHTAQGNL*I/QM 

PSPSSY**LSSQNWKKLL*SSYG 

TKK\GPHSQVNPKPKEQSWRHH 

TT*LQTILQGYSNQNSMVLAPK 

QR*RPMEQNRALRNNAAYLQL 

SDL*QT*QKQAMGNGFPI**MV 

LGKLASHMEKAETGSLPYTLY 

KN*FKMD*RLTH*S*NHKNPRR 

KPRQYHSVHRHGQGLHV*NTK 

SNGNKSQN*RMGSN*TKELLHS 

ERNYHQSEQATHKMGENFRNL 

L I * QR AN 1 QN LQ* TQTN LQEKN 

KQPHQKLMGKGHEQTLLKRRHL 

CSQKTHEKMLIITGHQRNANQN 

HNE1PSHTSQNGD/QLKSQETTG 

AGEDVEK*EHFYTVGGTVN*FN 

HCGSQCGDSSGI*N*KYHLTQP 

SHYWVYTQRT1NHAATKTHAH 

VCLLRHYSQ 


8442 


38810 


B 


8499 


1 


2860 
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SEQ ID 


SEQ ID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /= possible nucleotide 




sequence 






codon for peptide 
sequence 


OI pCpilUC MqUCIllC 


uciciion, \— |iii»iuic nucleotide insertion) 


8443 


38811 


A 


8500 


3 


2202 


EGRNKDVI*NQREQRHNIPESL 

GHIQSSV*REI*NTKCPQEKAGK 

IQN*HPNITIKRTRKARANTFKS 

*QKARJslN*NQSRIEGNRDTKNP 

SKM**IQTTIREYYKHLHANNLE 

NLEEMDKFLDTYTLPRLNQEEV 

ESLNRPITGSE1VAIINSLPTKKS 

PGPDGFTAKFYQRYKEELRIKY 

LGIQLTRDVKDLFKENYKPLLK 

EIKEDTNKWKNIPCSWVGR1NI 

VKMAILPKVIYRFNGIPIKLPITF 

FTELEKTTLKFIWNQKRARVAK 

SILSQKNKAGGIMLPDFKLYYK 

ATVTKTAWYWYQNRDIDQWN 

RTEPSEIMPHIYNYLIFDKPEKN 

KQWGKDSLFNKWCWENWLAI 

CRKLKMDPFLTPYTKINSRWIK 

DLNVRPKTIKTLEENLGNTIQDI 

GMG KDFM SKTPKAM ATKA K I D 

KWDLfKLKSFCTAKETTIGVNR 

QPTKWEKIFATYSSDKGLIFRIY 

NELKQIYKKKTNNPIKKWAKD 

MNRQFSKEDIYAAKJtHMKKCS 

TSLAIREMQIKTTMRYHLTPVR 

TAIIKKSGNNRCWRGCGEIGTL 

LHCCWDCKLVQPLWKSVWRF 

LRDLELEIPFDPAIPLLGIYPKDY 

KSCCYKDTCTRMFTAALLTIAK 

TWNQPKC PTMID WIKKM WH I Y 

TMES Y A A I KNDEFMSF VGT WM 

KLEIIILSKLSQGQKTKQRIFSLI 

DGN 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


8444 


38812 


A 


8501 


437 


2163 


KQKCNfSHLWNAVKVERlKYL 

GIQLTRDVKDLFKENYKPLLKE 

IKEDTNKWKNIPCSWVEES1P*K 

\VPYCPR*FTDSMPSPSSYQ*L$S 

QNWKJCLL*SSYGTKKEPASPSQ 

S*AKRTKLEASHYLTSNYSTRL 

Q*PPGKRGPPEVQGHNADENN 

HTEDRQGNRRHEHSIDQLAVT 

DVHSTTAEYTFLSTRGGFSKID 

HMLGCKTNLNKYKJEIEIIQSIFS 

NHNE1KQEINSRRKTRKSTNLW 

ELSSALLMNGSEKKTQVNLDNI 

WKLMKAKMQHITLMECSESRK 

NKIPRNPTYKGREGPLQGELQT 

TAQGNKRGYKQMEEHPMLMG 

GRINTVKMAILPKVIYRFNAIPI 

KLPMTFFTELEKTTLKFIWNQK 

RARJAKS1LSQKNKAGGLTLPD 

FKLFYKATVTKTAWYWYQNR 

DIDQWNRTEPSEIMPHIYNYVIF 

DKJPEKNKQWGKLDSLFNKWCW 

ENWLAICRKLKLDPFLTPYTKI 

NSRWIKDLTVRPKTIKTLEENL 

GITIQDIGMGKDFMSKTPKAMA 

TKAKIDKWDLIK.LKSFCTGKET 

Tl R VN RQPTK WK K IFATYSS DK 

GLISRIYNELKQIYKKJCTNNPIK 

KWVKDMNRHFSKEDIYAAKK 

HMKKCSPSLAVREMQ1KTTMR 

YHLTPVRMAIIKKSGNNRCWR 

GCGEIGTLLHCWWDCKLVQPL 

WKSVWQFLRDLELEIPFDPAIPL 


8445 


38813 


A 


8502 


1 


2001 


MPHIQVMLMQEMDSHSLGKLC 

PYGFAEYSPTSSCFHGFVLSVC 

GSSRDKATQRVDALVRQVIVN 

GG I V LDQF A VH DR V A L ADL I DL 

LVDLSAMMLCGVPTTGDPFVA 

FALGHPDDFDHL1LPKHLVDRY 

LLLEPLLGPVQLLSHSASVHLD 

LHQFCSDFSYG1QLTRDVKDLF 

KENYKPLLKEIKEDTNKWKNIP 

CSWVGRINIMKMAM\RPR*FID 

SMPSPSSYQ*LSSQNWKKLL*SS 

YGTKKEPVSPSQALA 


8446 


38814 


B 


8503 


152 


3166 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/54U.2I7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8447 


38815 


A 


8504 


15 

- * 


2745 


HPTVNIRQINETESQQGYPG1EL 

SSAPSGPNRHLQNSP/PPNQQNI 

HFFQHHTTPIPKLTT*LSTLDRS 

TRQKVNKDTQELNSALHQADL 

IDIYRTLHPKSTEYTFFSAPHHT 

YSKIDH1VGSKALLSKCKRTEII 

TNYLSDHSAIKLELRIKNLTQSH 

STTWKLNNLLLNDYWVKNEM 

KSEIKMFFETNENKDTTYQNL 

WDAFKAVCRGKFIALNAHKRK 

QERSKIDTLTSQLKELEKQEQT 

HSKASRRQE1TK — , i 


8448 


38816 


A 


8505 


2853 


3925 


AVGPSVRTPRPYLCVRKDVHD 

VVPILRPSATSLFMPRAAGQGG 

QKAGGTEKSSGP*KDDV*RLQP 

PNGFRHH*VQ*TCRKGCPHLSK 

RNTFQFQN * R*NLLYPA LPN 1 PH 

SSVEEGVGSI*ARSEDLEGAQLP 

♦LLARLFTCRSNTYRGLKFTEA* 

GGE*QSICYSTRRANYPKY/HM 

HP1QEDPDS*SKS*VTYKET*TP 

TQ**WETLT/PPLSTLDRSTRQK 

VNKDTQELNSALHQADLIDYTT 

ELSTPNQKNLHFFQHHTTPIPKL 

TTY LEV KL\PQQM * KN RN YN K L 

SLRPQCNQTRTQD* ETHSKLLN 

YMETEQPAPE*LLGT*RNESRN 

KDVL*NQREQRHM1PESLGHIQS 

SV 


8449 


38817 


A 


8506 


2 


376 


IPYLP*ST\YMETGMIYVVQG!Y 

GYHHYMQDRIDDNGWGCAYR 

SLQTICSWFKHQGYTERSIPTHR 

EIQQALVDAGDKPATFVGSRQ 

WIGSIEVQLVLNQLIGITSKILFV 

SNTRKNKKVGNIVS 


8450 


38818 


A 


8507 


1 


1008 




8451 


38819 


A 


8508 


218 


343 




8452 


38820 


B 


8509 


306 


1434 




8453 


38821 


A 


8510 


3 


659 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /"possible nucleotide 
deletion, \= possible nucleotide insertion) 


8454 


38822 


A 


8511 


3 


1990 


EPHRJASPRFRQAFDSDGTDRTL 

♦FLSDIEEEELTRGDPEQRHVPL 

RRKSEWKWAADRAAIDSRWN 

WLQAHVSDLEYRIRQQTDIYK 

QIRANKGLIGLGEVPPP\EHTTD 

LFLPLSSEVKTDHGTDKLIESVS 

QPLENHGAPIIGVHISESLSTKSC 

GALRPVMGVINTLQPVLADHIP\ 

GDCSDAEEQLHKKQRLNLVSSS 

SDGTCVAARTRPVLSCKKRRLV 

RPNSIVPLSKKVHRNSTIRPGCD 

VNPSCALCGSGSINTMPPEIHYE 

APLLERLSQLDSCVHPVLAFPD 

DVPTSLHFQSMLKSQWQNKPF 

DKIKPPKKLSLKHRAPMPGSLP 

DSARKDRHKLVSSFLTTAKLSH 

HQTRPDRTHRQHLDDVGAVPM 

VERVTAPKAERLLNPPPPVHDP 

NHSKMRLRDHSSERSEVLKHH 

TDMSSSSYLAATHHPPHSPLVR 

QLSTSSDSPAPASSSSQVTASTS 

QQPVRRRRGESSFD1NNIVIPMS 

VAATTRVEKLQYKEILTPSWRE 

VDLQSLKGSPDEENEEPASPDV 

SSSHSLSEYSHGQSPRSPISPELH 

SAPLTPVARDTPRULASEDTRC 

STPELGLDEQSVQPWERRTFPL 

AHSPQAECEDQLDAQERAARC 

TRRTSGSKTGRETEAAPTSPPIV 

PLKSRHLVAAATAQRPTHR 


8455 


38823 


A 


8512 


119 


739 


ADDRDHLHIQTWCAKAPVFLQ 

PGSSWLSTKGKKM/PETPASDE 

PPLRQPAVRFEFLQHAPPDSLQP 

LGSPGHS*GPSSDTGQPAAGRW 

PRRQP*AAVQDLGPQTRGSASP 

ESQTVLPAAPSAPGSARPHGSM 

SASAPSPTASPQMSKPPCAAAC 

LRGSGAGGGTVGPCLEPGGSAP 

PRARLPRCAAGSARPGAAAGPP 

PGAGTTRAVP 


8456 


38824 


A 


8513 


1 


343 


MRMCLRLPTLMTKCTNWHVT 

G H LCRPT/M REPTPEP/WTG DTT 

TA*METRWPAEQPALAERRLFR 

AAPRGAFAG1AAPSPAAPPQPG 

SLG1LPEPTPAQAWAARNQLRG 

RI1CERGS 
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SEQ II) 


SEQ ID NO: 


Mel 


SEQ H> NO: 


Nucleotide 


Nucleotide location oflast 


Amino acid sequence ( X=Un known, 


NO: 


or peptide 


hod 


in LISSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possibIc nucleotide insertion) 


8457 


38825 


A 


8514 


3 


405 


KKFNPAGERVCTILVDPS1PSTA 
YPSYGVPHS*GPSLSLPHL/SSSS 
RPSSISCPLNGPWKGCS*PPCRA 
QCAQPQQAT*ESCIHS/SSNCIPP 
AWEGETPSKKNKINGNPWSKIR 
DKTSGGEVEVWGLVAVAPVM 


8458 


38826 


A 


8515 


100 


1397 


PPASTYLMLERLKAPWSAALQ 

RKYFDLGIWTAPISPMALTMLN 

GLLIKDSSPPMLLHQVNKTAQL 

DTFNYQSCFMQSVFDHFPE1LFI 

HRTYNPRGKV/CIYLPGGWTSG 














AAGGSSCPSSLLCHPC/ARRDT/ 

CRPVPDVPS1QEV*SSMGESLYH 

PGGSSFPSTAYPS/SWSSPQLRSF 

SQPSTFVSSSRPSSISCPLNGPW 

KGCS*PPCRAQCAQPQQAT*ES 

CIHS'ATASLQPSCPSFTHTGCS 

TTASGWLTAGEAELRAATTSR 

ASRSPPTSSASSLVPPHLRNKV 

WLLCSVTCSRTLQTRQTSTRAC 

VPRTIMLPQTPSPKAPNWSSW* 

NPTSSTPSMPSAQGQQPNCAW 

ASLLWSRNPHTSLALAQKR*TY 

RSWKIPIRCSPSPLPAAAATLTR 

PSTCPAATS*PCSVPAARCSSPT 

CCRLSGRQAVLPV 


8459 


38827 


A 


8516 


1 


326 


CLTQM YFL1 S/FAN VDTFLLA I M 

ALD/RLLAICSALRYCSHTPG\YS 

HFYCDAYLLMKIACS1HVNQH 

VFLGAVVLFL/APCALILVSY1RJ 

AAA/ILR1PSPTRRRKACSIC 


8460 


38828 


A 


8517 


2 


669 


TISYPQCLTQMYFLISFANVDTF 

LLPIMALDHYVAICSALQ*CSIIT 

P/ELCQGLPVLA*AGSSLISPVHT 

VIMSRLAFCSSAQISHFYRDAY 

LLMKIACSHT*\NQHVFLGAVV 

LFLAPCALILVSYIRIAAAILRJPS 

PTRRRKACSICSSHLSLVTLFYG 

TVLGIC1*PPDSFSAQDALATIMY 

TVVTSMLNPFIYSLMNKEVQEA 

VRRLFSRGSHSSWCW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 

hod 


SEQ ID NO: 
id IISSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V= possible nucleotide insertion) 


8461 


38829 


A 


8518 


1 


3594 


MVAAAAATEARLRRRTAATAA 
LAC RSGGPHCVNGG RCNPGTG 
QCVCPAGWVGEQCQHCGGRFR 
LTGSSGFVTDGPGNYKYK IKC 
TWLIEGQPNRIMRLRFNHFATE 
CSWDHLYVYDGDSIYAPLVAA 
FSGLIVPERDGNETVPEVVATS 
GYALLHFFSDAAYMLTGFNITY 
SFDMCPNNCSGRGECK1SNSSD 
TVECECSEN WKG EACDIPHCTD 
NCGFPHRGICNSSDVRGCSCFS 
DWQGPGCSVPVPANQSF W 


8462 


38830 


A 


8519 


1 


471 


ALCAPQPGKCFCTTKGSSG/DE 

CQLCEV/ENRYQANPLRGTCYN 

TLLIDYQFTFSLSQEDDRYYTA1 

NFVATPDEQNRDLDMFFNASK 

NFNLNITWAASFSAGTQAGEE 

MPVVSKTNIKEYKDSFSNEKFD 

FRNHPNITFFVYVSNFTWPIKIQ 

VQTEQ 


8463 


38831 


A 


8520 


1 


4289 




8464 


38832 


A 


8521 


1 


3488 


M D YG VLTRLTG SSG F VTDG PG 

NYKYKTKCTWLIEGQPNRIMR 

LRFNHFATECSWDHLYVYDGD 

SIYAPLVAAFSGLIVPERDGNET 

VPEVVATSGYALLHFFSDAAY 

NLTGFNITYSFDMCPNNCSGRG 

ECKISNSSDTVECECSENWKGE 

ACDIPHCTDNCGFPHRGICNSSD 

VRGCSCFSDWQGPGCSVPVPA 

NQSFW\TREEYSNFKA/LPRASH 

KAVVNGNIMWVVGGYMFNHS 

DYNMVLAYDLASREWLP 


8465 


38833 


A 


8522 


4794 


5740 


YICNWYKMKDSSFPSLVQSPRS 

PGSCGLSGWGWGCPRVASAGS 

ACSCNSAVPARRTQEACRRELI 

GGRSTIFTDVQGQWGAPGTVN 

EGNSACPPTLRVTVAAWLSLLF 

VLCRVCAASVPSLVRLRWGPQ 

CSGPWGAWAPPWAARVSQPG 

AGPGRGAEAQLLPAASIQWPC 

HQAPHLLLVLALVTSQGPSRCR 

GFCLAGPCQGGPGGLLILFCHW 

NVPLQFSSLFFFF*DGVSLLLPR 

L ECSG S I SG HCN L RLPG SSDRPA 

LGS*VAGDYRCLPACSANFFVF 

LVEKGFHHVGRAGLKLL/MV1H 

LPRPPRVLRLQA 
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SKQ1D 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SfcQ 10 NO: 
in USSN 
iin/cAti *>i*7 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

UI |IC|M«vlC acifUvMit: 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /-possible nucleotide 
ucicnuiif \ |ius»iinc nucleotide insertion) 


8466 


38834 


A 


8523 


594 


2868 


CWTSRNRRPIPGSCHPMELPRPF 

RGKAKVQNHQLVH\HNKALIN 

RGSLTFWLDDGAIQAWHCPVK 

TYYQYTPVSSKAMY/DAFWNG/ 

KPRDC/AFHSWLNEDPFVCEYQ 

GQSSDLPQPPVNAGGGSGGGS 

GGGSEGGGSEGGGSEGGGSEG 

GGSEGGGSGGGSGSGDFDYEK 

MANANKGAMTENADENALQS 

DAKGKLDSVATDYGAA1DGF1G 

DVSGLANGNGATGDFAGSNSQ 

MAQVGDGDNSPLMNMFRQYLP 

SLPQSVECRPYVLSAGSEIGAA 

CASRSGYDNKGVRDIGYTDCK 

RSEDLDPLRHQ1LGGKKAIQFTL 

QGFPTLPEGAPAGNSGSLAVHK 

TAQSSYRHHALL1LTPMSGTRF 

PPIPGPVVMIRVFPFAPSSECRIC 

YSWSWVPGSPVHCQSDGSVPIP 

SYAPLASQYSSSFLFFRNRQPYA 

PYDYLSVMTPSRTLREQ1RIRYA 

PSAPRLPPPEVYCSNSTIVYVRN 

NPSGPTPGFAGGTLLEGRSGGP 

FRFYAKRAKGDVLKPFSLNLPL 

QTLIRFMVD1ACGMEYLSSRNFI 

HRDLAARKCMYEFWRTRGWE 

TAAAYYGGGTTFFRKESQKLQ 

QSAKKRDAELANGALGIIELNN 

DYTLKKVMKPLITSNTVTDEIE 

RANVFKNfNGKWYLFTDSRGSK 

MTIDGINSNDIYMLGYVSNSLT 

GPYKPLNKTGLVLQMGLDPND 


8467 


38835 


A 


8524 


302 


409 




8468 


38836 


A 


8525 


199 


359 


ARRQQVSVKSYRWEEEDQHCG 

ELQGSE*VSDGLFKPP*S*HGW 

VEEERQKEQN 


8469 


38837 


A 


8526 


1853 


2032 


VKQSTALLPHA VAC* PKVISSG 
ARGLKSILVLIRJVVMMVSMLP 
QLALSGWGRFRVLPG 


8470 


38838 


A 


8527 


118 


445 


AAGGEPGDAPWVPGVWEPPES 
VCRGPPPSSTFPHPVLSTFGASG 
PENSRDCSWLSPQH*AA*VASG 
NNGPQAAQGSLSGIPDAATLSG 
I*RASILHVSVVEIISSPGFR 
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si:q id 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


StO ID NO: 
in USSN 
09/540*217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, ^possible nucleotide insertion) 


847! 


38839 


A 


8528 


1 


770 


MRVLGIETSCDETGIA1YDDEK 

CLLANQLYSQVKLHADYGGVV 

PELASRDHVRKTVPLIQAALKE 

SGLTAKDIDAVAYTAGPGLVG 

ALLVGATVGRSLAFALGRFGDP 

CTPYWRASVSARCWKIPAPNFR 

CALLGSAAYAVNHGTGLSKKP 

TTLGSDHSKTPAQLAKRAGEA 

RRNGWQGALFPWESARSGEEE 

TP/VICRH*HSHRAAAKSGLGA 

GGTSSGGRYRLGGYSILADHGG 

*KFHCA*RHGATSGDGKVLD 


8472 


38840 


A 


8529 


3 


834 


VGRVEIADQYQDLAILWNCLG 

SDHASSRQRRPFRGKAKVQNH 

QL VHLQQSSHQP WLPHFLAG * 

WGDSGLGGGSVEGGGSEGGGSE 

GGGSEGGGSGGGSGSGDFDYE 

KMANANKGAMTENADENALQ 

SD A KG ICLDS V ATD YG A A 1 DG Fl 

GDVSGLANGNGATGDFAGSNS 

QMAQVGDGDNSPLMNNFRQY 

LPSLPQSVECRPYVFGAVRHDV 

RRJRVTGVTRVTPPEEVDTSVH 

SRGAHR1RSGFAPKRSVRVTTD 

TCIKRNSTCGVKSLSLWDGGGF 


8473 


38841 


B 


8530 


1 


811 




8474 


38842 


A 


8531 




1044 




8475 


38843 


A 


8532 


-» 


1472 


GVVGERAGMARPGRPREGGGS 

G/GYSRPVPPAGGPGP*RGRTRJ/ 

SGLANGAGPVVFQFLTELTRLF 

QKCRTSGSV YITLKKCKQREGS 

RAMLPGFPYTPVSSKAMYDAY 

WNGKFRDCAFHSGFNEDPFVC 

EYQGQSSDLPQPPVNAGGGSG 

GGSGGGSEGGGSEGGGSEGGG 

SEGDGSEGDGSGGGSGSGDFD 

YEKMANANKGAMTENADENA 

LQSDAKGKLDSVATDYGAAID 

GF1GDVSGLANGNGATGDFAG 

SNSQMAQVGDGDNSPLMNNFR 

QYLPSLPQSVECRPYVFGAGKP 

YEFS1DCDKIKILRGVFAFLLYV 

ATFMLPV1AN1AIPQKRPFMQQT 

RCEVQCRED1EVQKLKSYDKLL 

ASIMKKPGVNGWQKRR1TVNA 

GEAHDQQALDYALYHLRIMTP 

AHDERSSIAAKGLTGEGYKGH 

VFWDTEVFLLPFHLFSDPTVAR 

SLLRYRWHNLPGRARRKRDGN 

GWAGGAP1SVGKARAAAKK 


8476 


38844 


A 


8533 


609 


855 
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SEQ ID 


SEQ ID NO: 


(Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Dnknown, 


NO: 


of peptide 


hod 


in LISSN 


location of first 


codon for last amino acid 


*=Stop codon, /= possible nucleotide 




sequence 






codon for peptide 
sequence 


nf nj*ntifi& tpmipiirf 1 


uciciiuii, v— iju&muic nucicoiiQc insertion) 


8477 


38845 


A 


8534 


369 


1278 


CHTACEWYSQGRHPGPELSPFL 

*GPG*NAGHVISMPAARPMEPC 

LGTGGLDVLLHHLRPDLPPAAL 

PGSAWPGEGALPLPGQVSGRG 

RSAACLQPGAWPGRGAAPVRR 

RPRPAAAGSVREAELLESPHLA 

AHRDC*LARKLNSGGYIPQAEY 

GKHAGLPLPGARALSCGCRAR 

APVPAALPHPLLDHQDPGPAGR 

IYGTGAGTQTLDGSAPRTSRAL 

GSTQMPEARPGLAGWGVAGV 














wsrg*sr*tr6sas/sprprrca 
llalpgaavsgdlrarnprgsr 
ppkapsgrggpllpphrstprr 


8478 


38846 


A 


8535 


3 


2494 


YQRQSSSPEDPAETASPTYALIA 

ACQSEIQLQTRQQPCDMAPGPL 

DCDPVKGSSRKRMFLMNAPPV 

VALQPKWEASVPPGSFRFPECF 

SEADKGVESMSPTMHKELPAL 

AACGLVADFDPVGEEETADFG 

PLVLDSDSDDSVDRDIEEAIQEY 

L/KGGGSRCKRELAHSS/APTAL 

CSPKLVPGSGG/GGPGSQVGSS 

KDQGSASPVSMSRADSFEQSIR 

AEIEQFLNEKRQHETQKCDGSV 

EKKPDTHENSAKSLSKSHQEPA 

TKVVHRQGLMGVQKEFAFCRP 

P\RLAKTNVQPRSLRSKVTTTTT 

QEKEGSTKPATP/TRPSEAVQN 

KSGIKRSASTARRGKRVTSAVQ 

APEASDSSSDDGIEEAIQLYQVQ 

KTRKEADGDPPQRVQLQEERA 

PAPPAHSTSSATKSALPETHRKT 

PSKKKPVPTKTTDPGPGDLDAD 

HSPK I PKETKAPPPTSPA SRSK F 

VEWSSCQADTSAEL1VAVLDIFK 

TILP/APMEGSDGSLSASPLFYSP 

NVPSRSDGDSSSVDSDDSIEQEI 

WTFLALKVQSRSLLARGAAGQ 

APERVEKQAPAGAEELPKSKRD 

SCEGSRKKPPSVFGSRAERTKP 

RPSCSSVDSDDSIELEIRKFLVE 

KAKESGVPGQAQPCLWKPTLA 

GEEGLRSPAKQEGLTSAIVAGIS 

AALGPEHTWVPGATTPRTPSVA 

PVLVPAVPTHWKKLAPACGGP 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540 2 1 7 


Nucleotide 
location of first 

f futnn fur n^nlirt^ 

sequence 


Nucleotide location of last 
codon Tor last amino acid 

nf n*nti(fo vournce 


Amino acid sequence ( X=Unknown, 
*=Stop codon. /=possible nucleotide 
deletion. \— no^sible nnrlrnlift* incprttAn^ 


8479 


38847 


A 


8536 


1 


2463 


MHKELPALAACGLVADFDPVG 

EEETADFGPLVLDSDSDDSVDR 

DIEEAIQEYL/KGGGSRCKRELA 

i !SS/APTALCSPiCLVPGSGG/GG 

PGSQVGSSKDQGSASPVSMSRA 

DSFEQSIRAEIEQFLNEKRQHET 

QKCDGSVEKKPDTHENSAKSLS 

KSHQEPATKVVHRQGLMDVQ 

KEFAFCRPPVRLAKTNVQPRSLR 

SK V 1" H Tl QEK EG STKPATP/TR 

PSE A VQN KSG I KRN ASTA RRG K 

RVTSAIQAPEASDSSSDDGIEEA 

IQLYQVQKTHKEADGDPPQRV 

QLQEERA PA PPAHSTSSATKS A 

LPETHRKTPSKKJCPVPTKTTDP 

G PG DLDA DHSPK 1 PKETKA PPP 

TSPASRSKFVEWSSCQADTSAE 

LIVAVLDIFKTILP/APMEGSDGS 

LSASPLFYSPNVPSRSDGDSSSV 

DSDDSIEQEIWTFLALKVQSRSL 

LARGESCPQAAQGPLSPPGLSS 

QTGSPKA PLSKTLDP17LGCKRK 

HRGG\SKAQPARPRDGRAPLG 

WDLSIQGTASEAPGGEGAARVP 

GDTRTSQGQGKTDEARHLDKK 

KSSEDKSSSLDSDKDLDTAIKD 

LLRESQGPAPSPGSLSDNSSSVD 

SDDSIELEIRKFLVEKAKESGVP 

GQAQPCLWKPTLAGEEGLRSP 

AKQEGLTSAIVAGISAALGPEH 

TWVPGATTPRTPSVAPVLVPAV 

PTHWKKLAPACGGPGQSLIDID 


8480 


38848 


B 


8537 


i 


3345 
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SEQID 

.NO: 


SKQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

rAilnn fVir ni>nti<lf> 
cvuun itii |ic|iiiuc 

sequence 


Nucleotide location of last 
codott for last amino acid 
ftf nfntiffr sentience 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
u«.iciiuu t » pv^Aii/ic iiulicii hoc inseriioni 


8481 


38849 


A 


8538 


1 


1339 


MTKKSPGPDSFTGHWCVISIPS 

GYERSRLKVTLPEEGRGALPFL 

VSVAISSGSCSDNNAAVPTVLE 

GATTVISAAAVLRDPHDGAREII 

LEAMTISAVAIAAE1SWTSQCG 

LCLHPGMFMPYRHGDGIRDLLP 

LVLSATICAEFFKGDSKKPSKK 

R VKRKPYSTTK VTSGSTFN EN1 

RRYAVHTNQCRRPHGSRVKKK 

RYPQEDDFHHTVFSNLERLDKL 

QPTLEASEESLVHKDRGDGERP 

VNARWQVAPLRLESSKYSGIT 

CQENNLDAKKA/TP/CRTPYMT 

SLTRTPHTTSLTR1LSTA/SANEA 

ADKGIANEDAAQGIANEDAAH 

G\M P ARM PPRASPTRSPPR A SPT 

RTPPRASPTRTPPRASPRRTPPT 

GSPRRTPPRASPTRTPSTASPTR 

TPPMASPTRTLPTALLTRMPCT 

ASLMRTPYTTSLMRVPYMTSL 

MTPYKAR 


8482 


38850 


A 


8539 


1 


3090 


MHKELPALAACGLVADFDPVG 

EEETADFGPLVLDSDSDDSVDR 

DIEEAIQEYLKVGSSKDQGSASP 

VSMSRADSFEQSIRAEIEQFLNE 

KRQHETQKCDGSVEKKPDTHE 

NSAKSLSKSHQEPATKVVHRQ 

GLMGVQKEFAFCRPPXRLAKTN 

VQPRSLRSKVTTTTTQEKEGST 

KPATP/TRPSEAVQNKSGIKRSA 

ST ARRG KR VTS A VQ A PE A SDSS 

SDDGIEEAIQLYQVQKTHKEAD 

GDPPQRVQLQEER 


8483 


38851 


A 


8540 


1 


2919 


MH KELPALA ACGLV ADFDPVG 

EEETADFGPLVLDSDSDDSVDR 

DIEEAIQEYLKVGSSKDQGSASP 

VSMSRADSFEQSIRAEIEQFLNE 

KRQHETQKCDGSVEKKPDTHE 

NSAKSLSKSHQEPATKVVHRQ 

GLMGVQKEFAFCRPPNRLAKTN 

VQPRSLRSKVTTTTTQEKEGST 

KPATP/TRPSEAVQNKSGIKRSA 

STARRGKRVTSAVQAPEASDSS 

SDDGIEEAIQLYQVQKTHKEAD 

GDPPQRVQLQEER 


8484 


38852 


B 


8541 


I 


1122 




8485 


38853 


A 


8542 


1 


1074 




8486 


38854 


B 


8543 


1 


1017 
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SEQID 
NO: 


SEQID NO: 
of peptide 
5cifuciit.tr 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
tuuuii iur pepuuc 
sequence 


Nucleotide location oNast 
codon for last amino acid 

ui pepuuc C 


Amino acid sequence < X=Unknown, 
*=Stop codon. /=possiblc nucleotide 
uckuum) i |/u»divic iiuticDiiue insertion) 


8487 


38855 


A 


8544 


1 


1436 


MNLPRAERLRSTPQRSLRDSDG 

EDGKIDVLGEEEDEDEVEDEEE 

EASQQFLEQSLQPG LQ V A R WG 

GVALPREHIEGGGGPSDPSEFG 

TEFRAPPRSAAASEDARQPAKP 

PYSYIALITMAILQSPHKRLTLS 

GICAFISGRFPYYRRKFPAWQN 

SIRHNLSLNDCFVKIPREPGRPG 

KGNYWSLDPASQDMFDNGSFL 

RRRKRFQRHQLTPG A HLPH PFP 

LPAAHAALHNPRPGPLLGAPAP 

PQPVPGAYPNTAPGRRPYALLH 

PHPPRYLLLSAPAYAGAPKKAE 

GADLATPA/ALPVLQPSLATVK 

PVGQFCSNSSGIRRRT\GNGCAP 

TKGAVLGGHLSAASAAAAVSG 

GGRGLWADIARALWAERDLTS 

FFSIAHAQFPGRVRRALLEPGSR 

QPHSPTGVQKRPLLANPAGLGQ 

SKSSETTENRG/CPMSCQLLAGL 

RSNSPLSVVRKRLRADLPSFIAN 

KRPGRAATAAEPRRDFL 


8488 


38856 


A 


8545 


1 


1287 


MNLPRAERPRSTPQRSLRDSDG 

EDGKIDVLGEEEDEDEVEDEEE 

E ASQKFLEQSLQPG LQ V AR WG 

G V A LPREHI EGGGG PSDPSEFG 

TKFRAPPRSAAASEDARQPAKP 

PYSYIALITMAILQNPHKRLTLS 

GICAFISGRFPYYRRKFPAWQN 

SIRHNLSLNE*FVKIPREPGHPG 

KGNYWSLDPASQDMFDNGSFL 

RRRJCRFKRHQLTPGAHLPHPFP 

LPAAHAALHNPRPGPLLGAPAL 

PQP VPG A YPNTA PG RRPYALLH 

PHPPRYLLLSAPAYAGAPKKAE 

GADLATPGTLPVLQPSLGPQPW 

E/RGQGSGVATGR\GCISFSIESI 

MQGVRGAGTGAAQSLSPTUW 

SYCPLLQRPSSL\RTILQQQQQH 

QEEDCANGCAPTKGAVLGGHL 

SAASALLRYQPVAKGLWADIA 

AAPLGGEGTSPVFL 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


(Viet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8489 


38857 


A 


8546 


202 


823 


AQNPTAFGVKHTSSGGEETFPN 

IRGIKKSPPQLSSSSIRLSKNILST 

TGKTVHQTRDDDQPRDFFKKR 

NRVNESHQKSSNMNAGPSWNK 

VQHSKNSSGKRQSKSQVPHASS 

QPRSSLTAVTQPTEEKLIESISPE 

ARRKRNPLGFRCQGASRNKLFL 

DFQSMKI I KEN A DEDSA SDLSD/ 

SGKNSHSSFSPHTSRSQSSS*RN 

R VN ESHQKSSN MN AG PS WNK V 

QHSKNSSGKRQSKSQVPHASSQ 

PRSSLTAVTQPTEEKL1ESISPEA 

RRKRNPLGFRCQGASRNKLFLD 

FQSMKIIKENADEDSASDLSDSE 

RIPIPPSPLTPPDLNLRAEEIGSSL 

L 


8490 


38858 


c 


8547 


219 


1013 




8491 


38859 


c 


8548 


252 


452 




8492 


38860 


A 


8549 


25 


443 




8493 


38861 


A 


8550 


20 


1371 


RLRGPALGAGGGSVTLRL/PRS 

EQAARKEAGLNTMIPLEKPGSG 

GSVPRRHLRLGPGSSGS*AGRA 

RTPPPPQA RGLLTEI RA V VRTEP 

FQERLQPVPRAGSWAGGKFSSG 

EKMYKEKILGKNLLQSS*EKRR 

KXSQDCRMEHHEIAVLELAQDN 

PWVINLHEVYETASEMILVLEY 

A AGG EI FDQC V ADREE A FKEK 

DVQRLM RQILEG VHFLHTRD V 

VHLDLKPQNILLTSESPLGDIKI 

VDFGLSRILKNSEELREIMGTPE 

YVAPEILSYDPISMATDMWSIG 

VLTYVMLTGISPFLGNDKQETF 

LNISQMNLSYSEEEFDVLSESA 

VDF 1 RTLL VKKPEDRATAEECL 

KHPWLTQSSIQEPSFRMEKALE 

EANALQEGHSVPEINSDTDKSE 

TEESIVTEELIVVTSYTLGQCRQ 

obKtrUWbyK^Ioi^KrlvrbhrLL 


8494 


38862 


A 


8551 


1 


1275 




8495 


38863 


A 


8552 


1 


4173 
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SEQ ID 

NO: 


SEQ II) NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


8496 


38864 


A 


8553 


2 


5115 


PDQFHNMDLRGGPKDGVTIPRS 

TSDTDLVTSDSRSTLMVSSSYY 

SJGHSQDLVIHWDJKEEVDAGD 

WIGMYLIDEVLSENFLDYKNRG 

VNGSHRGQIIWK1DASSYFVEPE 

TKICFKYYHGVSGALRATTPSV 

TVKNSAAPIFKSIGADETVQGQ 

GSRRLISFSLSDFQAMGLKKGM 

FFNPDPYLKISIQPGKHSIFPALP 

HJiOV/bKKbNllON J VNPIWQAE 

QFSFVSLPTDVLE1EVKDKFAKS 

RPIIKRFLG 


8497 


38865 


A 


8554 


202 


260 


ARVHQPVSLKQRFPLELGRHH 

QDSEAHAPPPGPAAASRGGI*V 

AWPAPRAGVVSLLGCRSSWTA 

AMELSAEYLREKLQRDLEAEH 

VLPSPGGVGQVRGETAASETQ 

AGERVPSRRAPAHPCL 


8498 


38866 


A 


8555 


72 


578 


GSKGSVAGARAWVVSLLGCRS 
RWTAAMELQRRIPPREAAAGP 
WRRSMWRWRTRPSTVAPVASE 
SWWCRPSSRGNRCFQRHSLDPS 
MTI HCDM VITYG LDQLENCQT 
CGTNYIISVLNLLTLIVEQINTKL 
PSSF VEKLFI PSSKLLFVLR YH KE 
KEVVAVAHAVYQAML 


8499 


38867 


A 


8556 


299 


939 


LPSPGGVGQVRGETAASETQVL 

YRAMRRVTAANQAFFSEAEVT 

AAKERGIVLPLRC\DPS\QTIHCD 

MGMTYGLDQLENCQTCGTNYII 

SVUNLLTLIVEQINTKLPSSFVE 

KLVIPSSKLLFWRYHKEKEVVA 

VA\HAVLSRPMLQLGRNIPCFG 

RTAY*V*YWriRKWTPfJPI MMI 

PGTVCNFPEACSE1KHEAFKNH 
VFNVDNAKFVVKFDLN 



a r\ 



,4 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


8500 


38868 


A 


8557 


1407 


2783 


SSAASHSSSPGAASRARATAGS 

RRRSSPIQSCHPPASACGQSGQS 

ETHRLAMRNRTPPS*GFSSK/H 

MRRSSSLASS*RG*KSVAVIL*IS 

ASGILPTDVXHLSPTPGSSETCHR 

PHPGH*EPSDCLQKLPASALG*S 

* QEQLSH N S PRS A * AQ Y A/ESSG 

NSFFSSKVGD*RFTTTVA\PGGP 

GRRTLPGKPSPEHPHRLPELPPP 

RSPAQVCDQTLVAPHDHNTAG/ 

TPGDQVCLTLVSTSRSLSVLSK 

GCFFLHHSTLSVQAGVRHLSLV 

S*AAEPTSYL*VGPKLMAPS*KS 

LKIRTRKPRADDSPGTSRYSSA 

HTRTRKPRADDSPGTSRYSIAH 

TRMWKPRADDSRH\SRYSTGCR 

SPG QMTLH A PA DTA LHTPG/PR 

KPRADDSPGTSRYSTAHTRTRK 

PRADDSPGTSRYSTAHTRTQKP 

RADDSTGTSRYSTPLASRRHRI 

AASASWALVVLICLTL 


8501 


38869 


A 


8558 


92 


1817 


PLRMTGLCRGKGHPGLESSGSR 

RRRDGRASERRQTQRERGKTLP 

CSSHSPWWLKANASAPAVWSQ 

AHRTQKPRADDSPGTSRYSTAH 

TRTRKPRADDSPGTVPDTALQTP 

GRRSPGQMTPGTSRYSTGRGSP 

GQMTPGTSRYSTERRSPGQMTL 

QTPADTAQDAEAQGR*LQAPA 

DTALHTPGRRSPGQMTLQAPA 

DTALHTPGHRSRGKMTLQAPA 

DTALHTPGRGSPGQMTLQAPA 

DTALHTPERSEPGQMT\PRRPA 

DTALHTPGRGSPAQMTLQAPA 

DTALHTPGRRSPGKMTPGTSRY 

S1AHTRTRKPRADDSPGTSRYST 

AHTRTQKPRADDSPGTSRYSTA 

HTRMRKPRADDSRHXSRYSTGC 

RSPGQMTLQAPADTALHTPG/P 

RKPRADDSPGTSRYSTAHTRTR 

KPRADDSPGTSRYSTAHTRJRK 

PRADDSPGTSRYSTAHTRTQKP 

RADDSRHQQIQHRMQKPRADD 

SPGTRRYSIAHTRTRKPRADDSP 

GTSRYSTAHTRTRKPRADDSPG 

TQR YQT A PTRTHk' P(? A HHQPr.T 
1 ol\ T o 1 Atl 1 tx 1 ^rvrl\AUUjru 1 

SRYSTRAGCCPPGLASSAWAGL 
RLKTRKGWTW 



A r\c A 
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S tQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=posiible nucleotide 
deletion. \=possibte nucleotide insertion) 


8502 


38870 


A 


8559 


13 


299 


EKGQDILQNLFWQLRHGP1MSS 
\PSA SNTG WGSSS*SI VPSST VSS 
WSTAMKLSSSLSEELAMTFHST 
ENIVVLGWVQWLTPVVPALWD 
SEAGRSP 


8503 


38871 


A 


8560 


337 


1879 


VHVGAARRGFGVYPVLSLTVS 

GTQNCG PCLQTV VSTYQR V* PI 

SVIMVS* RLSRKETFSGRAVP1 LI 

LEPQSLS A SRT VH A I MM/HNQS 

MYVFGGCTQSSCNAAFNDLWR 

LDLNSKEWIRPLASGSYPSPKA 

GATLVVYKDLLVLFGGWTRPS 

PYPLHQPERFFDEIHTYSPSKN 

WWNCIVTTHGPPPMAGHSSCVI 

DDKMIVFGGSLGSRQMSNDVW 

VLDLEQWAWSKPNISGPSPHPR 

GGQSQLFKDAWLLHMHSGPW 

AWQPLKVENEEHGAPELWCHP 

ACRVGQCVVVFSQAPSGRAPLS 

PSLNSRPSPISATPPALVPETREY 

RSQS P VRSMDE APC VNG R WGT 

LRPRAQRQTPSGSREGSLSPAR 

GDGSPILNGGSLSPGTAAVGGS 

SLDSPVQAISPSTPSAPEGYDLK 

IGLSLAPRRGSLPDQKDLRLGSI 

DLNWDLKPASSSNPMDGMDN 

RTVGGSMRHPPEQTNGVHTPP 

HVASALAGAVSPGALRRSLEAI 

KAMSSKGPSASGRH 


8504 


38872 


A 


8561 


25 


313 
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SEQ ID 

NO: 


SEQ 10 NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possiblt nucleotide 
deletion, \=possible nucleotide insertion) 


8505 


38873 


A 


8562 


1 


1409 


MIERVLEGKWALSRAEGLHRH 

QCLEFLIHLVFQLMKVVNEMCP 

NITRJYNIGKSHQGLKLYAVEIS 

DHPGEHEVGEPEFHYIAGAHGN 

EVLGRELLLLLVQFVCQEYLAR 

NARIVHLVEETRIHVLPSLNPDG 

YEKAYEGGSELGGWSLGRWTH 

DGIDJNNNFPDLNTLLWEAEDR 

QNVPRKVPNHYIAIPEWFLSEN 

ATVAAETRAVIAWMEK1PFVLG 

GNLQGGELVVAYPYDLVRSPW 

KTQEHTPTPDDHVFRWLAYSY 

ASTHRLMTDA RRRVCHTEDFQ 

KEEGTVNGASWHTVAGSLNDF 

SYLHTNCFELSIYVGCDKYPHE 

SQLPEEWENNRESLIVFMEQVH 

RG I KG L VRDSHGKG 1 PN A 1 1 S VE 

GINHDIRTA\TDGDYWRLLNP\G 

EYVVTAKAGRFHCIHPRTCMV 

G YDMG A H K/CLNFTLSKTNVL A 

RIRRDHWRSFGKAAPSALPSPG 

G * KLRGXRKRRQRG 


8506 


38874 


A 


8563 


3 


749 


KTDHILGHKTCLKTFRKIEIISGF 

LSDHSGIKLQITMNKGNFGNHTS 

TWKLNNMLLNDQ*VNEE1KKEI 

*NHPETNDNGNATYQNL*DTG 

KE V L RG KL/I PISTY I K* VEKLQ1 

NNLTMHLKELEKPEQTKRKITR 

RKE1IKIRAEINEIEAKKTIPKFN 

ETNSWFLENIHKTNEHLARLRK 

KJjPNKIREEKJEDIITDjvEIQRII 

ixo I I AISJv W EaN LLC J L/fwr LtU 1 I 

N LPRLNNEE VQNLSRPITTTVPI 


8507 


38875 


A 


8564 


1 


842 
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SEQID 
NO: 


SE 0 ID NO: 
or peptide 
sequence 


Met 

bod 


SEQ ID NO: 
in USSN 
09/54<U!7 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


8508 


38876 


A 


8565 


i 


1203 


VPELFGNCRQLLEEVEVAT*PR 

RFRDSPGGSVQGLWTSLRRAAE 

MLFPVHLVRPRM'ILERFVPHA 

LDYLLGSRLFKEPLPLKQVNPS 

RSLDHLQR\AREHFINYLTQCH 

C YH V A EFELPK.TMNN S A EN HT 

ANSSMAYPSLVAMASQRQAKI 

QRYKQKKELEHRLSAMKSAVE 

SGQA DDER V RG Y YLLH LQR W\ 

VDISLEEIESIDQEIK1LRERDSSR 

EASTSN\SSRQERPPVKPFHSHF 

GTWLHSQSTFGAGYSKGWPTY 

RTVS\DWYE\QHRKLWSTYPDQ 

GI\AKAAPEEFRKAAQQQEDQ\ 

KKRRKRM\RTKQLPQSPGVGM 

TGSDTHP*GPMGTDRTWADLP 

TTPODVSGVHYTPI PRKTMOSSP 

PPVSWLQLCTTEGKDAKSCFAF 

SKVSSDLSVYLYP 


8509 


38877 


A 


8566 


i 


995 


GTKELLLT*LGGSPLLLT*TKPL 

GVDPL\LKGGVTQGFNEKAVFA 

ALRPSYGQPAGKPAFAGAMSL 

AGAQGSLWSVEGGNKLVCSGL 

LKLTKANVIHATVTSVTLHSTE 

GKALYQVAYENEVGNSSDFYD 

IVVIATPLHLDNSSSNLTFAGFH 

PPIDDVQGSFQPTV VSL VHG Y L 

NSSYFRFPRP*AFPLASNILTTDF 

PSFFCTLDNICPVNISASFRRKQP 

QDAAVWRVQSTKPLFRTQLKT 

LFRSY YSVQT AG VGRANPLYG 

FRPHGFPRFALHDOLFYLNALE 

WAASSVEVMAVAAKNVAFAW 

LYNRWYQDLDKIDQKDLMHK 


8510 


38878 


A 


8567 


i 


372 





wo 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8511 


38879 


A 


8568 


1 


1699 


MHAKSIKTQALADMEKLKVVV 

RDKN WV A RIIPQMTSKGHVGV 

TTTSSAKLKSQGKDSVAVKRV 

RSGLMIGFRFMVIPPYSFGPQVL 

MEIPKDADKLLCPSCAAVVLG 

QKKHETQTLSLKELPVQDNVV 

PKEDPGT WE WRT VKEG1 LEEV 

MCWLQSRVEGDWAKEERKIFH 

EGELAEAKAGRGGLASCTCCPL 

TPGKMAGPWTFTLLCGLLAAT 

LIQATLSPTAVLILGPKWIKEKL 

TQELKDHNATSILQQLPLLIAM 

REKPAGGIPVLGSLVNTVLKH11 

WLKVITANILQLQVKPSANDQE 

LLVK1PLDMVAGFNTPLVKTIV 

EFHMTTE AQ ATI RM DTS A SG PT 

RLVLSDCATSHGSLR1QLLHKL 

SFLVNALAKQVMNLLVPSLPNL 

VKNQLCPVIEASFNGMYADLL 

QLVKVPISLSIDRLE/F*PSVSCH 

QG*HHSALPGGQVVGLTGKGD 

QVWHNSAASLTMPTLDN1PFSL 

IVSQDVVKAAVAAVLSPEEFM 

VLLDSVLPESAHRLKSSIGLINE 

KAADKLGSTQIVKILTQDTPEFF 

YRPRPCQGGPTDRAGSVSLQ 


8512 


38880 


A 


8569 


t 


1060 


MGLPAQGVGGNTLAKLLASDD 

1AKGGKRNKSEASVVRNAADA 

PKVLQDLSARLMGDFELRNCN 

SPCTLLIGIVVLINAAAETLVFLS 

DHMEDQGSSQLNVAVLSYFQQ 

QDPEGQKEETAGIDLMDMASDI 

LQPKGDDVARJSWYLRDIITRY 

QETFNV1ERCPKPVIAAVHGGCI 

GGGGAAAPMPRPLASSLSSVM 

GQTVSQEAAPPPGSQGWFWWS 

FS1PGLYLLGVDLVTACD1RYC 

AQD A FFQ V KE V D VG LA A D VGT 

LQRLPKVIGNQSLVNELAFTAR 

KMMADEISSKSPVALQ/S/TKVN 

LLYSRDHSVAESLNYVASWNM 

SMLQTQDLVK.SVQATTENKEL 

KTVTFSKL 


8513 


38881 


B 


8570 


331 


1200 




8514 


38882 


A 


8571 


3 


379 


TSLTFHSPEVPSS* PPSCTR* AGA 

ARGPRPPGAAGRPR*SC*GPPGT 

RRWQS*GGTSPLGPVPGGRSGA 

ASCGLPDCEL'PLKRSAQGRNQ 

CPV*SSPRSWSRSRSEPCAARG 

WPPSACRHGNRR 



WO 01/075067 
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SEQIO 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of hist 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possihle nucleotide insertion) 


8515 


38883 


A 


8572 


384 


1718 


SLQLPRGLLPESCAADPGA*PPS 

CTR'AGAARGPRPPGAAGRPR* 

SC*GPPGT/PALAKPPSCPVVTS 

AAPTQARPMIKPQGAAWSTQK 

LP1PTSASPTQKSPIPTSASSTQK 

LPIPTAAWSTQKLP1PTAAWST 

QKLPIPTAAWSTQKLPIPTAAW 

STQKLP1 PTAASSTQKLPMPTAA 

SSTQKSPIPTAASSTQKLPIPTAA 

WST*KLPITRAAWSTQKLPIPTA 

ASSTQKYTIATAASYHAKATDA 

WST*KLPIPRAAWST*KLPIPTA 

AWSTQKLPIPTAASSTQKSPIPT 

AASSTQKLPMPTAAWSTQKLPI 

PTAAWSTQKLPIPTAASSTQKL 

PMPTAASSTQKLPMPTAAWSTI 

TTMGATTH\GPSTDTQNVVFLH 

PRCPEQASSQRSGAGAD*GLSN 

PKVSSAEAPSCAKDEPEVEKGR 

GPAPWTSQRWRRAVGRPRG 


8516 


38884 


A 


8573 


302 


543 


KLHLG WGKTPG* H WG LY *NLP 
RLNGPNSLMPSLRRVRRNKAR 
OVT^IAGCALOMEOWMHGMT 
RHPTRISTPITAAREVRI 


8517 


38885 


C 


8574 


253 


396 




8518 


38886 


A 


8575 


1107 


1751 


LQDLSQYFGGSQLIKT*1G*TTSI 

ITNSNL*TTLEM/SVKGIAEQLG 

TNCQMAWENR1ALDMILAERG 

GVCIMIKTECCAFIPNNTAPNGS 

ITKALQGLTALSNELASSSGVN 

DPFTGWLEKWFGKWKGITASIL 

TSLTAVMGVLILVGCCVIPCICG 

LVORHRGPPLVVIETKPLGLER 

LAGLPVGHALKLGSG1QATPQN 

GENADRREAFPAAS 


8519 


38887 


A 


8576 


1 


1365 




8520 


38888 


A 


8577 


3 


263 


QL1LKDKF1TQSAADIKEKLQKS 
TLGPERN LKTLLNLAT/CCFL* * 

RSGG AG GTGQTR* EKGHH FSH 
GPRASGL\VRLWNAESLGKSNA 


8521 


38889 


A 


8578 


365 


470 




8522 


38890 


A 


8579 


1 


1278 




8523 


38891 


A 


8580 


23 


257 




8524 


38892 


A 


8581 


1 


1812 





WO 01/075067 
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SEQII> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


8525 


38893 


A 


8582 


265 


699 


LLGSTVLFHDPQLLIELYHSSHG 
PKVPFLGIREAKNSRSENTRLAT 
ILGAGLLPSWKWFTTILGAL*A 
RTPR*HFGNH/VTDIQS/RIEAVK 

LvJM br K.M v^bK. I K1YRRPLDRPA 

orKSDVNDIKOTPREElSAAKAPL 

i i> dxi c xrec 
LKrNbAUbb 


8526 


38894 


A 


8583 


2 


181 




8527 


38895 


A 


8584 


1 


69 




8528 


38896 


A 


8585 


1 


674 


MDLNYTLEQMDLTDIYRTFHPT 

TTEYTFYSTGHGTFSKTDDVIG 

HKMSLDKFKKIEMISNTVSDHS 

GIKLEINSERNLENHANTWKLN 

NLLLNECWVKNKMKMEIKKLF 

ELNDNNDTTYHNLWDRAKVVI 

RGKCIALNTYIKKSERAQTDNL 

RJKNKNHMIIS1DAEKAFDKIQH 

Kf J nM^HNAbWUMbMHbbNW 

XID^ 

NKO 




3»»9 / 


r> 
fc> 


Of 


1 


4 i j 




8530 


38898 


A 


8587 


1 


516 




8531 


38899 


B 


8588 


110 


382 




8532 


38900 


A 


8589 


140 


253 


QNKACQHPPKITRVHQQWIQT 

KKKSSIYLKKEFRRLV1KL1REA 

PEEGKAQCKEVQKLIQKVQGEI 

I DEI DTINKKQPKLQETMDTLTK 

MQNAQESLSNRJEQEEEHSKSL 

ENIFGS1MEENFPSLARDLDSQI 

QEAQRTPGKFITKRSSPRHIVIR 

i ci^x/i^xv cd it D\/yoriVDi'vi\/i 
LoKVN. 1 NfcKJLKV VKl^JvKJvXI VL 

I/" C * fof~Kl\ ATlf 1 CTC DI/XIUTCC 

K.b*rUNIvl 1 K.yOLo 1 brKNH ! bb 
PTMnPNOPFII HI PFk'BIOFVCV 

r I VflVr iN^CCIl^LfLfiljIvIvlV^E. V o I 


8533 


38901 


A 


8590 


89 


194 




8534 


38902 


A 


8591 


2 


633 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 

* = StOD COdon. rvicc i Hl» nuplpntiiln 

deletion, \=nossiblc nucleulide insertion) 


8535 


38903 


A 


8592 


298 


2648 


GSSKILLFNQNEDDKINFELFFF 

FVASALVLVOKAFSRSWSSMA 

LADKRLENLQIYKVLQCVRNK 

DKKQIEKLTKLGYPELINYTEPI 

NGLSALHLASVSNDIDMVSFLL 

DLGAHPDVQDRMGCTPTMRA 

AELGHELSMEILAKAKADMTIV 

DNEGKVLEGTGGLTSSPLAHIA 

VALHIPRRDTQGVLFYCILPTKR 

HYRCALIALEHGADVNNSTYE 

GKPIFLRACEDAHDVKDVCLTF 

LEKGANPNAINSILKLLFAYNG 

DVGLIS1NGNTPLHYAAMGGFA 

DCCKYIAQRGCDLKWKNLDHK 

TPRAVAKEGGFKAASKEIRR/C 

RENR* *TSQARSQKSQIPL WAL 

RLHD WS VEREA FLREAFA VLD 

RGDGSISKNDFVMVLEE\SRIM 

QAQNSWLPFAHLHEKTRGGGV 

N IN* ILLKEPDILN KSF VLGSYGP 

KKKEKGMGKKGKKGKFVLPLP 

ICVIPEYAFPRRQDGGPPYYMIE 

TYKNVTDSSRFNRDHPPEHPIQ 

DDSVWYIDDSEKVFSNINIITKA 

GDLASLKKAFESGIPVDMKDN 

YYKTPLMTACASGNIDVVKFLL 

EKGYASPSGQQDIVELLVESGA 

LIDAASINNSTPLNRAIESCRLD 

T VKYLLD1G A K FQLENRKGHS A 

M D VAKA YA D YRI I DLIK.EKLDN 

LPKPAENQKLKGKTPP1LKTEG 

PEIKKEEELLSSIYGVPTTSEGK 


8536 


38904 


A 


8593 




838 


MGRGWTQAVGPRWSGGSSCTL 

YSVGADGRGQGHQSRGCRPPG 

PPSASSAPCLAWGAAGRARRE 

GLRQNAERSSPLTAPAGRP*PC 

GAGPCRR*SR*R\PLVGCLRPW 

ASPGTGAACGRCCCPPP*P/P*P 

NPWHFTVSKAFSYMPSTTA/RL 

VRGPRLLVGPVPVAPYIPP/PGS 

PASRRGSRCRGRSRPSPRPRPSV 

LSCHGVSL*TGPSLPGWLLQ1W 

QRSAQMS/P/PPKGPP*GSREGPP 

PP/GPALLPAAAPGGQGHRAPA 

AGSCGRRAAARRMEWVRNSPP 


8537 


38905 


B 


8594 


1 


2700 





wo 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
local ion of firs 1 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn. 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8538 


38906 


A 


8595 


1 


1240 


FPPYATNEIGKVTGLNRRELGH 

GALAEKALYPVIPRDFPFTIRVT 

SEVLESNGMRRIGQPPASSRPV 

RRVRAPLPPPLLEVRAPLPASRP 

SGEVLCTVTFDSLESGIKSDQVI 

TAINGIKDKNFMLHYEFPPYAT 

NEIGKVTGLNRRELGHGALAE 

KALYPVIPRDFPFTIRVTSEVLE 

SNGMRR1GQPPASSRPVRRVRA 

PLPPPLLEVRAPLPASRPSGEVL 

CTVTFDSLESGIKSDQVITAFNGI 

KDKNFMLHYEFPPYATNEIGKV 

TGLNRRELGHGALAEKALYPVI 

PRDFPFTIRVTSEVLESNGSSSM 

ASAQGGSLALMDSGVPISSAV 

AGRTN*DWSPKPDPEKGEIRKI1 

VC*QIFLGIEDYNGDMDFK1AG 

TNKGITALQADIKLPGIPIK1VM 

EA1Q0ASVAKKE1LQIMNKTISK 

PRASRKENGPVVETVQVPLSKR 

AKFVGPGGYNLKKLQAETGVT 

1SQVDEETVFCNLHQHPVLMLE 

GKRLSFTEICKDDQEQAIRNLG 

AVILPAHNNWKSEILGVMGK1I 


8539 


38907 


A 


8596 


152 


305 


DNQNG KLI KCS* PCN F V H RA P Y 
AVEITVLRFHCNWTVQVAQRE 

DTn II 1 XT' 


8540 


38908 


C 


8597 


414 


611 




8541 


38909 


B 


8598 


1 


403 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Ammo acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


8542 


38910 


A 


8599 


1 


1702 


MDSDEGYNYEFDEDEECSEEDS 

GAEEEEDEDDDEPDDDTLDLG 

EVELVEPGLGVGGERDGLLCG 

ETGGGGGSALGPGGGGGGGGG 

GGGGGPGHEQEEDYRYEVLTS 

EVMiLQHMVECIREVNEVIQNPA 

TITRJLLSHFNWDKEKLMERYF 

DGNLEKLFAECHVINPSKKSRT 

RQMXNTRSSAQDMPCQICYLMY 

PNSYFTGLECGHKFCMQCWSE 

YLTTKIMEEGMGQT1SCPAHGC 

DILVDDNTVMRLITDSKVKLKY 

QHL ITNSF VECN RLL K WCPAPD 

CHHVVKVQYPDAKPVRCKCGR 

QFCFNCGENWHDPV\QCKWLK 

KW1KKCDDDSETSNWIA ANTIC 

ECPKCHVTIEKDGGCNHMVCR 

NQNCKAEFCWVCLGPWEPHGV 

SAWDTVPV*NEDDAKAARDAQ 

ERSRAALQSYLF\YC\NRYMNH 

MQSLRFVEHRLYAQWTQTMEE 

MQQHNMSWIEVQFLKKAVDV 

LCQCRATLMYTYVF\AFY\LKK 

NKPSFHIFENNPKARFDEMATE 

GLSG\YLGTRKFPKDS\LQDIKQ 

KVPRPSTRYCESRRKGFVTSMC 

HEGYEKDLWEYIED 


8543 


38911 


C 


8600 


118 


219 




8544 


38912 


c 


8601 


16 


408 




8545 


38913 


B 


8602 


1 


996 




8546 


38914 


B 


8603 


I 


1302 
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SEQ1D 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=$top codon, /=possihle nucleotide 
deletion, \= possible nucleotide insertion) 


8547 


38915 


A 


8604 


983 


2127 


DNWKS1RGSCWQDPRELLTFM 

APCIGVVVMQTTR*K*NTLAGH 

PSAGVCWCVTSAAACTGAWD 

ATS PLSSTFATA PG LPRCCSQ A S 

PAPRAEPLHGQPGAPPHALKRP 

PGLPWP* PQ E A RQ YRHNQ A Y A 

YSIQGDGAEDDDERIVRFHTRV 

IN H KKRKNSPRI VQSNDLTEA A 

YSLSRDQKRMLYLFVDQIRKSD 

GTLQEHDGICEIHVAKYAEIFGL 

TS AEASKDI RQALKSFAG KEVV 

F YRPEEDAGDEKG YESFPWFI K 

RAHSPSRGLYSVHJNPYLIPFFIG 

LQNRFTQFRLSETKEITNPYAM 

RLYESLCQYRKPDGSGIVSLKID 

WIIERYQLPQSYQRMPDFRRRF 

LQHIFVLRERPETVLIDLIQRTK 

DAVRELDNLQYRKMKKLLFQE 

AHNGPAVEAQEEEEEYGWNLD 

RAYDYVKERRTVTKPNPSFMR 

QLEEYQGILLARPKRTAYIYGS 

VYRRCGYADHKVEIKHPGWAS 

ISRGVLVCDECCSVHRSLGRHIS 

IVKHLRHSAWPPTLLQSGFPGP 

SRRAAPRAARGPTPRTEEAAW 

AAMALTFLLVLLTLATLCTRLH 

RNFRRGESIYWGPTADSQDTVA 

GSPDHGLLAFAYHRLVRFLLW 

VLCPGWAFFLVNSSRGGVFNPI 

TFLYHPCAHPWLKLQLALLAY 
ACMANPSLTPDFSLTQDRVD1E 


8548 


38916 


A 


8605 


I 


224 


RKQEWLSKQKENIQHFQAEEE 

ANLLRRQRQYLELECRRFKRR 

MLLGRHNLEQDLVREELNKRQ 

TQKDLEHAMLLRQHESMQELE 

FRHLNTIQKMRCELIRLQHQTE 

LTNQLEYNKRRERELRRK.HVM 

EVRQQPKGLKSKELPNKKSSFQ 

GYLQNSQTRQYKALRNHLLET 

TPKSEHKAVLKRLKEEQTRKLA 

II AFOYOHSINFMLSTOAVSLLF 

LGQNKFSAPFLPPP*AVSEQLCA 

HSLV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possihle nucleotide insertion) 


8549 


38917 


A 


8606 


1051 


1875 


SDQLTAHLLNCVEVAELQFLHR 

FMI,SF!P!HHLRLFTAPAQDASL 

VPLKGD1LGVKLSGDDGRGKP 

AQHLFLSGLSSSQQQLPVLPSQ 

CQSLCVHHPAVVVNLHDHGAC 

VSCLPDLGP*RQSCGSLAARSC 

GQSPGVWCLPSGSGRSSTLCRC 

H*GRSWTPGAPS**TPISSPRRSP 

GPCAASPGARGCPPAASPPAGS 

PGTEAPAAPAPGPGYSQPPGAL 

SSRCDSPCPRLRRAPGAHGHTP 

RCPSVVARCRGVRPRGSSCSMS 

TSLTRSCSKL 


8550 


38918 


A 


8607 


714 


2148 


MPAVAKSKFINRSKRRMCPQV 

LRSASPIQEGEKISANENSLAVR 

STPAEDDSPGDSQVKSEVQQPV 

HPKPLSPDSRASSLSESSPPKAM 

KKFQAPARETCVECQKTVYPM 

ERLLANQQVFHISCFRCSYCNN 

KVLSLGT YASLHGRI YCKPH FNQ 

LFKS\KG\NYDEGFGHRPHKDLI 

GQAKMKTEEILER\QPQLANAR 

ETPHSPGVEDAPIAKVGVLAAS 

MEAKASSQQEKEDKPAETKKL 

RIAWPPPTELGSSGSALEEGIKM 

SKPKWPPEDEISKPEVPEDVDL 

DLKKLRRSSSLKERSRPFTVAA 

SFQSTSVKSPKTVSP\LIRKGWS 

MSEQSEESVGGRVAERKQVEN 

AKASKKNGNVGKTTWQNKES 

KGETGKR/R*GKVHSLEMENEN 

\FV\ENGARLPIEDDNQLPPKQQ 

SSTKNPSLLEFGPSFVDNHLLLK 

EFTRQNQKSQDVELWEGEVVK 

ELSVEEQIKRNRYYDEDEDEE 


8551 


38919 


A 


8608 


1 


4479 


MCFSPKKLYKHEIHKLKDLTCL 

KPSIESPLRQNRSRSIEEEQKQE 

ENGDSQL1LEKJQLPQWS1SLNM 

TDEHGNLVNLVCD1KKPMDVY 

KIHLNQTDPPDIDINAMVALDF 

EYPMTQENYENLWKLIAYYSE 

VPMKLHRELMLSKHPRVSYQY 

RQDADEEALYYTGVRAQ1LAEP 

EWIMQPSIDIQLNRPQSTAKKV 

1 I Q VVNlPl VQfVfM A TVhTPHA DP. 

RS WVM I EPSRA VQKDQTVLEG 
GRCQLSCNVKASESP 
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SEQ ID 

NO: 


SEQ H> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


8552 


38920 


A 


8609 


1 


9009 


MDEFAPGKHLATSGDLFGDHN 

YGRRTYHTLEVKCAEEHPAVS 

DPFQRQSLRALSPLSEDLPPSSG 

LRSGLTKLELLMIHGNEIPS1PD 

GALRDLSSLQVFKFSYNKLRV1 

TGQTLQGLSNLMRLHIDHNKIE 

FIHPQAFNGLTSLRLLHLEGNLL 

HQLHPSTFSTFTFLDYFRLSTIR 

HLYLAENMVRTLPASMLRNMP 

LLENLYLQGNPWTCDCEMRWF 

LEWDAKSRGHSCRGCAHSLSH 

EIQLAKGFCEMLLL 


8553 


38921 


A 


8610 


1 


4971 


MKASGILKCKKDKAYEGGQLC 

AMCFSPKKLYKH E 1 H KLKDLTC 

LKPSIESPLRQNRSRSIEEEQKQ 

EENGDSQLILEKIQLPQWSISLN 

MTDEHGNLVNLVCDIKKPMDV 

YKIHLNQTDPPDIDINAMVALD 

FEYPMTQENYENLWKLIAYYS 

EVPMKLHRELMLSKHPRVSYQ 

YRQDADEEALYYTGVRAQILA 

EPEWlMQPSIDIQLNRPQSTAKK 

VLLSYYNQYSQTIATKDTRQAR 

GRSWVMIEPSRAVQK 


8554 


38922 


A 


8611 


1 


1283 


LSFTTCSTFSTNYRSLGPAQAPS 

YG/SRPVSSVASVYAGTGNSGS 

RISVSCSTSFRGSMESGGLAAG 

MT/GGLAGMGGIQNEETMQSL 

ND/*LASYPDRVRHLETKNRKL 

ESKIWEHLEKKGPQVRDWSHY 

FKTIRNQRAQSLAITVDNACIVL 

QINNTHLAADDFRVKYETELA 

MCQSVESNIHGLCKVNDDTNV 

TRLQLETEIKALKEELLFMKKN 

HEEEVKGLQAQIASSGLTMEVD 

PXKSQHLAKIMA AIRAQY DELA 

WKNGEELDKYLSQQIEESTTVV 

TTQSAKAGAAEMTLTELRCTV 

QSLEINLNSMRNLKASLENSVR 

EVKACYTLQMEQLNGILLHLGS 

ELAQTQAKGQCQAQEYEALLN 

IKVKI FAFIATYCHLLEDGKDF 

NLG DALDSSNSMQTI PKTTTHQ 

RVDGKVVSETNDTKVLRH 
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SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 










A 

A 


50 I Z 


z 


1 JO J 


ppoqi qpvi ^1 ^pn^yccTTDCT 
rvrv/oLor v LfOL-or UoIvJor 1 1 I 














r 0 1 IN I rvoL^VJo v ^nro T OA KrVo 














S A A S V Y A G A GG SG S R i SV v; ft 














QPRGGMfiQGGi ATGiApr*i at 
or I\OOmLioVJvJL»M 1 UlAUULAlj 














MGGlOTslFKFTMOSI TsIHGVASY 














1 HRVR^I FTFNRRI F^IRPI-II p 














KKGPf>VRDWSHYFKlIFni RAH 














IFANTX/DNARIVl OirVNARl A A 














DDFRVKYFTFl AMROWFMni 














hgj Ri^vinrnTsiiTRi m ftpipa 














i wppi i PMi^^WH\PPP\/vr:i c\ a 














ylA JOVJ \L» 1 V C V \i7Ai J\OV^L/L«AI\.\ 














1\MADIR\AOY*RAOI rSJ^NRFFM 














ni^" vuAcr\oiPVCTTvvTrr\c a p 

Ufv Y WxoV^V*^"^ 1 1 V V 1 IV^oAti 














V\OAA\FTTI TFT RRTVO^M Fin 

v\Unn\Cl 1 L 1 LL/I\[\ 1 V V^oXLrOlU 














T n^MRTsIl V AQf FtJ^I RPVPA/R 




























ot\r AFnnpnA\nFVFAT i Pi-rn 














O^^l FAFIVATYRRI 1 FDriFDFN 














i \rsnAi n<i^K <i motion tttrri 














VUUKV VMfc 1 IN\LI I K.VLKM 




38V24 


A 

A 




1 nf\ 
1 f\) 


Syy 




R^7 


JoVZj 


A 
r\ 


RAM 


141 


9R7 
zo / 


I P^RRAfiT HTP^PPPI ^1 PPACR 














APVRPFPT ft*APPPAPRRPVPQT 
r\r V ISxDrLIV nrrr Ari\Ar V r O 1 














Ton 


RSSR 


1RQ96 


A 
r\ 






S74 






JoyZ / 


A 
A 


RA1 A 


^9 


77H 




R^£A 
ojOU 


1RQ9R 
JO7Z0 


A 

A 


RAI7 


1 ^R 

I JO 


1AR 




R^£l 
OJO 1 




A 


RA1R 


1 1 1A 






RS69 


J07JU 


n 
0 




1 

I 


fill 






J07J 1 


D 
D 


OOZU 


191 
JZ 1 


9914 




Of /;yi 

ojo4 


1 COT) 


A 


RA9 1 

ooZl 


1 7fk 

1 /u 










A 
A 


RA77 
oOZZ 


19^ 


799 
/ZZ 


1 IPI PT-41 VPPVI T 1 PRrkT OUIIMA 














L> IN ivi ivL' A V ivT r vv^rLrV lrrtvcOL> 














^R^SfiA/nDRFI AfiP*! 1 SROACi 














i OTrsppn SI 1 PTPWAP/AAAP 

L«VJ I V/OI I V^LrOJ^L^r i I Tt ai //\AAr 














ASl TATPPPAPRRPVPSTTOni RS 














AQARwnTnprii m oprppju 


OJOO 




c 


RA91 


I 

I 


1440 






J07JJ 


A 


RA94 






1 PSHGAfil GTrSPPPI SI PPPI W 














A p/A A APPPROA PPPAPWPPVPS 














TTOGl RNASTRRRTGROl HMI 














WPFPASI KSSPATI PrFHPAPTT 














i TFSrSSIslMOT 


ODOO 




A 
A 


oOZj 


zuuy 


9997 
ZZZ / 






icon 


0 
D 


oOZO 


1 C9 
1 oZ 


1 J 1 J 






IROIR 


A 


RA97 


407 

H7 / 


761 


MHTSP1 PI GPGTTAFFI PSI VA 














GFGTCSPPCLSLPPTPWAPVRPE 














PPR*APPPAPQRPVPSTTQGLRN 














A STRH RTGRQLHLQPRCG I H 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


8571 


38939 


A 


8628 


218 


855 


GAGLGTCSPPCLSLPPTQRAPV 

RPEPPRRAPPPAPRRPVPSTTQG 

LRSASTRHRTGRQLHLQPQCGV 

H*VKPAGLLSLALETRTNPAA/ 

DKHLWQSIISLQLKSDLLKEML 

GSQTGNGNVQDVLRYLVKSET 

QKAIKVSLDCVRKRYYRSSLSL 

OLKLCDCWGOALFSSALTLDP 

KEVVVRDLEELSNYKTTLEGSG 

IFDSVARVREESEAEGT 


8572 


38940 


A 


8629 


350 


615 




8573 


38941 


A 


8630 


186 


566 


RLLSPAACRSGTMIFPSIHPSQC 

RMIGLGWKK*SSVITNATPWAP 

VPPEPPGRAPPPAPGRPVPLTTQ 

GLRSASARRRTGROLHLOPOCG 

1HWVKPAGLLSHEGPRLRSSSO 

SDQEPTNSGHSGMCL 


8574 


38942 


A 


8631 


656 


874 




8575 


38943 


A 


8632 


415 


634 


LPSRGAGLGNCSPPCLSLPPTPW 
APVQHKPPRRAPPVPTPRHPVPS 
TTQG LRN A S A WRRSG RHLHLQ 
PQCGIH 


8576 


38944 


A 


8633 


2 


264 


NKQPIWIPSRHLKPYHEPDAKE 
EIPGGS*GPTSCSHVETDAEEDP 
NCHEQHLSNTATHLGTDQEAVI 
DGRRKPEESRTTSHICRCRS 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, ^possible nucleotide 
deletion, \=possib1e nucleotide insertion) 


8577 


38945 


A 


8634 


1 


1743 


MGQVWALVHSTLETFHTDEEE 

GEYNEVTEQVCLPAKAGSAAV 

DLCCTK A VSLLPGESPQKV PTG 

AGGPLPAGMTGLLLGRSSLNIK 

AVQVQTGVTDSDYNGEIQIVTS 

TSVPWKAKPGDHIAQLLIVPKK 

FARFEGTASSGKTKFLPRFRJSF 

LMAAIVKPPEPIPLKWLTDKPI 

WTEQWPLSKEKLEALEDLITQQ 

LKKGH1APTFSPWNSPVFI1KKK 

SAEQDCEWFVFTILAVNNLQLK. 

PAKRFHWKVLPQGPNQQPIWIP 

SRYLKPYHKPDAKEEIPEGSQG 

FPVAAMSRLTLRRTPTVTSNTH 

RTQPPTWGQ1EKLPQMAEENLR 

KAGQPVTISNW1LPR1TKFKPIE 

GAENVFTDGSSNGKASYSGSK 

GPLTEGNQMADRLVAKVISNA 

RHFHNLTHVNASGLKRRYSIT 

WKEAKAIIQRCPTCQVMLSAAE 

QHLQKSAAKTEAEKLVWWRD 

PITKSREIGKIITWGRGYACVSP 

GPNQQPIWIPSKHLKPYHKPDA 

GEKIPGESR/ETPGCSHVKTDAE 

E A VTDG G R K PEESG TTSHN E* F 
NDSGDHHCLQQGL 


8578 


38946 


A 


8635 


820 


1344 


PDGTTRDAGRGDLRSVSWETL 
RGCPAVRKDSIGWIRLSRTLKK 
NVHLCPLPRGQGLFVCPVTSSS 
PQHJSSHRGFWNISKDAPMSWP 
GSYSCHNVVAPVGQGQ*SRRA 
RMI RGI 1 SKAOHH^FPTnOAtn 

LEITKFTFTWTD*VTLGQ*FMLS 
ES*SSCKPNSCCPVQCLVHSGG 


8579 


38947 


A 


8636 


3 


760 
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SEQIO 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


8580 


38948 


A 


8637 


1 


1354 


MGISCPGSSKMLNSRALPVLKL 

TQGALRDCKERANYTNFNIYK 

AVESQGKFVCVLYNGQQSPEY 

V M I PCTS V SPTGQE V PEDRG M R 

MVMKNKPNKPSKMQSLKSSKH 

LTNSVIVIAVGIFFSVTLQARDP 

QLDDAIEQLRGVCIRAWEK1TS 

GGEQYPSFSA1KQGPKEPYIDF1 

ARLQESL K KM 1 ADS A AQD1 V LQ 

LLAFDNANPDCQAALRPIRGKA 

HLVDC1KACDDIGDGSSNGKAS 

YFGSKSKVFQTSYTSAQKAELV 

AVIEVLTAFDMPrNVlSDSSYM 

VYSTQLIENAQLRFHTDEQLMT 

LFTQLQTAFRSTMHPFYITHIRA 

RVHTPLPGPLTEGNQMADCLVA 

TAVSNARHFHNLTHVNASGLK 

CRYSNTWKAAKAIIQRRPTCQ 

MVHSSSFTGGVNPQGLEPNSL 

WQMDVTHVPSFGRLAYVHVC 

VDTFSHFVWATCQSGES 


8581 


38949 


A 


8638 


596 


1820 




8582 


38950 


A 


8639 


275 


1495 


RLGSSLLEYT/LPDQQGNIIATFE 

PFPFKFGKAHSVDYIKACDGIG 

GPLTEGNQM A DCL V AN A I SNA 

RHFHNLTHVNASGLKRRYS1T 

WKEAKAIIQQCPTCQMVHSSSF 

TGGVNPRGLEPNSLWQMDVTH 

VPSFGRLAYVHVCVDTFSHFV 

WATYQSGESSACVS\KHPLLQC 

FVVVG1PAFIKTDNAPGYTSQA 

LATFFSVWNIKHITGIPYNSQGQ 

AIVERMNLSLKQQLQKQKGGN 

RDYR/TTP*MQLNLALLTLNFLS 

LPKGQMFSAAEQHLQKPAAKT 

KTEQLIWWRDLITKSWEIGKIIT 

WGRGYAY1SPGQNQQPIWIPSR 

HLKPYHEPDAXRKRLQEDPEDP 

PsCSHVK.1 DADcDrNCHbQHPb 

NTAIHLRSDQEAVTDGRRKPEE 

WSGTRTWWRPWSCRT 


8583 


38951 


A 


8640 


232 


789 


ERPWGPEGNSEGSFCPKGLBPR 

TCLRGPAASAAAGAEGRQDPP 

GGPWCSPAAGDLGSPGVQSPG 

GGSPRGAQVAMSGSRRRRAEP 

GVWGALQ*HRR*ARRMHSFPP 

SL/PLL*NG*SPLFLVSKCLTGSP 

LRSASPCPPAARSC*KHPDSSPG 

VtC.DC A I? r^lQ PA 1 UPAI PCI ADDA 

APGRSFPLTSRK 


8584 


38952 


A 


8641 


I 


149 
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.SEQ ID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8585 


38953 


A 


8642 


1 


2541 




8586 


38954 


A 


8643 


1 


989 


MQRGQQ ATGSS AN A WGILQPK 

WVQTGPDNKRMARNVLKYER 

LLAESPNHVVAEAVIQRPNIPHL 

QTRDTYEGLCQTLGSQPTLYQ1 

PSL YCSY ETNSN A YLLLQP1RKE 

V1HLEPYIALYHDFVSDSEAQK.1 

RELAEPWLQRSVVASGEKQLQ 

VEYRISKSAWLKDTVDPKLVTL 

NHRIAALTGLDVRPPYAEYLQV 

VNYGIGGHYEPHFDHATSPSSP 

LYRMKSGNRVATFMIYLSSVE 

AGGATAFIYANLSVPVVRVVQ/ 

WPGTS*AFDNQCQNAALFWW 

NLHRSGEGDSDTLHAGCPVLV 

GDKWVANKWIHEYGQEFRRPC 


8587 


38955 


A 


8644 


2 


505 


AWLKDTVDPKLVTLNHRIAAL 

TGLDVRPPYAEYLQVVNYG1G 

GHYEPHFDHATSPSSPLYRMKS 

GNRVATFMIYLSSVEAGGATAF 

1YANLSVPWRVVQ/WPGTS*A 

FDNQCQNAALFWWNLHRSGE 

GDSDTLHAGCPVLVGDKWVA 

NKW1HEYGQEFRRPCSSSPED 


8588 


38956 


A 


8645 


298 


401 


KKSLLVRRSWRMKELKKXIGQ 
Y*RKLGRLKGKA1 


8589 


38957 


A 


8646 


1 


417 


FRAAPAPESGGESVFGETHRAL 

QGAMEKLQR/RLWKEKVDLKE 

RVEKLELQF1HLSGQTDT1GRK 

YISQGAVSETQHWE/KED1VRL 

AQDQEEMKVNLQELR/EQVLQ 

LVG DHKEGHG K/FLTI AQNPAD 

EPTLGAPIAQELGC 


8590 


38958 


A 


8647 


2 


430 


AAVKPLGSAETAVP1ARLGCRR 

FSRSRCCRRRGRGSLLSFSAAK. 

VAFFNSAGANAQEEQRVCCQP 

LAHPVASSQKKPEVAAPAPESG 

GESVFGETHRALQGAMEKLQR/ 

RLWKEKVDLKERVEKLELQFIH 

LSGQTDTHNKISY 


8591 


38959 


A 


8648 


1 


2769 




8592 


38960 


A 


8649 


1 


314 


FVNLFEIPVRVVEFGATCRAVA 
EPEQQR* SPSARPRPPCPLLASV 
AAALAAAAAAAAGGEAAYCL 
SPRRR*GAVSARPAGEPREPHE 
WDN RRSDFKRR RRG RDG 


8593 


38961 


B 


8650 


46 


307 




8594 


38962 


C 


8651 


1 


4584 




8595 


38963 


B 


8652 


438 


532 




8596 


38964 - 


B 


8653 


832 


927 
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SEQID 
NO: 


SEQID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8597 


38965 


A 


8654 


320 


1136 


RIMET1ANLSSQSPVSLPLRVGL 

AEYLEMEED/DLDSEQEAPRPM 

PNIPGDLESREPVQVAFFNSAGA- 

SAQEEQRVCCQPLAHPVASSQK 

KPEVAAPAPESGGESVFGETHR 

A LQGAM EKLQVTTL WKEKVD 

LKERVEKLELQFIHLSGQTDTIV 

SERLGHRWGELPGHPRGPSI*A 

MSSCRKVHQPGGSVRDAALGE 

EDIVRLAQDQEEMKVNLQELR/ 

by VLv/L VuUHIvtOHOK/r L I JA 

yNrAUbPlLUArVAVJbLUCAL) 

tyOUr Y rRbr LUC 


8598 


38966 


B 


8655 


97 


235 




8599 


38967 


A 


8656 


1 


2104 




8600 


38968 


A 


8657 


~* 
j 


1107 


FMTTDERKLFNHLKSPHLKYW 

VPFIWFGNLATKARNEGRIRDS 

VDLQSLMTEMNRYRSWCSLLF 

GYDWVG1PLVYTQVVTLAVYT 

FFFACLIGRQFLDPTKGYAGHD 

LDLYIPIFTLLQFFFYAGWLKVA 

EQLINPFGEDDDDFETNWCIDR 

NLQVSLLAVDEMHMSLPKMK 

KDIYWDDSAARPPYTLAAADY 

CIPSFLGSTVQMGLSGSDFPDEE 

WL WD YEKHGHRHSM I RRVKRF 

LSAHEHPSSPRRRSYRRQTSDSS 

MFLPRDDLS/HSQGPTGCALKK 

PPQGLTHLE/DNPASQKEAPRCT 

C A U/TCPDDOrDDA nAAT VD A *D 

b A Wb5>C PPbO Kr AKi^AL Y K A r 

IIC D\/* tTI DDC 1/ /"" , LJ\/^"T#/~Mr\LJ C CD 

HorV*bLrrt>RUri\0 1 *VJlUHobK 
^TSAHIRfil PP*FRYI HI FT 


8601 


38969 


A 


8658 


3 


397 




8602 


38970 


A 


8659 


346 


474 
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SEQ ID 

NO: 


SEQ ID NO: 

of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unlinown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


8603 


38971 


A 


8660 


1 


1344 


MHSTWLCFPARLLKELPFPQGL 

FPRLTIRSASRTPPAALERVTRD 

PCAATCLDRGSLKGILGHSPFQ 

SPPVTSHCAENPNTLKAPPPYV 

G ATS AL V LSLGG P VTP WLS V EL 

SIRTFASSGLIYYMAHQNQADY 

AVLQLHGGRLHFMFDLGKGRT 

KVSHPALLSDGKWHTVKTDYV 

KRKGF1TVDGRESPMVTVVGD 

GTMLDVEGLFYLGGLPSQYQA 

RKIGNITHS1PAC1GDVTVNSKQ 

LDKDSPVSAFTVNRCYAVAQE 

GTYFDGSGYAALVKEGYKVQS 

DVNITLE\FRTSSQNGVLLG1ST 

AKVDAIGLELVDGKVLFHVNN 

GAGRITAAYEPKTATVLCDGK 

WHTLQANKSKHRITLIVDGNA 

GWR*KSHTPQSTPVDTN\NPIYV 

GGWPAGVKQKCLRSQTSFRGC 

LRKLALBRGPQVQSFDFSRAFE 

LHGVFLHSCPGTES 


8604 


38972 


A 


8661 


3 


92 




8605 


38973 


A 


8662 


2 


158 


HTFPTFSSSPHLVMMIQPSSSSP 

PPPLPPPPPSS\PPLPLPPSPPPLLL 

FFL 


8606 


38974 


A 


8663 


21 


471 


DGPQDQPPHQPSSSSPPPPLPPPP 

PFPPPLPLPPSPPPLLLFFCSDEA 

LLCCHTGVELFFVIFAYCSG/PE 

TEPA ISPR Y ASSSG LNGFPLPRT 

PPAYA'IPSSGIHFNPSLAIKPST 

TTTL VRTPTTH H HSRRPT1TTQS 

STTAPSRLHP 


8607 


38975 


A 


8664 


2 


105 




8608 


38976 


A 


8665 


3 


265 


RKDLYANTvALSGGTTMYPGIA 
DRMQKE1TALAPSTMK1KIIAPP 
ERKYSVWIGGS1LASLSTFQQM 
WISKQEYXDESGPSIVHRKCF 


8609 


38977 


A 


8666 


3 


757 


NTP\AMYMAIQAVLSLYTSGRT 
TGIAMDSGDGVAHTVPIYEGYT 
LPH A I LH LDLAG WDLTD YFMKI 
LMECSYRFTTMAEQE1VCD1KE 
KLCN 1 ALDFEH KM ATG A SSSSL 
EKSYEVPDGQV1TIGNEWF/*VP 
E A LFQPS/MG M ESCG IQETTFNS 
1MKCDVDICKELYAKMVLSSGT 
TMYLGIADRMQKEITALGRPST 
LRFRFIAPP/ERRKYSV\WIGG\SI 
LASLSTFQQAM WI\SKQE\YDES 
GPLHPSTANCF 



wo 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8610 


38978 


A 


8667 


3 


171 


CPLCRGNHWKVHCPSGR/MVP* 

VRSPQPDDPTTGQRVPGASASS 

CHHPH*APGTFNH 


8611 


38979 


A 


8668 


1 


325 


SPSRTCYQCGLQGHF*KDC/TSE 
KPPPRPCLLCQGNHWKVHCPR/ 
VTKVLWVRSPQPDDPATGLRV 
PDD* EHTI RRAYA LG K.SAVTSK 
PPPPYPA RSRLNVRR LCS LATN 


8612 


38980 


A 


8669 


3 


377 




8613 


38981 


A 


8670 


1 


423 




8614 


38982 


A 


8671 


1 


1659 




8615 


38983 


A 


8672 


1 


1449 


MVNDTDRPKVQVEYKGETKIF 

YPEEVSSMVLTKM KEIAEA YLG 

KTVTNAVVTVPAYFNNSQHQA 

TKDAGTIAGLNVLRIINEPSAAD 

IAYGLDKKVGAERNVFIFDLRG 

GTFDVS I LHQDGIFEVKSG DTH L 

GEEDFDNRIVSHF1AEFKHKYK 

KDITIRDVKLDKSQ1HDIVSIGG 

YTHIPKIQKLLQDIFNRKELNKS 

INLDEA V A YG AA VQA Al LSGD 

KSENVQDLLLLDVNPLSFGIEL 

AGGVMTV/LPVLIICHSTTIPTKQ 

TETF*QPIYSDNQPG\YEGECAM 

TKDDNLLDKFELTG I PSAPHG V 

PQIEVTFDIDANGILNVSAVDKS 

VGKENTITTTNDKHRLSKEDM 

NIWSAEKYKAEDKRQRDKVSS 

KNSLESYAFHMKATVKDEKLQ 

GKINGEDKQKJLDKFNEVIKWL 

DK.NQAAK.KttrtHQQTELEKV 

CNLIISKRYQSAGGMPGGMPGG 

FPGGGAPPSSGASSRPITEEVD 



wo 



01/075067 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unttnown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


8616 


38984 


A 


8673 


18 


1388 


TRLQLLGFLWLPSLLEPGLHPS 

NHGPRGPAVGIDLGTTYSCVGV 

FQHG KV\EI 1 ANVDQGNRTTPS Y 

VAFTDT\ERLIGDAAKNQVAMN 

PTNTSF*LPNGLIGR\RFD\DAVV 

\QSDMKHW\PFMVVNDAGRP1C 

APS*NTKGETKSL\YPEEGVFLW 

V*PKMK\EIC RSLTLG KTVTN A\ 

VVTVPS\YFNDS\QRQATKDAG 

TIAGLNVLRI\INE\PTAAA1A\YG 

LDKKGLEQKRNRAHLLTWGG 

GTFXDVSI LTIED\GIFE\VKSTAG 

DTHLG/GEEDFDNRMVNHFIAE 

FKRKHKXD1SENKRAVRRLRTA 

CERAKRTLSSSTQAS1EIDSLYE 

GIDFYTSITRARFEELNADLFRG 

TLDPVEKALRDAKLDKSQIHDI 

VLVGGSTR1PKIQKLLQDFFNG 

KELNKSINPDEAVAYGAAVQA 

AILSGDKSENVQDLLLLDVTPL 

SLGIETAGGVMTVLIKRNTTI 


8617 


38985 


A 


8674 


2 


1559 


RYLNWIGTPTKGMSLKAFVQQ 

PHKSYWLKTLLPDNMEALQIR 

K*VPNILGTCAVSWLKGPCSDV 

A VKKFFI FSLGN Y WEGN *LI* EH 

GYKVWHSNSYLEPISPAQTPK. 

KRTTSYFSTLLCLRLRSCLSFLK 

RIECYEVNYQPLDEELDR*EPAP 

QSQGLDLSPSFDIL*DHIQSRTV 

Y YLMN I H VTPRSI YLCRHG ESE 
LNIRGRIGGDSGLSVRGKQVG 
WATHTQMGWLGCPRWAAGFP 
1LPSRPYPNAGVTLAAPVPTHDS 

V LPALPTRAGGQDETEPGLKAG 
PTGLPSAPPLEMGGGAPGKALS 
WMATPWCLPFCYVEVALTCAA 
PTVYQAVVWVLPIHYLKCSPQT 
AGQMRQCSLDMRPERGRDVSE 
GTRDHVRELREFNLWL1PPCQG 
LLPTSHMKRTIQTAEALGVPYE 
QWKALNEIDAVRCMG*ISCVW 
G * LESG 1 1 PLRDQDK YRYRYPK 
GEVRFAGWPNA*DYSPVSSLQL 
NVNLLICHQASMRCLLAYFLIKS 
SGTTLISALGMFDGI 


8618 


38986 


C 


8675 


16 


206 




8619 


38987 


A 


8676 


157 


413 


ALVCS/SSLAIREMQ1KTTMRYH 
LTPVRMAIIKKSGNNRCWRGC 
GEIGTLLHCWLDCKLVQPLWK 
SVW*FLRNLELEIPFDPAIPLL 


8620 


38988 


8 


8677 


877 


2126 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8621 


38989 


A 


8678 


i 


1731 




8622 


38990 


A 


8679 


2 


1675 




8623 


38991 


A 


8680 


1 


2142 


M1ILIDAEK.AFDKIQQPFMLKTL 

NKLCIDGTYLKITRAIYDKPTA 

NIILNGQKLEAFPLKTGTRQGCP 

LSPLLFN1VLEVLAQAIRQEKEI 

KGIQLGKEEVKLSLFADDMILY 

LENPIVSAQKLLKLISNVSKVSG 

YKINVQKSQAFLYTNNRQTESQ 

FMSEFPFTJATKRIKYLGIQLTRD 

VKDLFKKYKPLLNKIKEDTNK 

WKNIACSWIGRINIMKMAFPR 

WELNN ENTWTQEGEH HTLGPV 

VGWGKRGGIALVDIPNVNDKL 

MVLEVLARAIRQKXEIKGIQLG 

KEEVKLSLFADDMIVYLENSIV 

SAQNLKLISNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQIMSEFP 

FTIATKRJKYLGIQLTRDVKDLF 

KENYKPLLKEIREDTNKWKNIP 

CSRIGRINIMKMAILPKV1YRFN 

DI PI KLPMTFFTELEKTTLKFI W 

NQKRACIAKTILSKKNIAGGITL 

PDFKLYYKATVTKTAWYWYQ 

NRDIDQWNRTEASEVTSHIYNH 

LIFYKPDKNKKWGNDSLFNKW 

C WEN WL A ICRKLKLDPFLTPYT 

KIHSRW1KDLNVRPKT1KTLEEN 

LGNTIQD1GMGKDFMTKTPKA 

M ATKAK VDK WD VI KLK.SFCTA 

KETT1RVSRQPTEWEKIFAIYPS 

PIKKWAKNMNRHFSKED1YAA 
NRQMKKCSSSLVIREMQIKTTM 


8624 


38992 


A 


8681 


1 


1242 





WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/>40,2I7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8625 


38993 


A 


8682 


14 


1785 


FDQVEERVSVIEDQMNEMKRE 

EKFREKRVIRNEQSLQE1WDYV 

K.RLNLH L!G VPESDVVENGTKLE 

NTLQDIIQENFPNLARQANIQ1Q 

E1QRMPQRYSSRRTTPRHIILNA 

HKRK* ERYKI DTLTSQLKELEK 

QEQTYSKASRRREITKIRAELKE 

IETQKTLQKINESRSCFEKFNKJD 

RLLARLIKKKREKNQTDVIKND 

KGD1TTDPTEIQTTIREYYKHLY 

TNKLENLEEMDKFLDTYTLPRL 

NQEEVESLNRP1TGSEIEA1INSL 

PTKKSTGPDRFTAEFYQRYKEE 

LVPFLLKLFQSIEKEGILLNSFYE 

AST1LIPKAGRDTTKKENFRPISL 

MNIDAKILNKILANRIQQHIKKL 

IHYNQVSFIPGIQGWFNICKSIN 

V1QHINRTKDKNHTIISIDAEKA 

FDKIQQPFMLKTLNKLGIDGTY 

LKIMTAIYDKPTASTILNGQKLE 

AFPLKTGTRQGCPLSPLLFN1VL 

EVLARAIRQEKEIKGIQLGKEEV 

KLSLFADDMIVYLENPIVSAQT 

LLKL1SNFSKISGYKINVQKSQV 

FPYTNN RQTESQIMSELLFTI AS 

KRIKYVGIQLTRDVK.DLFKEN 


8626 


38994 


A 


8683 


1 


5127 




8627 


38995 


B 


8684 


1 


1461 




8628 


38996 


A 


8685 


2 


1879 




8629 


38997 


A 


8686 


1 


1299 


MKLPEEGSGS1ICCSAIFAVLQL 

PLVIHRQTGYGEDLQQTPTDLQ 

LRDLTDHSSSPAMEQSWMEND 

FDELNRSRLQKANKLENLEETD 

KFLDTYTLPRLNQEETESLNRP1 

TGSEIEANNNVPTKKSPGPDGV 

TAKFYQRYKEELRTVNKNHMII 

SIDAEKAFDN1QQPFMLKTLNK 

LGIDATYLKIIRAIDDKPTANIIL 

NGQKLEAFPLKTGTRQGCPLSP 

LLFNIVLEVLARA1RQEKEIKGI 

QLGKEEVKLSLFADDMIVYLEN 

PIVSAQNLLKLINNFSKVSGYKI 

NVQKSQEFL YNNNRQTENQI M 

SELPFTIASKR1KYLG1QLTRDV 

KDLFKEN YNPLLN El K.KDTNK 

WKNIPCSWIGRJNIMKMAILLK 

VIYRFNAIPIKLLMIFFTELEKVT 

TLKCI*NQKRAH1AKPILSQKNK 


8630 


38998 


B 


8687 


1 


2187 





WO 01/075067 
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SEQID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/S40,2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8631 


38999 


A 


8688 


1 


1698 


MMGDFNTPLSTLDRSMRQKVN 

KDIQELNSALHHMDL1DIYRTL 

HPKSTEYTFFSAPQRTYSKIDH 1 

VGSKALLSKCKRTEIITNCLSDH 

SAIKLELRIKKLTQNHSITWKLN 

NWLLNDYWVHNEMKAE1KMF 

FETNEIKDTTYQNLWDTFKATL 

NQEEVESLNRPITGSEIQAMINS 

LGTKK/SPGPDGFTAKFY/P\E*H 

DCISRKPHRLSPKSP*ADKQLQ 

QSLRIQNQCSKITSILIHQ*QTNR 

EPNHE*TPIHNCIKDNKIPRSPTY 

KGCEGPLQGELQTTAQRNKRG 

HKQMEEHPMLMDRKNQYHEN 

GHTAQGNL* 1QCHPHQATN DFL 

HRIGKKYSKVHMEPKKSLHCQ 

VNPKPKEQSWRHHTT*LQTILQ 

GYSNQNSMVLVPKQRYRPMEH 

NRALRNNATYLPLSDL*ET*QK 

QEMGKGFPI*QMVLGKLASHM 

*KAETGSLPYTLYKN*FKMD*R 

LKC*T*NHKHPRRKPRQYHSGH 

RHGQGLHV*NTKSNGNKSQN* 

QMGSH*TKELLHSKRNYHQSE 

QATYRMGENFCNLLI*QRANIQ 

NLQRTQTNLQ/RKKQPHQQVG 


8632 


39000 


A 


8689 


1 


5073 




8633 


39001 


A 


8690 


128 


1407 


EKKASDDQTTPSYRRKFKPKA 

KKLNTLKKI*TN/RITRITNREKC 

LKELMELKAKARELREECRSLR 

SQCDQLEERVSVMEEIQTTIRE 

YYKHLYENKLQNLEEMDKFLD 

TYTLRRLNQEEVESLNRPITGSE 

IVAHNSLPTKKSPGPDGFTAKF 

YQRYKEELIPFLLKLFQS1EKEGI 

LPNSFYEASIILIPKQGRDTTKK 

ENFRPIFLMNINAKILNKILANRI 

QQHIKKLIHHDQVGF1PGMQG 

WFNICKSRNV1 HHINRTKDKNH 

MIISIDAEKAFDK1QQPFMLKTL 

NKLGIDETYLKIIRAIYDKPTAN 

1 1 LNGQKLE A FPLKTGTRQGCPL 

SPLLFNIVLEVLARA1RQEKEIK 

GIQLGKEEVKLSLFADDMIVYL 

ENPIVSAQNLFELISNFSKVSGY 

KINVQISQAFLYTNYRQSAKS 


8634 


39002 


B 


8691 


* 

i 


\ A A") 

1443 




8635 


39003 


A 


8692 


i 


1878 




8636 


39004 


A 


8693 


i 


1479 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown t 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


8637 


39005 


A 


8694 


1 


2091 


MVFLEKISVGISRLSKQHPPFIR 

VALPLDADPTVSRIGSFQWVLG 

LADFRNEAVDPRDVQMCPEFIP 

SGGFVVFLTSGVKPQTFTVSITA 

LKGEPTQMRRNQKTNSGMMTK 

LGYLTPQKNHTSSPAMSPNQEQ 

IPDSPEKEFRRTEEASLTEGGT1 

NP1ISWAVGNGSSK1MLYHILGK 

GRKIFSSSGIKQKSIASGERQNF 

QRNDQTAAFAVHENPLFCSHR 

CWYPGKQEKCLKELMELKAK 

ARELREECRSLRSRCDQLEERV 

SVMEDEMNEMKREGKFREKRI 

KRNEQSLQE1WDYVKRPTLHLI 

DVPETLNAHKRKQERSKTDTLT 

SQLKELEKQEQTHSKASRRQEI 

TK1RAELKEIETEKTLQKINESR 

SWFFERINKIDRPLARLIKKKRE 

KNQIDAIKNDKGDITSDPTEIQT 

TIREYYKHLYANKLENLEEMD 

KFLDTYTLPRLNQEEVESLNRPI 

TGSEIVAIINSLPTKKSPGPDGST 

AEFYQRYKEELLISNFSKVSGY 

KINVQKSQAFLYTNNRQMESQI 

MSELPFT1TSKRIKYLGIQLTRDI 

KDLFKENYKPLLNEIKEDRNKC 

KNIPCSWVGR1NIVKMAILPKVI 

YRFNAIP1KLRMTFFTELEKTTL 

K.r 1 WNyKKAKI 1 K.a V LayK.N KA 

GGITLPDFKLYYKATVTKTA W 

YWYQNRDIMDQWNRTEPSEITP 


8638 


39006 


A 


8695 


1 


3514 


MELKTKARELREECRSLRSRCD 

QLEERVSAMEDEMNEMKREG 

KFREKRIKRNEQSLQEI WDYVK 

RPNLRLIGVPESDVENGTKLEN 

TLQDIIQENFPNLARQANIQIQE1 

QRTPQRYSLRRATPRHIIVRFTK 

VEMKEKMLRAAREKDRSTRQK 

VNKDTQELNSALHQADLIDIYR 

TLHPKSTEYTFFSAPHHTYSKT 

UHI VOblvALLbK.CNKi bll 1 MYL 

OUnon II\.I_^CL,iv1IS.1NLj 1 r^oivD 1 IW 

KLNNLLLNDYW 


8639 


39007 


A 


8696 


1 


2091 





WO 01/075067 
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SEQID 

NO: 


SKQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possihle nucleotide insertion) 


8640 


39008 


A 


8697 


1 


2781 


MGKKQNRKTGNSKKQSASPPP 

KERSSSPATEQSWMENDFDEM 

REEGFRRSNYSELREDIQTKGK 

EVENFEKNLEECITRITNTEKCL 

KELMELKTKARELREECRSLRS 

RCDQLEERVSVMEDEMNEMN 

DGENGTKLENTLQD1IQENFPN 

LARQANVQIQEIQRTPQRYSSR 

RATPRHIIVRFTKVEMKEKMLR 

AAREKDFKPTKIKREKEGHYIM 

VKGSIQQEELTILKIYAPNTGAP 

RFTKQVLSDLQRDLD 


8641 


39009 


A 


8698 


1 


1584 


MSISGTVRMSAKSKGNPSSSCP 

AEGPPAASKTKVKEQIKI1VEDL 

EL VLG DLKD V AKELKEQH W W 

HPISGDTATSICTVLESEKSKIK 

VTAFDVWLHLWGKGTDKQKD 

SSNFCRLKCPCLTALKRAVVLP 

ARSWRCENGQTASSSGSLTPDP 

RAANREAPPSRGRLTPHTASDG 

ENGTKLENTLQDIIQENFPNLAR 

QANIQ1QEIQRTPQRYSSRKATP 

RHIIVRLTKVEMKEKMLRAARE 

KEIQTAIREYYKHLYANKLENL 

EEMDKFLDAYTLPRQNQEEVE 

SLNRPITGPEIVAIFNSLPTKKSP 

GPDGFTAEFYQRYKEERHINRT 

KDENHMIISIDAEKAFNKIQQPF 

MLKTLNKLGIDGTYFKIIRAIYD 

KPTANIILNGQKLEAFPLKTGTR 

QECPLSPLLFNIVLEVLARAIRQ 

EKEIKGIQLGKEEVKLSLFVDY 

MIVHLENPIISAQNLLICLISNFSK 

VSGYK1NVQKSQAFLYTNNRQ 

TESQIMSELPFTIASKRIKYLGIQ 

LTRDVKD\LFEEND 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=pos.sible nucleotide 
deletion, \=possible nucleotide insertion) 


8642 


39010 


A 


8699 


1 


1722 


M AG YPSEMKLPEELSGSN ICCS 

AVFTVLQPLLLIPRQTGSGVDL 

RQTPTDLQLR V LTV RRKNN KQ 

KRTSTPKPHLY VTII KDQRSKKL 

TQNHSTTWKLNNLLLNDYWV 

NNEMKAEIKMFFETSENKGTIY 

QNLWDTFKAVCRGKF1ALNAH 

KRKQERSKIDTLTSQLKELEKQ 

EQTHSKASRRQEITKIRAEQKEI 

ETQKTLQKINESRSCFFEK IN K I 

DRLLARR1KKKREKNQIDAIKN 

DKGDITADPTEIQSTIREYYKHL 

YTN KLEN LEEM DKFLDTYTLPR 

LNQEEDESLNRPITGSEIEAIINS 

LPAKKSPGPDRFTAEFYQRYKE 

ELHINRTKDKNHMTISVDAENA 

FDK 1 QQPFMLKTLN K LVLE VLA 

RAIRQEKEIKGIQLGKQEVKLSL 

FADDVIVYLENPIVSAQNLLKLI 

SNFSKVSGYKINVQKSQAFLYS 

NNRQTESQIMNELSFT1ASKR1K 

YLGIQLTRDVKDLFKENYKPLL 

NEIKDDTNKWKNIPCSWVGRIN 

IVKMG1LPKVVYRFNAIPIKLPM 

TFFTELEKVTTLKFIWNQKRARI 

AMTILS*KNKAGGITLP 


8643 


39011 


A 


8700 


3 


1033 




8644 


39012 


A 


8701 


1 


1068 


anklenleetdkfldtytlprl 

nqeeteslnrpitgseieaiinnv 

ptkkspgpdgvtakfyqryk.ee 

lrtvnknhmiisidaekafdniq 

qpfmlktlnklgidatylkiira 

iddkptani1lngqkleafplkt 

gtrqgcplspllfn1vlevlar 

airqekeikgiqlgkeevklslf 

addmivylenpivsaqnllkli 

nnfskvsgykinvqksqeflyn 

nnrqtenqimselpftiaskrik 

ylg iqltrdvkdlfkenynpll 

nei kkdtnkwkn 1 pcs wig rin i 

MKMAILLKVIYRFNAIPIKLLMI 

FFTELEK\TTLKC1*NQKRAHIA 

KPILSQKNKAGSITLR 


8645 


39013 


B 


8702 


69 


1 AC C 

1055 




8646 


39014 


B 


8703 


1 


2301 




8647 


39015 


A 


8704 


1 


3189 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8648 


39016 


A 


8705 


92 


1139 


ASAADTQANRVWSGPPANSNR 

PAA\RVLTVRRKTNKQKGHPH 

QNP1CTSPSSKTKEIQTTIREYYQ 

HLYTNK.LENLEEMDKFFDTYT 

LPRLNQEEVESLN RP1TGSEI E A I 

INNLPT/KKSPGPDGFTAKFYQS 

VGSSGQGNQAGEGNKGHS1RK 

RGSQIVPVCR*HDC1SRKPHRLS 

PKSP*ADSQLQQSLR1QNQCAK1 

TSILIHQ*QTNREPNHE*TPIHNG 

FKQNKIPRNPAYKGCERPLQGE 

L*TTAQ*NKRGYKQMEEHSML 

MGRKNQYHENGHTAQGNL*IQ 

CHPHQATKNFLHRIGKNYFKV 

HMEPKKGPHCQVNPKPKEQSW 

RH HTT* LQTILQGYSNQNSI 


8649 


39017 


A 


8706 


1 


2199 




86S0 


39018 


A 


8707 


I 


2238 




8651 

1 


39019 


A 


8708 


-> 


1889 


RSMRQKVNKDTQELNSALHQA 

DLIDIYRTLHPKSTEYTFFSAPH 

HTYTKIDH1LGSKALLRKCKRT 

E1ITNYLSDHSA1KLELR1KNLTQ 

NRSTTWKLNNLLLNDYWVHN 

KMKAEIKMFFETNENKDTTYQ 

NLWDAFKA/E1QTTIKEYYKHL 

Y AN KLENLEEM DKFLDTYYTLP 

RLNQEEVESLNRP1TGAEIVAIIN 

SLPTKKSPGPDGFTAEFYQRYK 

EELVPFLLKLFQSIEKQG1LPNSF 

YEASTILIPKPGRDTTEKENFRP1 

SLMNIDAKILNKILAKRIQQH1K 

KLIHHDQVGFIPGMQGWFNIHK 

SINVIQHINRAKDKNHMIISIDA 

EKAFDKIQQRFMLKTLNKLGID 

GT YFKII RAI YDKPTAN 1 1 LNGQ 

KLEA1PLKAGTRQGCPLSPLLFN 

IVLEVLARV1RQEKE1KG1QLGK 

EEVKLSLFADDMIVYLENPIVT 

AQNLLKLISNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQIMSELP 

FTIASKRI KYLGIQLTRDVKDLF 

KENYKPLLKE1KEDTNKWKN1P 

CSWVGRINIMKMAILPKVIYRF 

vi a inn/ f r%\ /fTrrTPi C is nrxs \ r?i 

NAIPIKLPMTFFTELbK 1 KArl WN 
QKSAHITKGILSQKNKAGGITLP 
DFKL Y Y K ATVTKTA WY WYQN 
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SEQ ID 

NO: 


SEQH>NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


8652 


39020 


A 


8709 


1 


1779 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADL1DIYRTLH 

PKSTEYTFFSAPHHTYSNIDHIV 

GSKALFSKCKRTEIITNCLSDHS 

A I KLE LRJ KK LTQNH STT WQLN 

NLLLNDYWVNNEMKAE1KMFF 

ETN EN KDTTDQN L WDTFKA VC 

RGKFMALNAHKRKQERSKMG 

TLTSQLKELEKQEQTHSKASRR 

QEITKIRAELKEIET/QKTLQKIN 

ES RYTEIQTT1 RE Y H ICH L Y AN KJL 

ENLEEMDKFLDTYILPRLNQEE 

VESLNRPVTGSEIEA11NSLPTKK 

SPGPYGFTAEFYQRYKEELH IN 

RTKDKNHMIISIDAEKAFDK1Q 

QPFMLKTLNKLGIDGTYLKILR 

AIYDKPTANIILNGQKLEAFHLK 

TGTRQGCPLSPLLFNIVLEVLAR 

A I RQEKEIKG IQLGKEE VK WSL 

FADDMIVYLENPIVSTQNLFKLI 

SN FSK VSG YKIN VQKSQ AFL YT 

NNRQTESQIMSELPFTIASKR1K 

YLGIQLTRDVKDLFKENYKPLL 

NEI KLEDTNK WKN I PCSRAGRIN I 

VKMAILPKVIYRFSAIPIKLPMT 

FFTELEKTK\FIWNQKRAHIAKS 

ILSQKHKAGGITLP 



wo 
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SEQII) 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino avid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblt nucleotide insertion) 


8653 


39021 


A 


8710 


1 


2093 


MEITTNCLSEHSAITLQLRIKKL 

TQNCTTTWKLNYLLLNDYWV 

NNEMKEE1KMFFETNENKDTT 

YQNLWDVFKAVCRGKFIALSA 

H KRKQERS KTDTLTSQLKELEK. 

QEQTHSKASRRQEITKIRAELKE 

IETQKTLQE1NDSRSSFSEK.LNKI 

DRPLARLIKKKREKTQIDA1KN 

DKGEINTNPTEIQTTIREYYKYL 

YANKVENLEEMDTFLDTYTLP 

RLNQEEVESLNRPITGSEIEAIIN 

SLPTKESPGPDGFTAEFY/HEGN 

QERERNKGYSIRKRGSHIVPVC 

R*HDCLFRKPHHLSSKSHEAVK 

QLQQSLRIQNQWAKITSMPVH 

Q*QTNREPNHE*TPIHNCYKEN 

KIPRNPTYEGCEGPLQGELQTT 

AQQNKRGQKEMEKHSMLMDR 

KNHYHENG HTAHGNL* IQCHP 

HQATNDFLHR1GKNYVNFHME 

PKKSLHCQENPKQREQSWRHH 

AT*LQTILQGYSNQNSMVLVPK 

QIHRTMEQN RGLRNNTTHLQPS 

DL*QI*QKQEMGKQFPI**MVL 

GKLASYM* KAETGSLPYTLYK 

N*FKMD*RLKC*T*NHKNPRRK 

PRQYHSGHRHGQGLHD*NTRS 

NGN KNQNRQMGSN*TK ELLHG 

KRNYHQSAQTTYRMGENFCNL 

PI*ORANIONI ORT*TNT OFKNK 

QPHQKVGKGHEQTLLKRRHLC 

SQQTHEKMLIITGHQRNANQN 



wo 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=nossible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8654 


39022 


A 


87M 


3 


1805 


PLSTLDRSSRQKVNKDIQDVISA 

LHEAGLIDIYRTLHPKSTEYTFF 

SAPHHTYYK1DHIVGSKALLSK 

CKRTEITTNCLSDDRAIKLELRJ 

KKLTQNYTTTWKLNNLLLSDY 

WVNNEMKAE1KMFFETNENKD 

TMYQNLWDTFKAVCRGKFIAV 

NAYKRKQERSKIHTLTSQLKEP 

EKQEQTHSKASRRQEITKIRAEL 

KEIDTQKTLQKISVSRSWFSERJ 

NKIDRLIARLMKKKREKNQIDA 

IKNDKGDITIDPTEMQTT1REYY 

KNLYANKLENLEEMDKFLDTY 

ILPRLNQEEVELPNRPITGSENE 

AIINSLP/TKKSPGPDEFTAKFYQ 

RYKEELQGMRQEKEREDTQLG 

KEEVKLLLFAEDM1VYLENPIV 

SAQNLLKLINNFSKVSGYKINV 

QKSQAFLHTNNRQTESQIMSEC 

PLTIASKRIKYLGIQLTRDVKDL 

FKEN YKPL LN Kl KEDT\N K WKN 

IPRSWLGRNNIVKMTILPKVIYR 

F/NTLNFIWNQERARIAKTILSK 

KNKAGGITLPDFKLYYKATVT 

Iv 1 AKY WJVl^NIK.lvOoV WrloLK. 
Fl 1 k'TfOFI FH^PI rSWQQI nPQA 


8655 


39023 


B 


8712 


1 


1743 




8656 


39024 


B 


8713 


1 


1260 





WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*~Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


8657 


39025 


A 


8714 


1 


1842 


VPPTTCGNYGSTIQDEIWMGTQ 

NQTISVSEEMMFQAEEIASAQK 

MWNQHH1TPSKVDHIVGSKAL 

FSKCKRTEIITNYLSDHSAIKLK 

LRJKKLTQNRSTTWKLNNLLLN 

DYWVHNEMKAE1KIFFETNEN 

KDTTCQNLWDTFKAMCRGKF1 

TLNAHKRKQQRCKIDTLTSQLK 

ELEKQEQTHSKASRRQEITKIRA 

ELKE 1 E AQKTLQKINES RS WI FE 

KINKTDRLLARIIKKKREMNQI 

DAIKNDKG DITTNPTEIQTTI RE 

YCKHLYANKLENLEEMDKFLN 

TYTLPRLNQEE1ESLNRPITGSEI 

EAIINSLPTKKSPGPDGFTAEFY 

QRYKEEMIEKKAFDKSQQPFM 

LKTLNKLGIDGTFLKIRRAIYDK 

PTANI1LNGQKLEAFPLKTGTRQ 

GCPLSPLLFNIVLEVLARE1RQG 

KEIKHIQLGKEEVKFSLFADDVI 

AYLENPIVSAQNLLKLISNFSKV 

SGYKINVQKLQAFLYTNNRQTE 

SQIMSEFPFTIASKRIKYLGIQLT 

RDVKDLFKENYKPLLNK1KEDT 

NKWKNIPCSWIGRINIMKMAIL 

H K VI DRFSA 1 PFK L/PKD/FFTEL 

EKTTLKFIWNQKRPRJSKTILSK 

KNKAGGITLR 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, Impossible nucleotide 
deletion, V=possiblc nucleotide insertion) 


8658 


39026 


A 


8715 


1 


1593 


MGKKQNRKTGNSKKQSTSPPP 

KERSSSPAMEQSWMENDFVEL 

REEGFRRSNYSELQEDIQTKGK 

EVENFEKNLEECMTRITNTEKC 

LKELMELKTKARELHEECRSLR 

SRCDQLEERVSAMEDEMNEMK 

REGKFREKRIKRNEQSLQEIWD 

YVKRPNLHLMGVPESDGENGS 

KLENTLQDIIQENFPNLARJNK1 

DRPLARLIKKKREKNQIDT1KN 

DKGDITTNPTEIQTTIREYYKHL 

YANKLENLEEMDTFLDTYTLPR 

LNQEEVESLNRPITGAE1VAIINS 

LPTKKSPGPDGSIAEFYQRYKE 

E/PADKQLQQSLSIQNQCTKITSI 

LIHQQQTNREPNHE*TPIHMCFK 

ENKIPRNPTYKGCEGLLPGELQ 

TTAQGNKRGYKQTEEHSMLM 

G RKNQ YRENG HT AQGNF* IQC 

HPHQATNAFLHRIGKNYFKVH 

MEPKKSPHRQVNPKPKEQSWR 

HHTT*LOTILOGYSNONSMVLV 

PKQGYRSMEQNRALRNNAAYL 

QLSDL*QT*EKHAMGK/EFP1** 


8659 


39027 


A 


8716 


1 


1578 


MGDFNTTLSTLERSARQKVNK 

DIQELNSGLHQADLIDIYKTVKP 

KSTEYTFFSGPHRTYSKIDHIVG 

SKALLSKRKRTEIITNCLSDHSA 

I KL E LRI KKLTQNRSTT WKLNN 

LFLNDYWVHNKMKAEIKMFFE 

TNENKDTTYQTLWDTFKAVCR 

GKFIALNAHKRKQERSKIDTLT 

SQLKELEKQEQTHSKVSRRQEI 

TKIRAELKEIETQKTLQK1NESKI 

QTTIREYYKHLYANKLENLEE 

MDKFLDTYTLPRLNQEEVESLN 

RPITGSEIEAIINSLPTKKSPGPD 

GFTAEFYQRYKEE\RPISLMNID/ 

AKILNKILANGIQHDIKKLIHDD 

QVGFIPGMQGWFN1RKSINVIQ 

HVNRTRDKNHMIIS1DAEKAFD 

KIQQPFMLKTLNKLGIDGMYLK 

1IRAMYDKPTANIILNGQRLEAF 

PLKTGTRQGCPLSPLLFNIVLEV 

LARAIGQEKEIKG IQLG KEEVK 

LSLSADDMIVYLEKPIISAONLF 

FCLISNFSKVS/GYKINVQKSQAF 

LYTNNRQTESQIM 


8660 


39028 


B 


8717 


1 


2982 





wo 
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SEQID 

NO: 


SEQ 10 NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=tlnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8661 


39029 


A 


8718 


617 


1155 


SIAYQPKSPGPDGFTAEFYQRH 

KEELLISNFSK/VSGYKIDVQKS 

QAFLYTNNRQTESQILSEFPFTI 

ASKRVGYLGIQLTRDVKDLFKE 

NCKPLLNEIKKDTKKWKNIPCS 

WVGR1N1M KMA 1 LPK VI YRFN A 

1PIKLPMTFFTELEK\TTLRF1WN 

QKRDHIAKSILSQKNK.AGSITLP 


8662 


39030 


A 


8719 


1 


1827 


MGKKQSRKTGNFKKQRHLSFS 

KGIAVLHQQWNKAGQRLTFDE 

LREGFRPSNYSKLQKE1QTKGK 

EVENFEKNSDECITRITNTKKCL 

KELMELKAKARELREECRSLRS 

RCDQLEER VSGM EDEANEMKR 

EGKFGEKRIKRNEQSLQEIWDY 

V KRPN LRLIGVPESDG ENGTKL 

KNTLQDIIQENFPNLARQANIQI 

QE1QRTPQRYSSRRATPRHI1VR 

FTK VEGKN1KGSQRERA EIQTTI 

REYYKHLYSNKLENLEEMDKF 

LDTYTLPSLNQEEVESLNRTITG 

SEIVA11NSLPTKKSPGPDGFTAE 

FYQRYKEEVVPFLLKLFQSIEKE 

V 1 LPNSF YE ARJ I L IPKPG RDTTK 

KENFRPISLMN 1 D AKILNKILAN 

RIQQHIKKLIHHDQVGFIPGMAI 

RQEK.ERKG IQLGK EE VKLSLFA 

DD V 1 V YLENPI VS AQN LLKL1SN 

FSKVSGYKINVQKSQAFLYTNN 

RQRESQIMSELPFTIASKRIKWL 

GIQLTRDVKDLIKENYKPLLNEI 

KEDINKWKNIPCSWVGRISIVK 

MAILPKVJYRFSAIPIKLPMTFFT 

ELEKTTFK\FLW\NQKRAR\IAKS 

ILSQKNK/AGGITLPDFKLYYKA 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


8663 


39031 


A 


8720 


1 


1551 


MEKFLDTYTLPRLNQEELESLN 

RPITGSEIEAIINSLPTKKSPGPD 

GFRAKFYQRYNEELVPFLLKIF 

QS1EKEGILPNSFYEASHLIPKPG 

RDTTKKDNFRPISLMNIAVKILN 

KILANQIQKH1KKFIHHDQVGF1 

PGMQGWFNIRKSINVIQHINRT 

KDKSHM1IS1DEEKAFDKIHLPF 

MLKTLSKLGIDGMYLK1IRAIY 

DKPTANI ILNGQKLEAFPLK.TGT 

RQRCPLSPLLCNIVLEVLARAIR 

QEKE1KGIQLGKEEVKLSLFAD 

DMIVYLENPTVSAQNLLKLISN 

FSKVSGYKINVQKSQAFLYTNN 

RQTESQIMSELPFTIASKRJKYL 

GIQLTRDVKELFKENYKPLLNK 

IKEDTNKWKNIPSSWMGRVN1M 

KMAILPK/VTWMKLEIIVLSK.LP 

QEQKTKHRMFSLTGVFIEGRAL 

QNKSETSQSRHPGATHSLPEYTI 

PG SS PSN FY WFTLG L KE E VTSG 

\ir is r> r^i/ is is n is n r? is t-> s^ r> is tt^ 

WKREnKKRKKEGGKEGRKEG 

r> is Tits vs^isxs r> \s is t~> ts r<\ m 

RKEGRKEGKK.EGRKKGRKEVP 


8664 


390^2 


A 


8721 


1 


1983 




8665 


390^3 


A 


8722 


1 


2436 




8666 


39034 


A 


8723 




3139 




8667 


39035 


B 


8724 




3558 




8668 


39036 


B 


8725 




2133 




8669 


39037 


A 


8726 




3051 


MGDFNTALSTLDRSMRQKVNK 

DIQELNSALHQADLTDIYGTLH 

PKSTECTFFSAPHHTYSKIVH1V 

GSKALLSKWKRRE1ITNCLSDH 

SAIKLELRIKKLNQNCSTTWKL 

NNLLLNNYWTNK\KKREKNQI 

DA/1KNDKGD1 TTN PTE1QTTIRE 

YYKHLYANKLENLEEMDKFLD 

TYTLPRLNQEEVESLNRPITGSE 

HZATTXtOI DTfl^CDnDnrCTA CCV 

lbAllN^Lr lrLK.br Or Uur I AbrY 

f\D KirMVICCI^CTXl/VllI/Xl A VC1 A 

^KIvlN Y lorKo 1 WKlifvNAYoLA 

UCDCI orvprr^ 
HbKbLKUuoy 


8670 


39038 


A 


8727 


1 


2706 




8671 


390<>9 


A 

A 


8728 


i 


2573 




8672 


39040 


B 


8729 


70 


2029 




8673 


39041 


A 


8730 


81 


385 




8674 


39042 


A 


8731 


301 


515 


SSWQAPAPVLGSSWASKK*MK 
KKYAAQQIEKQKSP*CKSIKCSP 
LRSASYAQLLSFSLSSCLCFSTC 
H STL A WYC L* S S WQ A PA P V LG 

ecu/ a CIS I^PCI 1 U/VPDOPCI per 

SITARS*ACCCLCSSTEPQLLKA 
QYLLSHSRTRSFRLQ 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in U5SN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown T 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8675 


39043 


A 


8732 


2 


4207 


DTHRLKIKGWRKIYQANGKQK 

KAGVA1LVSDKTEFKPTKIKRD 

KEGHYIMVKGS1QQEELTILNIY 

APNTGAPRFTKQVLRDLQRDL 

DSNTI ITG DFNTPLSTL DRSM RQ 

KVNKDIQELNSALHQADLIDIY 

RTLHPKSTENTFFSAPHHTYSKI 

DHIVGSKALLSKCKRKEIITNCL 

SDHSAIKLELR1KKLPQNCSTIW 

MLFETNENKDTTYQNLWDTLK 
AVCRGKFIALNA 


8676 


39044 


A 


8733 


1 


2770 


MGKKQNRKTGNSKTQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELREDIQTKGKE 

VQNFEKNLEECITRITNTEKCLK 

ELMELKTKARELREECRSLRSR 

CDQLEERVS AMEDEMN EM KRE 

GKFREKRJKRNEQSLQEIWDYV 

KRPNLRLIGVPESDVENGTKLE 

NTLQDIIQENFPNLARQANVQ1 

OEIORTPORYSSRRATPRHIIVR 

FTKVEMKEKMLRAAREKEIQT 

TIREYYKHLYANKL 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8677 


39045 


A 


8734 


3 


2169 


FKPTK1KREKEGHY1MVKGSIQ 

QEELT1LK1YAPNTGAPRFTKQV 

LSDLQRDLDSHTLIMGDFNTPL 

STLDTSTRQKVKKDTQELNSAL 

HQADLIDIYRALHPKSTEYTFFS 

APHHTYSKIDHIVGSKALLSKC 

KRTEI1TNYLSDHSAIKLELRIKN 

LTQNHSTTWKLNNLLLN DY WV 

HNEVKAEIKVFFETKENKDTTY 

QNLWDAFKAVCRGKFIALNAH 

KRKQERSKIDTLTSQLKELEKQ 

EQTHSKASRRQEITNI RA ELKEI 

ETQKTLQKINES R\TEIQTTI RE Y 

YKHLYANKLENLEEMDKFLDT 

YTLPRLNQEEVESLNRPITGSE1 

VA11MSLPTKKIPGPDGFTAEFY 

QRYKEELVPFLLKLFQSIEKEGI 

LPNSFYEASIILIPKPGRDTTKKE 

NFRPISLMNIDAKILNKILAKRI 

QQHIKKLIPHDQVGFIPGMQGW 

FNIRKSINVIQHINRAKDKNHMI 

ISI DAEKAFDKIQQPFMLKTLNK 

LGIDGTYFKIIRAIYDKPTANIIL 

NGQKLEAFPLKTGTRQGCPLSP 

LLFNI V LE VLARAIRQEKE 1 KG I 

QLGKEEVKLSLFADDMIIYLEN 

P1VSAQNLLKLISNFSKVSGYKI 

NVQKVSQAFLYTNNRQTENQIM 

SELPFPIASKRIKYLG1QLTRDV 

ic*ni FkrPMVi^Pi i MPikr\Pr>TMiir 

L/L, r IV O JN T Ixr L.L.1N DllvVtl-/ 1 INrv 

WKNIPCSWVGRINIVKMAILPK 
L1GNCSKISGYKINVQKSQAFLY 


8678 


39046 


A 


8735 


1 


5166 


MGKKQNRKTGNSKTQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELWED1QTKGKE 

VENFEKNLEECITRITNTEKCLK 

ELMELKTKARELHEECRSLRSR 

CDQLEERVSAMEDEMNEMKRE 

GKFREKR1KRNEQSLQEIWDYV 

KRPNLRLIGVPESDVENGTKLE 

NTLQDI1QENFPNLARQANVQI 

nPinRMPORY^QRR ATPRWIIVP 
V^CIV^IVlVjrV^iV. I OiJivivrV I r Ivrlll V IV 

FTKVEM KEKMLRA ARQKAPH 
HTYSK1DHIVGSKAL 
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SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8679 


39047 


A 


8736 


1 


4553 


MGRKNRKLDSRQHSYTSPQSRS 

HEDPAAVLQALSSSGVVIYQSL 

VAVQSPLAAPGCDGSRCEVRG 

LTVGSRYGSWRLAGCRDNEMV 

NACQSGWCYQNLTVLRGWKV 

LLEMTPHHTYSKIDHILGSKAL 

LSKCKRTEIITNYLSDHSAMKR 

ELR1KNLTQNRSTTWKLNNLLL 

NDYWVKNfEMKAEIKMFFETNE 

INfwLM 1 I Vff^L' VVUIrlvA. VLKUKr 1 

ALNAHKRKQERSKTDTLTSQL 
KELEKQEQTHSKASRRQEl 


8680 


39048 


A 


8737 


1 


2673 


MVKGSIQQEELTILNIYAPNTG 

APRFIKQ V LSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDINRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTE1ITNYLSDHS 

AIKLELRIKNLTQSRSTPWKLN 

NLLLNDYWVHNEMKAE1KMFF 

ETN KN KDTTYQNLWD A FKA V 

CRGKFIALNAYKRKQERSKIDT 

LTSQLKELEKQEQTHSKASRRQ 

EITKJRAELKEIETQKTLQKINES 

RS WFFERIN KIDRPLARLIKKKR 

EKNQI DTI KN DKGDITTDPTEIQ 

TTI REYYKHLYANKLENLEEM 

DTFLDTYTLPRLNQEEVESLNR 

P1TGSEIVAIINSLPTKKSPGPDG 

FTA EFY/PES YL* QTHSQYHTE W 

AKTGSIPFENWHKTGMPSLTAP 

IQHSVGSSGQGNQAGEGNKGY 

S1RKRGSQIVPVCR*HDCLSRKP 

HRLSPKSP*ADKQLQQSLR1QN 

QCTKITSILIHQKQTNREPTHE* 

TP1 HNCFKENKI PRNPTYKGCEG 

PLQGELQTTAQRNKRGHKQME 

EHSMLMGRKNQYRENGHTASQ 

GN LQIQCH PHQATNDFLHRIG K 

NYFKVHMEPKKSPHRQVNPKP 

KEQS WRHHTT* LQTI LQGYSNQ 

NS\MVLVPKORYRSMEONRAL 

RNNAAYLHYSD\L\*OT*EKOA 

WGKGIP\IYKM\AL\GKLAS\PM* 


86ft 1 




B 

u 


8738 


i 
■ 






8682 


39050 


B 


8739 


156 


391 




8683 


39051 


B 


8740 


1 


2824 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkuown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


8684 


39052 


A 


8741 


3 


4167 


PLSTLDRSTRQKVNKDIQELNS 

ALHQVDLIDIYRTLHPKSTEYTF 

FSVPHHNYSKIDHIVGSKALLS 

KCKRTEJITNCLSDYNAIKLELR 

TEKLTQNRSTTWKLNNPLLND 

YWVHKEMKAEIKMFFETNENK 

DTTYQNLWDAFKAVCRGKFIA 

LMAHKRKQERSKIDTLTSQLKE 

LEKQEQTHSKATRRQE1TKTRA 

ELKK1ETOKTLOKINESRSWFFF 

KTNKIDRLLATL1KKKREKNQI 

GARKNDEGA1TTN 


8685 


39053 


A 


8742 


I 


1107 


M K VEIKTFFETNEN KDTTYQN L 

WDTFKAVCRGKFIALNAHKRK 

QERSK 1 DTLTSQLKELEK.QEQT 

HSKASRRQIQTTIGE Y YKH L YT 

NKLENLEEMDK.FLDTYTLPRLN 

QEEGESLKRPMAGSEIEAIINSL 

PTKNSPGPDRFTAEFYQRYKEE 

L/PDKQLQQSLRIQNQWEKITSI 

PIHQ*QTNREPNHE*TPIHNCFK 

ENKIPRNPTYKGCEGPLQGELQ 

TTAQRNKRGHKQMEEHSMLM 

DRKNQYCENGHTAQEETAFCT 

HSRRESSRLGLLVANFRACHQE 

RFRRERSVPAGVHAEAHPCWE 

NRGREERHWEOHPGPFTVI I O 

AGGHVCDQGLHHGQPQVGQV 

PRGSRGHSGHFQLPSVQDRSWL 


8686 


39054 


A 


8743 


1971 


5654 


RSPTAGRNTNYPSRDYYKHLY 

A\NKLEN\LEEM DKFLDTYTLPK 

T/ITQEEVESLNRPITG\SEIVAVI 

NSLPTKKSPGPDGFTAKFYQRY 

KEELHINRTKDKNHMIISIDAEK 

A FDKIQPQPFVMLKTLANELGI D 

GT/YFFKHRA1YDKPT\ANIRLE 

WGQKLEAFPFEKLAQEQGMPL 

LLNPLPQSNIVVGKFLA\RAI\RQ 

EKEIKGIQVEKQEVKLSLFADD 

M HCLEN PIWS AQNUL KLISN VS 



wo 
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SEQID 
NO: 


SEQ Il> NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Slop codon, /=possible nucleotide 
deletion, \°possible nucleotide insertion) 


8687 


39055 


A 


8744 


i 


4901 


MTGSNSHITILTLNINGLNSAIK 

RHRRASWIKSQDPSVCC1QETH 

LTCRDTHRLK1KGWRKIYQAN 

GKQKKAGVAILVSDKTDFKPT 

KIKRDKEGHYIMVKGSIQQEEL 

TILNIYAPNTGAPRFIKQVLSDL 

QRDLDSHTLIMGDFNTPLSTLD 

RSTRQK VNK DTQELNS A LHQA 

DLIDIYRTLHPKSTEYTFFLAPH 

HTYSKIDHIVGSKALLSKCK.RT 

EI1TNYLSDHSA1KLELR1KNLTQ 

SRSTTWKLNNL 


8688 


39056 


A 


8745 


2 


1887 


SASVVPASGLRPSSTSLLTSRQP 

RFLGLLRSHPALLVAVPGDWD 

DLAVCCIVAPSHVCRMVFVMD 

RTLGISLPGLLKREEDACWVEA 

NINGRVLAQCNIDELKKEMNM 

NFGDWHLFRSTVLEMRNAESH 

V VPEDPRFLSESSSG PAPH G EPA 

RRASHNELPHTELSSQTPYTLN 

FSFEELNTLGLDEGAPRHSNLS 

WQSQTRRTPS LSSLN SQDSSI El 

SKLTDKVQAEYRDAYREY1AQ 

MSQLEGGPGSTT1SGRSSPHSTY 

YMGQSSSGGSIHSNLEQEKGKD 

SEPKPDDGRKSFLMKRGDVIDY 

SSSGVSTNDASPLDP1TEEDEKS 

DQSGSKLLPGKKSSERSS\LFQA 

SLK\LKGRGLRLSKLP\SEEDEC 

GAEESDNTP\LLK\DDKDRKPEG 

KVERVPKSPEHSVEPIRTFIKAK 

EYLS\DALLDNKGNSSDSWSVD 

PRESXSPNHVSAQCKCADDLPD 

LKRHNLIE\LEDDSHSGKRG\1PH 

SLSGLQDPI 1 ARMSICSEDKKSPS 

Rl ASLD* PSSP\EEN W\P\ACQKA 

YNLVNRTPSTVTLNNNSAPANR 

ANQNFDEMEGIRETSQVILRPSS 

SPNPTTIQNENLKSMTHKRSQR 

SSYTRLSKESPELHAA\SSSESTG 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


8689 


39057 


A 


8746 


1 


385 


EGNEAQTCSFWNTRRQLLASS 

DPSLSVSQRMDPSWRRSSHSWP 

QPM PDSG RA P V RPH L A FC L EE D 

VWPCPQFHQTKAASGPPFVTFQ 

PANCFPSVISFHLHCHTWSEQD 

R A YHPV YQMR* *GSDVQLLEY 

EASAAGLIRSFSERFPEDGPELE 

EILTQLATADARFWKGPSEAPS 

GQ/ALRK/SVWPCPQFHQTKAA 

<JH P P FVTFOP A lsJ PPPQ V 1 Q P\ I PT 
ourrr v i rv^r /viN^rro v lorwi* 1 

AIRGVSKTGLTILSTR*GNGSSE 
KSLV 


8690 


39058 


A 


8747 


2 


2015 


QDFLDSQN LSA YNTRLFKE VD 

GEGKPYYEVRLASVLGSEPSLD 

SEVTSKLKSYEFRGSPFNQVTRG 

DYAPILQKVVEQLEKAKAYXAA 

N\SHQGQML\AQYIESFTQGSIE 

AHKRGSRFW1QDKGPIVESYIG 

FIESYRDPFGSRGEFEGFVAVV 

NKAMSAKFERLVASAEQLLK.E 

LPWPPTFEKDKFLTPDFTSLDV 

LTFAGSGIPAGINIPNYDDL\RQT 

EGFK\NVFAGGIVLGCGLTPRK 

REKVLTFLEEDDKDLYILWKGPS 

FDVQVGLH/ESLLGHGSGKLFW 

QDEKGAFNRDQETRDPPQKRG 

EQ1QSWNRTGETW\DSKFSTIAS 

SYE\ECRAESVGLYLCLHPQVL 

EIFGFEGADAEDVIYVNWLNM 

VRAGLLALEFYTPEAFNWRQA 

HMQARFVILRVLLEAGEG LVT1 

TPTTGSDGRPDARVRLDRSKI R 

SVGKPALERFLRRLQVLKSTGN 

DVTEGRALYEGY\STVTDAPPE\ 

CFLTLRXDTVLLRKESRKLSVQP 

NTHLEGNE/VSDVQLLEYEASR 

AGLIRSFSERFPEDGPELEE1FTQ 

\LATADARFWKGPQ*GPHSGPS 

LRKIVVALPPKFHQTKAA\SGPS 

HSVCVFRGWGGGGAGAWTLV 

I \POI FGW*HNPI PICOHVSSI P 

NrFPSVIL/^FirTAMRGV^KTOI 

Til ^TKMRVNin^^FK'SI V 


8691 


39059 


A 


8748 


1 


519 




8692 


39060 


A 


8749 


786 


864 




8693 


39061 


A 


8750 


1 


468 
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SEQID 
NO: 


SEQ II) NO: 
or peptide 
sequence 


Met 

hod 


SKQ 10 NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


8694 


39062 


A 


8751 


128 


605 


MTWGTVPLFHIFQMRCCHWSC 

QGIMRGWGLCSQTLNCLLLSK 

C*TCSRGGGQIWSRKFRLVRVE 

*G\*GNFKTPELQQPGVPPGLPP 

PGSCFKCRKSGHWAKECPQPGI 

PPKPCPICAGPHWKLDCPTRI A 

ATPRSPGTLAQGSLTDSFPDIRG 

LAVED 


8695 


39063 


B 


8752 


1 


615 




8696 


39064 


A 


8753 


1533 


1767 


PSPTCPAIYS*KGGWSQRHSQG 
ACYTCRKSGHWAKECPOPGIPP 
KPRPIC VGPH * KSDCSTHLA AN 
PRAPGTLAQGSL 


8697 


39065 


C 


8754 


84 


329 




8698 


39066 


A 


8755 


911 


1497 


SQRKARDQRRKRNKRASSIAK 

HKEPKRPILPSGKNSQEGVATH 

TKPLAQGKVWLDP/NETNEIPN 

ANFRQQIRKLIKDGLILRHRKPV 

TVHSRAQGWKSTLARRKGRHL 

G1ESKKIDRHMYHSLYLKLKGN 

VFKHKRI LTEHS H KLKADKAR 

KKPLADQAEARGSKTKEARKL 

REEHLQTKKEEIIKTLSQEEKAK 


8699 


39067 


A 


8756 


34 


280 


E V 1 HA A I G EKKG S Y/N A * * P WV E 
EOLTROPLIHHOPASLHSVY/RC 
RYHSLYLKVKGNVFKNKRILM 
EHIHKLKADKARKKLLA 


8700 


39068 


A 


8757 


1 


692 


AFLLQELCLKSSTGELFPFAAV 

AAALSMLRLQKRLASSVLCCG 

KKNIWLDPNETNEITNANSRQQ 

IRKLIKDGLIIRKPWTVHSRLRC 

RKNT\LAR\*KGRHMGIGKRKV 

PAN A\RMP\EKVT\WM RENEGF 

CRRLASEDTRESXKKIDRPHVVT 

ALYL\EVKGNVFKNKRIL\MEHI 

HKLKA\DKARKKL\LAD\QAEA 

RRSKTKE ATK RREERLP/ARPRK 

REII*TLSKEEETKK 


8701 


39069 


A 


8758 


46 


131 




8702 


39070 


A 


8759 


5 


447 


PATELPGLPTRPGMLCIWRGAP 
DWPEGPPSSGELSS1QPTQGLHN 
CFQPDGARPAAPGPVPGQLGAL 
PWSCRPPAEPTLFMESLVQWPP 
GDGIRQ*CEDAAELREPGVQRH 
QGSPG*VRTLPPLRGPSQVPA/G 
SSSSASPRSIPGSRG 



a a r\o 



WO 01/075067 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \~Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8703 


39071 


A 


8760 


1 


201 


MPNIYTMEYYAAVKKDEFMSF 

VGTWMKLETIILSKLSQGQKTK 

HRMFSLIGTRMKLETULSKLLQ 

GQKNQTPYILTHR1SFEDVKNY 

MPLAVIHSDESPILPLHEQQDAS 

ENGWIKDTERDADLEIYIVSGIG 

SFRWVLGLADFKSEAADPCGM 

KLQTFAVSVTALKGGASRVVH 

SSWWVCVLTDFRSEAAYLSVT 

ALEGGASRVAHSSRFVVSLTSG 

VKLQTFTVNATAHKGSADPKS 

EQHQDLLQRAKKHTFHSMKGE 

PRRVVAAGWGGAIKADSKNL1 

LLFQTIEKYCPWFPDKGSVDLL 

DWDRVGTTLCQLMRDGVLLPI 

SVWTDWALIRVALLPFQSGDTL 

QLPQVNADVEPLPLPRCIGGITG 

PEGGDPPGPSFHYLVGVYYFLT 

/^DCXIl/t?r\Di^CD\/Al D * * 1/ 1 r*nr* 
KsKo I WtVjRKarVALK Itturu 

usrrsur VMrTMHK.OKljMji I b 

ALTCGS 


8704 


39072 


C 


8761 


42 


179 




8705 


39073 


A 


8762 


11 


1713 


PKTLKMGGGTAGLVGMGFSTT 

G\RTPSAPGRPHPCRGAP/GSPG 

KAGLFLQRPRLGTGL*GSAPRG 

PG*MGCP\GTGRGSNSRH*RGPP 

RRPQAS*AAPFQPGPLETWTPG 

♦SQVPGAPSPCNFSYPHREVPP 

WGPVPPPAPHGSCGWALALPR 

RKRAAVFSSWAPGQAGQLLDA 

ASVGAAP*QDIPPCRGSSAPSPC 

SPHPPPGLESGPKVPGAASWAGP 

QTPFSGRAQQLCQEGPAGAGN 

TSGRSA* AASAGTCDG PRSGGR 

VRTYPGLP*CRWTPGSRSSAAS 

SHHCRMPSPGGHCTRLSMKRV 

GSAGGRQLQGRAPS*PARGT*Q 

RPRGGQSGLAAPLESRH*DGEC 

♦AFWRAETVRSSVQRRREFATG 

LSGPSS* PRWSTCSVP/ASSPGG 

GDVAGPQEGPRSFHCLPSCL*V 

RPSHPEGDAA\P*GALHK*RMH 

EEG RPG PCGG WGL V/G S WEP V 

QGCRRNLARWGRAWNCLQFPE 

♦PPGGPGLADSGF1IQTARLNFQ 

OWASVSFSIKRPGRAILRPCPTS 

EFLLPESFVSGNCSSTERAMWP 

FWAPPRSAPGAENFPCASVPCK 
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SKQ ID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


8706 


39074 


A 


8763 


1 


409 


LTHLTAQNVPNLFARNERVICL 

FDTEFGPMAQILVGAT1VGSIET 

V WAGTITPPREG I IKRWTWPAG 

bNDGbVALLKGQEMGRFKLGS 

TVINLFAPGKVNLVEQLESLSV 

TKIGQPLAVSM*SKATQLGNPR 


8707 


39075 


A 


8764 


I 


1528 


MTFVNAQAEDSQIFLYKRRYVP 

VEG YA P WLVSGN ASELER1 H Y E 

GMDDVILLDFLPKELGFDMNM 

HILSFAPGANHGYIEHTFKEHG 

GATQAFAKENNHKAYKDTYG 

VSHITRHDMLQIPKQQQYEKYQ 

DTHDTPYCEPLPG ETRLWG DT 

DVIGLFDAETDMNDVVAILENH 

PLLGAGFAHKIEQLEDKDWERE 

WMDNFHPMRFGERLWICPSWR 

DVPDENAVNVMLDPGLAFGTG 

TIQTLS VP A M L DS STHTRRM RS 

TLNLYEITRMSTVSTSEHSMTY 

TLVQVDMKEAQKPDTASYRTF 

NEFFVRPLRDEVRPIDTDPNVL 

VMPADGVISQLGKIEEDKILQA 

KG HN Y SLEA LL AGN Y LM A DLF 

RNGTFVTTYLSPRDYHRVHMP 

CNG I LREMI Y VPGDLFS VN H LT 

AQNVPNLFARNERVICLSDTEF 

GPMAQILVGATNGGSIETPESE 

GATVDESrVVGGPVGDFELLLC 

\QERSALSGRCVI*SFNSAKVRFI 

QQSRRPVKSA 


8708 


39076 


A 


8765 


2 


420 


QNFKEIFVRPLRDE/VRPIDNDP 
NVLVMPADGVISQLGKIEEDK1 
VSNLFARDERVICLFDTEFWPN 
AQ/ILVGATIVCSIETVWAGT/IT 

PPtt Ffi 1 1 K R W\TW\0 A I F F WO 

NLGRVAG*NKLPTELCNNFDW 
AQTLSSRNRG 
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SEQ »> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


8709 


39077 


A 


8766 


1 


1130 


MHFAKKEDVSE1ETGSDGEKPK 

ARAGCLIGNSERLFSVTFCVQF 

QATLPLSYTIMKHKDTGTSSVP 

ESIDASLEASQQNPAFLKTLTRS 

CSPSWPCSRNWPHLLIPLTCPA 

Q AG ATPQL PG LG PPG H L PMNQ 

PASSFPP\RPNAASQILTSTFHKP 

PPGSSLACCCCPGPCDWQEDSQ 

♦PTPACPSWPPWPTQLSPSAAGS 

PI\IHSP1QGFHSQLLS*RSPGTEE 

P* EANKLPP WTG H REPEPH PGL 

PGHPCAAG/MHRPLAPTTAVRPL 

ATLHGERQRHLHPGQRRRVPR 

APAESTEAPALWLHRPPECPEC 

SGHGPAALEQGAGMA*CRSCR 

HLPCFPGEEADAGSREGPHQEV 

PRSKICQQPQAASFRJCLHSIF 


8710 


39078 


A 


8768 


179 


1908 


KKQNKSRGCNVNWAMRRALK 

MCIPYRNGHSIFLVMVKVERSK 

RFALKLSVAEKNQMPRNATV1E 

NSAGYSYGKMAFS*PRICTQIV 

GPR11STTAVIS/SQPATHHRATR 

GAIIRTAFCGPCFGAGDTPINNG 

LSIRHTTRNFPNREGSKPANGQ 

MSAVALMDARSIAATAANGGY 

LTSASELDCWDNVPEYAFDVTP 

YKNRVYQGFVKGATQQPLIYG 

PNIKDWPELGALTDNIVLKVCS 

KILDE VTTTDELI PSGETSSYRS 

NPIGLAEFTLSRRDPGYVSRSK 

ATAELENQRLAGNVSELTEVFA 

RIKQIAGQEHIDPLHRVYRHCS 

RSGNCPSDVFDSKKDPVQDHRP 

QKRVTLIWGYDIHPQIE1IQTGD 

NFFQFRAIAMNFGFLRFYQIRHF 

GLSGQHGVQIFTADVERGVGL 

RLQRFP V VKH A 1 VQRQ VE VI A V 

A HI E VQADIFTRSFRAI E ANGHK 

VEQHFDRHPANGVRGTGGAVA 

ELMHPFAQLFRAGQVETAPCG 

GLGLI AQLFK V I RLQI L RG ESKK 

FSANLTALKLPLPMVYEGDKV 

LKHLLRPKFNLPPLVQPPKKM L 


8711 


39079 


B 


8769 


1 


1881 




8712 


39080 


A 


8770 


2093 


2287 





WO 01/075067 



PCT/US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nueleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8713 


39081 


A 


8771 


1 


1358 


MKINLKLTNDSKVADGQFANI 

VVFLINWFYIHATTCEIDNGGVI 

VADGFQASKAYSADSIVDYND 

AHYKTSVDQDAWGFVPGGDN 

PWKKYEPAKAWSASTVYVKG 

DRVVVDGQAYEALFWTQSDNP 

ALVANQNATGSNSRPWKPLGK 

AQSYSNEELNNAPQFNPETLYA 

SDTLIRFNGVNYISQSKVQKVSP 

SDSNPWRVFVDWTGTKERVGT 

PKKAWPKHVYAPYVDFTLNNH 

HRRTDSFRSKATAELENQRLAG 

NVSELTEVFARJKQIAGQEHIDP 

LQTEIGSMVYAVKPGDGSARE 

QAASCQRVIGGLANIAEEYATK 

RYRSNVINWGMLPLQMAEVPT 

FEVGDYIYIP\GIKAALDNPGTT 

FKGYVIHEDAPVTEITLYMESL 

TAFFRFIIKAfiRIRHI 1 QDA MI A 
HLIRPTNRTFWfiOIRHFR^IRI-H 
1 SnAWI AMI IRPTMRIFP 


8714 


39082 


B 


8772 


21 


1623 




8715 


39083 


B 


8773 


32 


1850 




8716 


39084 


A 


8774 


1 


1193 


MSEVEAAAGATAVPAATVPAT 

AAGVVAVVVPVPAGEPQKGGG 

AGGGGGAASGPAAGTPSAPGS 

RTPGNPATAVSGTPAPPARSQA 

DKPVLATRVLPG\TAKRFNVRS 

GYGFTNRNDAKEDVFVHWTA 

V KRNNPRKFLRS V RDGET VEFD 

VVEGEKGAQATNVTGPRAAGV 

PMKGSRYAPNRRRFR*FIPRPPS 

VAPPPMVAEIPSAGTGPGSKGE 

RAEDSGQRPRRWCPPPFFYRRR 

FVRGPRPPNQQQPIELTGAFACS 

QGTDRVEPKETAPLEGHQQQG 

DERVPPPRFRPRYRRPFRPRPRQ 

QPTTEGGDGETKPSQGPADGSR 

PEPQRPRNRPYFQRRRQQAPGP 

QQAPGPRQPAAPEEAPTEAIKP 

MIAHDGHAPPNPSPTCCLEPSY 

QLVDVN 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8717 


39085 


A 


8775 


3 


933 


RHQESLCAPLEILQKKGCPCLE 

EPLQRQPCPCQSSEVTA**NISF 

RFASPGGN/SPWASH*APSVRG 

AAPAGPVGLEAAAGSEPHPGP/ 

PDAGGARPVPGGAGSRPRMVL/ 

SPRSAPHLGGGRSA/PAMRTGN 

PCTHTQVVTTSPNLPNIP*GAKS 

HPI/VERPLS*KGTGPSAPQ1ATE 

NIYP*QLHGKGPL1RD*K1VPHD 

GAAGQSPLLPVRSCQRGYLPSA 

K*FFDALK1KFTLKFLHLRRFSC 

TLSLRGLLVSPLLLPVRLLLAG 

WAHAWMHGCGGWEPRJTOOR 

ASCQLPDRTKSKMRVKIPAANS 

SWLCH 


8718 


39086 


A 


8776 


3 


925 


RGSEQIPPSSIPGAP*KMLFPSG/ 

SSEPEHL*TVPASSLGCRPGGPV 

ASRSRPPRPPARAALRGPPASSP 

IRFP\GASPRAPPTS*MRSGAGS 

KT/TPRPGPSASGDRPRAPCVRG 

PGCGSEPAAASSPTGPAGWPRA 

R*GPGHGQTSPHGW*PSSMQQ 

RTRRCSPPSSVPGQFPLLP/LSCS 

QVSPWTW*GLPYSLLIPVSSLLP 

WPEDRVPSSFVA/GPLPSFDNTS 

LPVEGGS*L/HPVCLLYVYQENS 

^KHlPY^CRfiSRIFPF^ORORVM 

AGORKLCDHPGGL1SKPF AWT 

RIPEAPVVAAMVEGGGGL 


8719 


39087 


A 


8777 


144 


503 




8720 


39088 


A 


8778 


15 


427 




8721 


39089 


A 


8779 


1 


1055 




8722 


39090 


A 


8780 


280 


1480 


FQTRMG IS VATI PGTSCS WS M R 

ASEKEKDTFESTVQVSKLQDLI 

HRSKMARCRGRFVCPVILFKGK 

HICRSATLAGWGELYGRAQATT 

YFFSGGADDAWADVEDVTEED 

CALRSGDTHLFDKVRGYDIKLL 

RYLSVKYICDLMVENKKVKFG 

MNVTSSEKVDKAQRYADFTLL 

SIPYPGCEFFKEYKDRDYMAEG 

LIFNWKQDYVDAPLSIPDFLTH 

SLN1DWSQYQCWDLVQQTQNY 

LKLLLSLVNSDGQTDSKSLVAI 

RTSVGVALAQTSGNALAYGTK 

KAQEQSQDGLIHTSLKPTEILYL 

TVAYDWFLFGHMLVDRLSKGE 

EIFFFCFNFLKH1TSEEFSALKTQ 

RRKSLPARDGGFTLEDIC\C*DE 

RTVAVPPDLVCDCLPGHGEFPR 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8723 


39091 


A 


8781 


2 


588 


HSFFFPNREKCSTKR*RLSASRF 

PP*PWSRLPSG/QPAGGASAGSP 

SAPRGTGRGAGSRPAHG/VQPP 

RAHPEAPCPACPRSVGGAR/RA 

PEPSSNLSGEAPASGDRDVPPPS 

PLAR*VPLGGREFGWPWANAA 

LRPGKXP/RSDRVS\RSPWS/PAG 

rSVPASWPRRSTSGNRGPPSRPS 

RLSRTSGPLNRLGEPFDVQGPL 


8724 


39092 


A 


8782 


1 


198 




8725 


39093 


A 


8783 


1 


275 


MAGAPAPASLPPCSLISDCCAS 
NQRDSMGVGPSEPGAGYMLVP 
VXElCRSIRVGVTGrSRCCPSPLSL 
TRKGNSLTPWASQVRQCLALL 

rw ait 

QLAH 


8726 


39094 


A 


8784 


349 


478 


KLSKFPYTEELSSGLYGIGSLCP 
HKYNCLVSSHSRCKN*VTGY 


8727 


39095 


A 


8785 


1 


325 


FSEGNS YL VGI M H PLKAM LPG L 

QYQTETFPPPGYLM/PCRLQQQ 

SHLLTLRDCCASNQRDSVGVGP 
SEPGAGYNLVVRRFLSLLEKRSI 
WVRVTRFSSALNHELK VN DH 


8728 


39096 


A 


8786 


1 Ij 


j 13 




8729 


39097 


A 


8787 


2 


1991 




8730 


39098 


A 


8788 


512 


1178 




8731 


39099 


A 


8789 


135 


1562 


DTLVPTSQGDISRGLEGNLNSC 

PT*Q**RAPFLWCQ/PKAEWGT 

WIFNPEAEESLEPRSLISDCCAN 

NQRDSVGVGPSEPGAGYNLVV 

RSFLSPSEKRSVRVGVTRLSRCR 

PSPLSLTQKGNPLTPCASQVRQ 

CLALLRLRHVYFYNFGWKDYG 

VASLTTILDMVKVMTFALQEG 

KVAIHCHAGLGRTGVLIACYLV 

FATRMTADQAIIFVRAKRPNSIQ 

TRGQLLCEAQQSGAFSADVSGS 

HSPGEPVSPSFANVHKDPNPAH 

QQVSHCQCKTHGVGSPGSVRQ 

NSRTPRSPLDCGSSPKAQFLVE 

HETQDSKDLSEAASHSALQSEL 

SAEARR1LAAKALANLNESVEK 

EELKRK VEM WQKELNS RDG A 

WERICGERDPFILCSLMWSWVE 

QLKEPVITKEDVDMLVDRRAD 

AAEALFLLEKGQHQTI LCVLHC 

1 T rv 1 1 /"XT'! rk\ /TM/PP A t?l A I I A 11/ A P 

I VNLQTI P VDVEEAFLAH A I JCA F 

TTV |fi| ip\ rv I /"vV IT* r" X /T\ / 1 I 

TKISIIFVNQNPEVTVLL 


o/jz 


,>y i uu 


D 
t> 


o fy\J 








8733 


39101 


A 


8791 


108 


194 




8734 


39102 • 


A 


8792 


1 


164 
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SEOID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


8735 


39103 


A 


8793 


1 


1068 


MEESRYWGTGRNRREGLKLQ 

WAQPAPLFNIRQGPNEGDNQQ 

GSYWEALASIMQ1IHLVPSGLG 

MVTAFHCSWYLSTTATFPGVL 

NPALTE1KSGNYYVHGSFILQV 

ADYKEFQTLLMITKATFHQKTQ 

CWACEEGVQQSFHCPCRMQAA 

ASVERYTELLKEFLFKEHTCDN 

QEPTSTLHYHSKLTVH1HVYSS 

RCTLPCQPSQAAQAEGISQPAP 

ACEDFVFAALAPP/ESG/RCPTL 

RLLGGLCTPTNARRTRTHSTTA 

CWARAQWDSLGPLKLSHRVPR 

VCGGTRAPGRQGCMGNQRLGT 

SNSEARDPGGLRVKHR/CEAIQ 

EPPNRSRRQGAPLHSPPAY*MS 

SWRP*SFSKRHNLS 


8736 


39104 


C 


8794 


78 


331 




8737 


39105 


A 


8795 


129 


1734 


QWMHRMLD1FKGSSQHPSVPR 

VSSRPPLGPQGYSLHHFGTQGI 

HSATPINTQGLQPAPMGTQQPQ 

PEGKTSAVVLADGATIVANPIS 

NPFSAAPAATTVVQTHSQSAST 

NAPAQGSSPRPSILRKK.PATDG 

MAVRKTLIPPQPHDVASPRVES 

SMRSTSGSPRPAGAKPKSEVSTC 

LWPLRSLCPWRLYP1KIMISLPL 

PSLKLPSSPHRPFQL*LQQPVPR 

HNQPLPFQPFLERSPSLHPSPPL\ 

HCTTS1 SHCG WQSFLRLG PSRS* 

N*SERRSRTNGYHEASF\SVPPL 

ATNTVSPSLALLANNLSMPTSD 

LPPGASPRKKPR\NNSMWISTEE 

GDMMETNSTDDEKSTAK.SLLV 

KAEKRKSPPKEYIDEEGVRYVP 

VRPRPPITLLRHYRNPWKAAYH 

HFQRYSDVRVKEEKKAMLQEI 

ANQKGVSCRAQGWKVHLCAA 

QLLQLTNLEHDVY ERLTN LQE 

GI1PKKKAATDDDLHR1NELIQG 

NMQRCKLVMDQISEARDSMLK 

VLDHKDRVLKLLNKNGTVKK.V 

SKLKRKEKV 


8738 


39106 


A 


8796 


1 


169 


f> r»TD T%T%\S OTwII/ D /"V/""'! \ /T?\ /Tn\ I/PC 

RPTRPPKSNK.RQCLVFV I P\KEE 

PPX/BWII FI^FXITICfiQI^VRQ! VI 
Cr V KJNIL.tlS.riN J IdVJoN. V KoL I L/ 

HAPPLLPLER 


8739 


39107 


B 


8797 


156 


398 





wo 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Ammo acid sequence ( X-linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblt nucleotide insertion) 


8740 


39108 


A 


8798 


20 


723 


VWGGEFLPRIWFMLPTSHQWM 

LFSVFLGWGSCQWSCSHLLSCL 

WRAAFSEFPLGPEPGEGIGPELC 

LCFQMEAIELSVDPKSNKRQCL 

VFVTP\KEEEPVRNILEKFNTISG 

SK/CTEVQRGVIYPGHIR*R**SI 

PRGF*FYSK*GRPDSAGGHGPG 

GVLQGEKG HSACARQGGRFQE 

GAAFAORETAGRRVGOR WCC, 

DCFRTPVHRKSLSSPNFGGFGA 
GSEAVPCHLVLYLVW 


8741 


39109 


A 


8799 


79 


256 


LRLTLLFFONLLGGKSSM1 WTA 
HPCPEGACSSSCTSLGSHLLLSS 
FPVLGR*PGPSGDH 


8742 


39110 


A 


8800 


402 


996 


TFFKFPPDSGAQLASPRGSRIGA 

AGGAA\SSPEPSAALLSPWVVD 

GTGRPGAGGGARRGGSGCTGA 

HGGGGSSGM/VG/PAGPEPCPA 

GRQLRPGEKSSAAPLREPASAL 

AGPERGSHSAAAG*RAPQ\GRQ 

SGSPGRGGAESERGL*GLPSCC 

HLSPOSOAAAVPR^VCi^RWPr 

GAVPTLATPPTSASFFSAATPEGP 
PLAS 


8743 


39111 


A 


8801 


7 


602 


TFFKFPPDSGAQLASPRGSRIGA 

AGGAA\SSPEPSAALLSPWVVD 

GTGRPGAGGGARRGGSGCTGA 

HGGGGSSGM/VG/PAGPEPCPA 

GRQLRPGEKSSAAPLREPASAL 

AGPERGSHSAAAG*RAPQ\GRQ 

SGSPGRGGAESERGL*GLPSCC 

HLSPGSGAAAVPRSVGSRWPC 

GAXPTLATPPTSASFFSAATPEGP 

PLAS 


8744 


39112 


A 


8802 


262 


349 


KEG EGG K\PD*PV RMCPPKPSG 
HWKHPGE 


8745 


39113 


A 


8803 


2271 


2863 


GGASGVVRSSWWARGLAGFRS 

EAADLRGLPVELRASPAPCVRT 

PQPLGGRXGIGRPGAEGGPCWG 

GSGRTGAHGGAEGAGSSLGQP 

RKG LPQCSGG/PEGLLKCGQSG 

SPGRGRAQSERGL*GLPACCHL 

SH* PQGRQI* PRTCPTPFQSKTS 

DQGGPSGPAVSGSERQV'LHHQ 

•PGCRDYLCGPFCSWEINPVWG 
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SKQ ID 

NO: 


SKQ IDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/54CUI7 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


8746 


39114 


A 


8804 


-» 


561 


NCPSLLVESCFQECGSSIPFALPS 

TQVEHALYASER*QRAGSPHSP 

HSLSVPPLPGLPLWRHLRSPS/G 

PPLH*PP*ASTLTGGPQ*RLGSA 

GINVSSEPVSSSRPNV*SFPFPQY 

TVTLVKGWRSREPSPKSSVLGS/ 

MVP* < 5TKSEP*REPPI*<sLTGKA 

GFRnFKGRFKAlGSGR*GVAKr 

SDHVR 


8747 


39115 


B 


8805 


298 


380 




8748 


39116 


B 


8806 


1 


1292 




8749 


39117 


A 


8807 


1 


1224 


MKPRTL A VS VTA LK V ARLEF V 

PSDVRMCSEFLPSGGLVVSLAS 

GVKLQTFAVSVTARNSVDPKN 

SGAQLASPSGSSTRAASGAAC* 

SPSPPPC ARTPQPLGG RNGTGCP 

GAGGGTRRGGSGRTGAHGAAE 

GVGSGLGQPRKGPPTVQWWAE 

GLLKCRQSGSPGRGGAESKRGL 

*GLPASTLSP\PPG\ECAGKSENS 

HMN LNCSGGSLGPGTG AHLPL 

GPDSGQPAETLLWGPCCGPGG 

TGLTGSGQTISLGCQGGQPRRE 

VKPPVPQRVSVLLVAVNPPPDS 

RCRVETDRPWRLCIQSCLCGTL 

KRD V LH SPS VV FNTTRGGTAE 

WSREDKDALLPEYALHMPFAV 

GFKI FYKFGV1 GSNLAAGPFK 

ELCEAKKNQCPKSGVSHTSRPL 

KPEWSDFVAEIDESKLPDRS 


8750 


39118 


A 


8808 


1 


1298 


ESLRAGSFQQEIQPELAPLIILRG 

FGTWPG WSFQATGFCVGVRGS 

PGSGFRGCGAYRAP'SFRTQLW 

PWQPLQGLDPKPLKDALRPSPL 

GRRACAEHHLCSADERPDLGFE 

GLQRWGGCRGSQGKPAVHQA 

WGRCGEGTGGGHTGSPPPRLTP 

P/PGPGSFRAQPGERRPAACGQ 

QRALGPMRPPPAC/G PSPT*GCA 

LNPTSPPAPLV*GFIHIVAAFCSF 

VTPVSKSHSFQLGGELRVAGSD 

\GGRWGERENTQGSTLPPSSPAS 

SPGSPSPDPATPPGPATPGLIDIL 

LLLPMVASSRKHDF\SGFSGRLP 

PQGEFFQ*GPTGWQSWVWPLD 

PSYLGGCQGGCGQGPRTGRRG 

ASSHCCVPAAP/GLSMDCSRGS 

GGSPPRSPPWALLGDLPSSLET 

VCLVMMFPCPIWMASEFAMEI 

QLLGPFWQIMLIGLCW 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
or peptide sequence 


Amino acid sequence ( X=Unkno»vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8751 


39119 


A 


8809 


2 


662 


RIPLLVTRLKINEKVLQVLTNIF 

LFHDFSVQNFIKGLQLSLLEHFY 

SQPLSVLCCNLPEAKRRINFLSN 

NQCEN1RRLPSFRRYVEKQASE 

KQVALLTNERYLKEETQLLLEN 

\LHVYHMNYFLVLRCLHKFTSS 

LPKYPLGRQIRELYCTCLEKNI 

WDSbbYAbVLQLLRMLAKDEL 

MTILEKCFKGFKSYCENHLGST 

A*RJEEFLGQFQSLDEPRGRR 


8752 


39120 


A 


8810 


326 


1215 


N PI LHGNFIFMLDHSLKN VQDQ 

E*TLM */H YG PQ VVTMCQCSFI E 

RNKRIPVVQGIRRGRGHVQWG 

RYVEKQASEK.QVALLTSERCL 

KKETQLLLENLHVYHMNYFLV 

LRCVHKFTSSLPKYPLGRQIREL 

YRTCLEKNIRNSEEYASVLQLL 

KMLAKDELMTILEKCFEVFKSS 

CEKHLGSTAKR1QEFLAQFQSF 

DETKENEALKREEGCIPN1TPD1 

CI A YKL YLECRRLINL V D YSQ A 

FATILTAAEKMDANSTSSEEMN 

EIIYAWCIRTVFELELLGFIKPTK 

QKTDHVARLT 


8753 


39121 


A 


8811 


70 


613 


SLLEMKELRRSKKQTKFEVLRE 

NVVNFIDCLVREYLLPPETQPL 

HEVVYFSAAHALREHLNAAPR1 

ALHTALNNPYYYLKNEALKSE 

EGCIPNIANPDICIAYKLHLECSR 

LINLVDWSEAFATVVTAAEKM 

HAXTC A CCCCXyfXTCIlLI A DHID A \/C 
CI CI 1 rTIf DTl/Al/TIMJX/ A Dl *T 

cLfcLLOr 1KFJ K\JK J DH VAKL 1 

wooc 


5 /JH 


J7 1 LL 




oo 1Z 


3Vo 


/oz 




8755 


39123 


c 


8813 


138 


296 




8756 


39124 


A 


8814 


1 


395 





WO 01/075067 
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4 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8757 


39125 


A 


8815 


2 


1289 


DDLCALAFKVLHDKQRGPTGF 

YAPFNSRPL*KPQLAHSIILMET 

ATERJSRLLLPFADQHVEIPSLT 

AGNIALTVGLKHTATGDTIVSS 

KSSALVLQLVEPNGREKRSTDK 

TMKAERLLLAGSGRFQEPVFFC 

TIGTP1TV*GSQIWEHAFEMSFS 

VRJPVLKVRLDPDSGQTVXLCG 

MGELHIEIIHDRIKREYGLETYL 

GPLQVAYRETILNSVRATDTLG 

*EL*GDKRHLVDLLGSGKARPI 

ETSSVMPVIEFEYAESINEGLLK 

VSQEAIENG1HSACLQGPLLGSP 

1QDVGNYLYIP*QIHPWAPSTTY 

DFCLCLKMPCKKALERKADKQ 

VLEPLMNLEVTVARDYLSPVL 

ADLAQRRGNIQE1QTRQDNKV 

VIGFVPLAE1MGYSTVLRTLTSG 

SATFALELSTYQAMNPQDQNT 


8758 


39126 


A 


8816 


545 


849 


LAIHLSSLI\SRHDDEATRTSTVSE 
GLEEGEVE\GETLL1VES\EDQAF 

i>/ V U L o rl U\l ouu i o L, IN o UrXj U Vo 

WMEEQLSYFCDKCQKWIPASK 
ELLNSFDLSIPV 
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PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8759 


39127 


A 


8817 


1 


2395 


MDSSIHLSSLISRHDDEATRTST 

SEGLEEGEVEGETLLIVESEDQA 

SVDLSHDQSGDSLNSDEGDVS 

WMEEQLSYFCDKCQKWIPASQ 

LREQLSYLKGDNFFRFTCSDCS 

ADGKEQYERLKLTWHQVVML 

ALYNLSLKGSGRQGYFRWKED 

ICAFIEKH*TFLLRNRKKTSTCR 

STGAGCLSVGSPMYFR*GA*EF 

GEPRWWKLVHNLPLTMKPERE 

KTAASTLN1FAASKPTLDPIITVE 

GLRKRASRNPVESAMELKEKR 

SRTQEAKDIRRAQKEAAGFLDR 

STSSTPVKFISRGRRPDVILEKG 

EVIDFSSLSSSDRTPLTSPSPSPS 

LDFSAPGTPASHSATPSLLSEAD 

LIPDVMPPQALFHDDDEMEGD 

GVIDPGMEYVPPPAGSVASGPV 

VGGRKKVRGPEQIKQEVESEEE 

KPDRM DI DSEDTDSNTSLQTRA 

REKRKPQLEKDTKPKEPRYTPV 

SIYEEKLLLKRLEACPGAVAMT 

PEARRLKR\KL1VRQA\KRDRGL 

PLFDLDQWVNAALLLVDGIYG 

AKEGGISRLPAGQATYRTTCQD 

FR1 LDRYQTS\LPSRKG FR\HQ\T 

TKFLYRLVGSEDMAVDQSIVSP 

YTSRILKPYIRSDPHWTPEPDAP 

LDYCYVRPNHIPTINSMCQEFF 

W rU I ULi \oli^L#V^ i rL/r oV V VLI 

KKVUAFGFMVP\DV\KYNEAYI 
SFLFVHPNWVRRAGIATFMIYHL 


8760 


39128 


A 


8818 




364 


GDSVPTAEGGDQVCVILSSVPQ 
TVWEPMFNKRACG/P*SP*SLSA 
TSI YPRELKAGTQKDTCPPVFR 
AVLF i I A I QCPSTDAWMNKM 
WYSRTM EC YSALKRKE! PPH AT 
ARHPMCLQFCRW 


8761 


39129 


A 


8819 


292 


508 


ARPGDQATSGGQGTTFQHPLFC 
FELGGSQNPALQ*PFAAACPVG 
AD*TKFTFAFCCRLK*KRTCCL 
SLGSRC 


8762 


39130 


C 


8820 


253 


369 




0*7 ill 

5/63 


39131 


A 

A 


ooi 1 


IOC 




1 Y rULLLUtr V VAAtAUlWvUIN 

DCVKKQLLHSW 


8764 


39132 


B 


8822 


91 


479 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=llnkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion. \=possiblf nucleotide insertion) 


8765 


39133 


A 


8823 


1 


544 


ARHPDMK.KRVEDAS1LPCNVSL 

EYEKTEVNSGFFSKSAEEREKL 

VKAERKF1EDRVKKIIELKRKV 

CGDSDKGFVVINQKGIDPFSLD 

ALSKEGIVALRRAKRRNMERLT 

LACGGVALNSFDDLSPDCLGH 

AGLVYEYTSPACPKQSGLCILSS 

TLG EEKFTFI EKCNN PRS\ VTLLI 

KGPNKHTLTQ1KDAVRDGLRA 

VKNAIDDGCVVPGCWCRGKW 

AMAEA\LI*P*APVLKGRAQLGS 

PKHLLDAFAHYFPKVLCFRNSG 

FLTFQGNIKLKFKAEHSRJQVQL 

VGVDL\NTGEP\MVASRSKAVW 

GHT*LW*KKTSLPSTPCTW*IA\ 

TN1LLGLNE1MRAGMSFS*KGF 

VVINQKGIDPFSLDALSKEG1VA 

LRRAKRRNMERLTLACGGVAL 

NSFDDLSPDCLGHAGLVYEYTS 

PACPKQSGLCILSSTLGEEKFTF1 

EKCNN PRSCH 1 1 DQRTK 


8766 


39134 


C 


8824 


636 


1025 




8767 


39135 


A 


8825 


33 


1505 


KCISASVKVDFSDLLLSNNTS*S 

AFTPTRTQKSSSKLLRKESHYS 

GMMSIQEKSKENSSKVTKKSD 

DKNSETEIQDSQKNLAKKSGPK 

ETIKSQAKSSSESK1NQPELETR 

MSTRSSKAASNDKATKS1NKNT 

VTVRGYSQESTKKKLSQKKLV 

HENPKANEQLNRRSQRLQQLT 

EVSRRSLRSREIQGQVQAVKQS 

LPPTKKEQCSSTQSKSNKTSQK 

HVKRKVLEVKSDSKED/GKSSN 

** SNKFS/SKG KN AR*N1 R/SACA 

CSSQCTQGSEKCPQKTTRRDET 

KPVPVTSEVKRSKMATSVVPK 

KNEMKKSVHTQVNT/KHNTPK 

KSTAISA*TK***AGASRKEQTR 

*YSPA\REEIAGEIESDNVEVKK 

ESSQMESVKEEKPSEIKLEETSV 

ERQILHQKGTNQDVQCNRFFPS 

RKTKPVKCILNGINSSAKKNSN 

WTKIKLSKFNSVQHNKLDSQVS 

PKLGLFTNQFFTTSFRNASSSDS 

KYIFRDKAT 


8768 


39136 


A 


8826 


1 


394 


AISRALGRYVLFPCUQDGIFVA 
HTAHAILTSLED\SL*MFQPKTC 

WCL\AN*HDTLSVNMETPHPSF 

r\cct o/m iti i/kjii DCDiCACi/n 
Vjb h LbO LL L L K. M L Kb r 1 b AbK. U 

KDKVKSNAVRALGNLLHFLQP 

SHIE'PTFAQINEEAIQALIS 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


8769 


39137 


A 


8827 


52 


730 


KSACDALSSILPEAFRNLPNDR 

QMLCITVLLGLNDSKNRLVKA 

ATSR\ALGVYVLFPCLRQDVIFV 

ADAANAMVMSLEDKSLNVRA 

KAAWSLGNLTDTLIVNMETPD 

PSFQGRVLWSPALENGYDQAL 

EASKDKDKVKRH\AV\RALGNL 

LHFLQPSH I/GKTPHLQKFI *GSL 
^ratnpi i F*ni<ri ami^vdu/ma 

oivrtLnr llt i^PvL-Avivin. v lxWIN/\ 
fYAMPiWVFI^NPAI PI P.TAPU/T 

OV^/\ I I O V V 1 O 


0 / / v 




R 




47 


1 ^76 




8771 

Oil*. 




A 


RR7Q 








R779 




A 


OOJU 


1 
1 


Oil 




8773 


39141 


B 


8831 


104 


206 




8774 


39142 


A 


8832 


1 


987 




8775 


39143 


A 


8833 


111 


2187 


DERR VGAADM FGRSRS WVGG 

GHGKTSRNIHSLDHLKYLYHVL 

TKNTTVTEQNRNLLVETIRSITE 

ILIWGDQNDSSVFDFFLEKNMF 

VFFLNILRQKSGRYVCVQLLQT 

LN1LFENISHETSLYYLLSNNYV 

NSI1VHKFDFSDEE1MAYYISFL 

KTLSLKLNNHTVHFFYNEHTN 

DFALYTEAIKFFNHPESMVRIA 

VRT1TLNVYKVDNQAMLHYIR 

DICTA VPYFSNLVWFIGSHVIEL 

DDCVQTDEEHRNRGKLSDLVA 

EHLDHLHYLNDILIINCEFLNDV 

LTDHLLNRLFLPLYVYSLENQD 

KVFLIIHHAPLVNSLAEVILNGD 

LSEM YA K.TEQDI QRSS VLPTLSS 

LWQGSHLSLNQLQSGLHKCSS 

HLCGAQAAADSVTGEIPA1RSL 

EWLISAGSKARTFFFLKMLIGF 

WEKVDCEYQRRQVLSTRLQEA 

LPSNRLTDVAAVHSSCMLGFGS 

TAPRGSWIGDPAAVHLPLPGEL 

AEHLGSKGTTTVTKHQPQAKPS 

IRCFIKPTETLERSLEMNKHKGK 

RRVQKRPNYK.NVGEEEDEEKG 

PTEDAQEDAEKAKGTEGGSKGI 

KTSGESEEIEMVIMERSKLSELA 

ASTSVQEQNTTDEEKSAAATCS 

ESTQWSRPFLDMVYHALDSPD 

DDYHALFVLCLLYAMSHNK/G 

KSPEKEEGLSGTQSHPGICAGTF 

GKEGAEERKRAQV 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»n, 
*=Stop codon, /=possiblc nucleotide 
deletion, ^possible nucleotide insertion) 


8776 


39144 


A 


8834 


1 


3050 


RNLLVETIRSITEILIWGDQNDS 

SVFDFFLEKNMFVFFLNILRQKS 

GRYVCVQLLQTLNILFENISHET 

SLYYLLSNNYVNSIIVHKFDFSD 

EEIMAYYISFLKTLSLKLNNHT 

VHFFYNEHTNDFALYTEAIKFF 

NHPESMVRIAVRTITLNVYKVS 

LDNQAMLHYIRDKTAVPYFSN 

LVWF1GSHVIELDDCVQTDEEH 

RNRGKLSDLVAEHLDHLHYLN 

DILIINCEFLNDVLTDHLLNRLF 

LPLYVYSLEN 


8777 


39145 


A 


8835 


III 


270 




8778 


39146 


A 


8836 


240 


406 




8779 


39147 


c 


8837 


86 


286 




8780 


39148 


A 


8839 


172 


243 


DPS* EARSMLLLLFLPPDHSGLP 
H 


8781 


39149 


A 


8840 


280 


526 


GRNAVVQS*AHCRSQTPGPK*S 
SL/LVFPSS\WTYRHMPPHLAN* 
KKFFLHRDGGLDMLPRLVWNS 
WPQV 1 LPPQPPKALG LLL 


8782 


39150 


A 


8841 


3 


1785 


VLDARNAGAGGLAGPAGVLRG 

RASRCDPGAAVGAGQGGARVR 

PGRAAAPSPGPPGGA*CVPTDA 

GAGPGSAGARQPLPFAAGALS 

H SGHC* RGLRG PGSL ASPAQA K 

AAWSGLLLSPAAAGRDGGRGH 

N PRDPPPLREHG PGIPGFHGDR 

G*ELYQCHLGGEGG\GPDKPGS 

PCASCGLDGHWYRALLLETFRP 

QRCAQVLHVDYGRKELVSCSS 

LRYLLPEYFRMPVVTYPCALYG 

LWDGGRGWSRSQVGDLKTLIL 

GKAVNAKIEFYCSFEHVYYVSL 

YGEDGINLNRVFGVQSCCLAD 

RVLQSQATEEEEPETSQSQSPAE 

EVDEEISLPALRSIRLKMNAFYD 

AQWKENGYYRAIVTKLDDKSV 

DVFLVDRGNSENVDW1INMLL 

RFLTNQEQGEETISKVIAQAGY 

AKYQEFETKEN1LVNAHSPGHV 

SNHFTTESNKIPFAKTGEGEQK. 

AKRENKTTSVSKALSDTTVVTN 

G STEL V VQEK V KRAS V YFPLM 

QNCLEIKPGSSSKGELEVGSTVE 

VRVSYVENPGYFWCQLTRNIQ 

GLKTLMSDIQYYCKNTAAPHQ 

RNTLACLAKRTVNRQWSRALIS 



WO 01/075067 



PCT/US01/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnkni»wn, 
*=Stop codon, /=possible nucleotide 
deletion, \=po$sible nucleotide insertion) 


8783 


39151 


A 


8842 


2090 


2901 


TH LL VPG MQPLT WQM PFSPFLS 

ISPTRSNLPSAATPVIAQWA/HE 

QSGHGGRDGGYTWAQQHGLA 

FTNTDLATVNAK1GFAYPVCDA 

SAKTTIRGLLECLIRCDG1PHSIA 

SDQARIHRSRNQEVEVEVAPLT 

ITPSDPLAKFLLSVPVTLRSAGL 

EVLVPGEGMLPPGNTRTIPLNW 

KLRLPPGHFGLLLTLSQEAKNG 

VTVLAGVIDLDYQDEISLLLHN 

GCiKKFYARTnITGDPI GRI 1 VI P 

CPV1KINGKLOOPNPGGTTNGS 

DPSGMKV 


8784 


39152 


A 


8843 


1 


585 




8785 


39153 


A 


8844 


1 


1697 


MDKYFMIKTPKAMATNTTIDK 

WDLIKLKNFCTAKETMIRVNR 

QP1ECKKMFAIYPSDKVILLFKM 

APKRNAEGLSTVSTCKKAAMC 

LIEKGCELVGPVGPQTHPVVTS 

PVSECIIG1DILSGWQNPHIGSLT 

GRVKAIMVAKDKLKPLELPLPG 

KIVNQKQHCIPGW1VEISATIKD 

LKDAVIGIPTLPPFNSPIWPVQK 

TNGS WRMTVDYH KLNQ WTPI 

AAAVPDVVSWLEQINTSPGTCL 

H W WPHG EFPRL V DREERTRTW 

FTDGSAQYAGTTQKWTPAALQ 

PLSRTSLKESECFI HHHG1 PHSIA 

SDQGTHFMAKKVRQWAHAHEI 

HWSYHVPHYPEAAGLIEKWNG 

ILKPQLQCQLGDNTLQGWDKV 

LQKALYA\LNQHSVYGTISPIAR 

IHRSRNNQEVEVEVTPLIITPTD 

PLAKFLLPVPSTLHSLDLEVLVP 

EGGMLPPGHTAMIPLNWKLRL 

PPGHFGLLLPLSQQAKKGVIVL 

AGVIDLDYQNEJSLLLHNGGKE 

EYALNIGDPLGHLLVLPCPV1N 

VNGKLOOPNPGRJTNGEDPSG 

v nvjivbyyi nr vj ivi i 1 1 vj i o vj 

M K VC VTPPGTTTTTKKP 


8786 


39154 


C 


8845 


1 


720 




8787 


39155 


A 


8846 


57 


261 


WNF/CDPGGPMMKIAFISFKLKT 
TVI CTTTRWSPI I GALV*TWP 


8788 


J71 JU 


R 


8847 


1 


1 1 -JO 




8789 


39157 


B 


8848 


1 


2523 




8790 


39158 


A 


8849 


3 


375 




R70I 


191S9 


A 


OOJU 


-5 
J 




DFOP FTR VT V H WG M GlSl DOTFR 
uryr r i ix v i v n wvjixvJiNL/v^ J r ix 

GLLDTGSELTLIPGDPKHHYGP 
PVKVG\AYGAQLL 


8792 


39160 


A 


8851 


*> 
J 


376 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
'-Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


8793 


39161 


B 


8852 


1 


592 




8794 


39162 


A 


8853 




319 




8795 


39163 


A 


8854 




1071 




8796 


39164 


C 


8855 




862 




8797 


39165 


A 


8856 




1488 


MGRARRLTPVIPALWETEADGS 

RALTVETTVTQLQHLNTVGIIG 

FRGGRGQVAAVNCQKRD1QPF 

TR VTV H WG KRN DQTFQAL VDT 

GLELTLIPGDPKHHCDPPVKVG 

AYGHQVrNGVLAQIQlTVGPVG 

PWTHPVVIFTVPKCIIDIDILRW 

QNSHTGSLTGRMKAIMVGRAK 

WKPLELPLPRKTVNQKPYHTPV 

GTAEIS ATM KDL K.DAG V VI PTT 

TLFNSPIWSVQKTGGSWRMTV 

DYCMLNQVVSAVEA1VLDWS 

LLEQINTS/P/WP*SGSCTAAFHH 

QM E V VHT* SGSS RS* RHN\CTN 

GLMGSFL*SVDRGREDYGLVH 

RRFFTIC*HHPKLDSCSTTVPF* 

DIPEGQL*REIFPPPVSWRQGWR 

LCMGSATWTFTHQG*PGYGHC 

•VPNLPAAETNTEPSIWHHSSG* 

SASYLV AG* L YGTSS1MERAEV 

CPHWNRHLF*IWVVCLSCTLCF 

C*DYHPWTLEMPYPPSPYSTKL 

CCCPRHLLYG*RSAAV 


8798 


39166 


A 


8857 


1 


1056 


MSSVLLRLIYQLTQKTASFEGG 

PEQKALQQIQA A VQA A LPLGPY 

DPANPMVLEVSVADRDTVWSL 

WQVPIGESQQRSLGFWSKVLPY 

SADNYFPFERQLLACYWALLET 

DRLTVGHQVTLQPELPIMNWV 

LSDPSSHKVGHVHQHSHKWK 

WYIRDQTRAGPEGTTTPVITQ/ 

WDAHEQSGLSGRDGXKGQRFV 

LTG VDTYSG YWFAYPA HN ASA 

KTSIYGFTECLIHCHG1PHSIASD 

QGTLFTAKEVWQWAHAHGIH 

WSYHIPHHP1AAGLIEWWNGLL 

KSQLQCQLGDNTLQGWGKDL 

QKj\MYSLNQRLIYSTVSPISrUH 

n^RWORVPVPVAP] TTTT C^HPI 
VJ ij IVIN v^lv VLYCVnrLI 1 1 L*OLVi L» 

AKFFFLLP 


8799 


39167 


B 


8858 


603 


1785 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon Tor last Amino acid 
of peptide sequence 


Amino acid sequence { X=Unknown, 
*«=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


8800 


39168 


A 


8859 


3 


467 


R 1 H V RPE I T LTA/ ANTA RP Y * 1 DP 
HDTLLSHSNFGSSDCPSSSKMR 
Q A L ELVRERA PELM I DG EM HG 
DAALVEAJRNDRMPDSSLKGSA 
NILVMPNMEAAR1SYNLLRVSS 
SEGVTVGPVLMGVAKPVHVI T 
PIASVRRIVNMVALAVVFAOTO 
PL 


8801 


39169 


A 


8860 


1 


1878 




8802 


39170 


A 


8861 


3 


684 


MPNYLRFVRGLIDSSDLPLNVS 

REILQDSTVTXRYLRNALTKRVL 

QLLEKLAKDDAEKYQTFWQQF 

GLVLKEGPAEDFANQEAJAKLL 

RFASTHTDSSAQTVSLEDYVSR 

MKEGQEKIYY1TADSYAAAKSS 

PHLELLRKKGIEVLLLSDRIDE 

WM MN YLTEFDGPPFQS VSK VD 

ESLENLADEVDESAKDAEKAI T 

PFIDRVKALLGERVKDVRLTHA 

GSGLVGENV 


8803 


39171 


A 


8862 


2 


393 


LEFGKKLGNAAADYFIANKIDQ 

PKIAVFNCEAFEVCVQRRKGFE 

EVLKSRVPGAQ1VANQEGTVLD 

KAISVGEKLIISTPDLNA1MGFS 

GGATLGAVKAVRNQN\RPEKL 

LFSVRI*QPKLLRSWKTIRC 


8804 


39172 


A 


8863 


414 


805 


TPSRVEGNQEYPSLVYIP\SQAP\ 

WNM*TRDHKHGLNLYVQRVFI 

MTDAEQFMPNYLRFVGGL1DSS 

DLPLNVSREILQDSTVTRNLRN 

ALTKRVLQMLEKLAKDDAEKY 

QTFWHQFGRGI1IFTDSQFNR 


8805 


39173 


A 


8864 


0 


684 


MPNYLRFVRGLIDSSDLPLNVS 

REILQDSTVT\R Y L RN A LTKR V L 

QLLEKLAKDDAEKYQTFWQQF 

GLVLKEGPAEDFANQEAIAKLL 

RFASTHTDSSAQTVSLEDYVSR 

MKEGQEKIYYITADSYAAAKSS 

PHLELLRKKGIEVLLLSDRIDE 

WMMNYLTEFDGPPFQSVSKVD 

ESLENLADEVDESAKDAEKALT 

PFIDRVKALLGERVKDVRLTHA 

GSGLVGENV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8806 


39174 


A 


8865 


1 


624 


AKLLRFASTHTDSSAQTVSLED 

YVSRMKEGQEKIYYITADSYAA 

AKS\SPHLELLRKKGIEVLLLSD 

R1DEWMMNYLTEFDGKPFQPG 

AKVDESLEKLADEVDESAKEA 

EKALTPFIDRVKALLGERVKDV 

RLTHRLTDTPA1 VSTDA D* M\TP 

RMAVKCFGGAGQKVPEVKYIFE 

T ViniM1\/l i /i/n A\ A rvT^ r* r"« a * r r* 

LNPDHVLVKRA\ADT\EEEAKF 
CVWGKNCVLGPF 


8807 


39175 


A 


8866 


471 


659 




OOAO 

8808 


ft ■ *7 Z" 


A 


8867 


638 


834 


SSNTMMHFQIHMKQESTEQQT 
MTARR*Q*SEVDE*REDTTLAA 
RG RTE A * S AR YQLT* QS V PS P H 


8809 


39177 


B 


8868 


I 


1383 




8810 


39178 


A 


8869 


4452 


4896 


SQHSEVFVCHMLSQPRAPGAG 

RYL/LQRKA/SEALEVEV/VDTW 

QADAVRDTRTLSVGGESFLVSL 

ALALALSDLVSHKTRIDSLFLD 

EGFGTLDSETLDTALDALDALN 

ASGKTIGVISHVEAMKERIPVQI 

KVKKINGLGYSKLESTFAVK 


881 1 


39179 


A 


8870 


31 


185 


GHRRRPFKRGRKSR*RGGSQRR 

\/\ICr\ADDC AU/li(DI/UAnni ioi/ 

V N bL) ARKS A W M K K KQRRLJ S K 
ISDRTARK 


8812 


39180 


A 


8871 


1744 


2670 
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SEQID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codoii for peptide 
sequence 


Nucleotide location of l.isl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=pos$ible nucleotide insertion) 


8813 


39181 


A 


8872 


1 


1680 


MGFWVENGEIQYPVSEITIAVSS 

LVFSSASFAADLEDNMETLNDN 

LKVVEKADNAAQVKDALTKM 

RAAALDAQKATPPKLEDKSPDS 

PEMKDFRHCFDILVGQ1DDALK 

LANEDVFTRTLGADALYQFQNI 

RHVLRMQRJAAGEGNTLAFDT 

SV1Q1VNDLVFHCFGKWLTG1Y 

PPCAFV1ATGAFMNTPGDKQGA 

TSAGAVDDVDRISNEITIGIPML 

TGYILLHVKGVRAKSSADHRR 

RPLASLATPPHKSWTCTLLFFR 

LPNVVCYANRJQQLTPILETLPQ 

SDELPHCEETVVLENWRQVHE 

QCLALHSQQQTLQQQDVLAAQ 

SLQKAQAQFDTALQASVFDDQ 

QAFLAALM DEQTLTQLEQLKQ 

N LENQRRQ AQTL VTQTAETL A 

QHQQHRPDDGLALTVTVEQIQ 

Q EL AQTHQKLRENTTSQGE1 RQ 

QLKQDADNRQQQQTLMQQ1AQ 

MTQQVEDWGYLNSLIGSKEGD 

KFRKFAQGLTLDNLVHLANQQ 

1 TDI UPDVI I ADl^ ACCAI C\/V\ 

\/\/r\T\i/n AHA \/d nrro ti crznr:/ 
V VU 1 WyAUA VKJJ/ 1 K 1 Lbuut/ 

SFLLRLR*VTRRHQLWLHPLRH 


8814 


39182 


A 


8873 


3 


823 




8815 


39183 


A 


8874 


287 


426 


YSGLSAVN PVNDA YG VRFQLP 
SVNRIPVS** * VKLAPPAHQIKRI 

C/~" VPD 17 1 Dl r*VADDr.CCCACTU 

oUlS.dvr IrLC YArrurooAo 1 M 
A bKK V ULrr LA IS. W 


nn | r 

oolo 


Oft t OA 




©o/-> 


i 
i 






8817 


39185 


A 


8876 


i 


1989 




8818 


39186 


B 


8877 


i 


3132 




8819 


39187 


A 


8878 


194 


789 


LTKLPSLFTFTRLSSSDNDLRGG 

DKRGGANGARLAL*PQTRTGD 

VTRRQP1RVCTVIEMFELLE/PIA 

DGFRNYRARLDVST/TESLLIDK 

AQQLTLTA P/EMTALVGGM R V 

LGANFD/GSKNGVFTDRVGVLS 

N/DFFVNLLDMRYEWKATD/ES 

KbLrbUKUKilIUbVl\/r 1 AoKA 
DI VFCi^NSVLFVRILGGFFCEYS 
LT1RILH 


8820 


39188 


A 


8879 


1120 


1395 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
•-Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


882! 


39189 


A 


8880 


1 


629 


THRPPKSGPPCAKITRTTHVTA 

KPLFPQTNPKQTVRRMQGELY 

LVDESGQEFVSALNYRRRKTR 

NNATAYPIRLFYLSVRPRAGSK 

SSRT1WJLLAD/AK1TPYERRQL 

VARJEA/LSTEIPAQVRPLYQLW 

RDGQALQLQLAEERQR/YTGG 

A DTKODG ATTTKDKOOR*TKG 

TRSOPSTREVOOOSTOICHSTSR 

PPNHSAOPSNSALVTRO 


8822 


39190 


A 


8881 


j 


307 




8823 


39191 


c 


8882 


161 


337 




8824 


39192 


c 


8883 


34 


168 




8825 


39193 


c 


8884 


172 


456 




8826 


39194 


A 


8885 


174 


516 


VSGVRCWIHSSAFPPVFPGFFLP 
VAFFDRPPARLYRMHTWSHME 
SQEPARLPSHYAD*GQGSQKR\ 
DSCSSGWAGLLFISPOFVLWSA 

EIEGSLNHITLGFRLSHGTTSAD 
GMTF 


8827 


39195 


A 


8886 


1 


2964 




8828 


39196 


A 


8887 


1 


2724 




8829 


39197 


A 


8888 


3708 


7098 




8830 


39198 


A 


8889 


115 


339 




8831 


39199 


A 


8890 


445 


634 


VINTFSLHTMGSTS*HOGNGWR 
HLTLHPRNSKHPLEQPTPGVLQ 
LRPPTASLRQLLSNAGCSG 


8832 


39200 


A 


8891 


1663 


2234 


G EGLRRGL FPG AEAQGRAETA 

GCLRRGRGALALALPGSPGLSP 

WVEDAGGHRVLHGRAVLRCA 

RA PPVPQPAGL A K VEPYSG VSS 

LTAFPQAPILLSSGGQSRAGERT 

TM*G*PEMEKL*SCIGEGHQPC 

HR\KSRPAAPCPPPSAMLFLTPR 

1 J 1 V \ I. k-J 1 VI / \J \ ■ m 1 will" ■ 1 L*J 14 I\ 

SSATLLSSSSKGASGGWEPSAA 
PLGGSGQPFREMVSQH 


8833 


39201 


A 


8892 


202 


542 




8834 


39202 


A 


8893 


564 


1179 


QHRLTYRTALWIHYRPDPKPL 

MSFRPGHQRLSVTSLLVCHGLL 

MVGTSLGVLVALPVPRLSSPSL 

PPVELL*HSVCVSVCRGISCL*W 

RLWDQISDW\SRTLIQPPRPPSC 

CPVVASPGPGKGPQCNGDPKW 

KSCEAASVKGTSPATGKSRPAA 

PCPPPSAMLFLTPRYSATLLSSS 

SKAASGAREPSAAPLGGSGQPF 

REMVSQH 


8835 


39203 


C 


8894 


321 


539 





WO 01/075067 
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SKQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 

hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


8836 


39204 


A 


8895 


630 


983 


NLETNGKIPFENPWSKVPIRFGR 

QNLRRVCLTTGGQIPTGRWVT 

ATDSRGAGDYRLCLHHLR*PD 

DVQPVSWPGC 


8837 


39205 


A 


8896 


31 


144 




8838 


39206 


A 


8897 


1 


1775 

» 


MEISFTRVALLAAALFFVGCDQ 

KPQPAKTHATEVTVLEGKTMG 

TFWRASIPGIDAKRSAELKEK.IQ 

TQLDADDQLLSTYKKDSALMR 

FNDSQSLSPWPVSEAMADIVTT 

SLRIGAKTDGAMDITVGPLVNL 

WGFGPEQQPVQ1PSQEQIDAMK 

AKTGLQH LTVINQSHQQYLQK 

DLPDLYVDLSTVGEGYAADHL 

ARLMEQEGISRYLVSVGGALNS 

RGMNGEG LPWR V A1QKPTDKE 

NAVQAVVDINGHGISTSGVSSRG 

D* DG YGQGLSR V 1 DPQTGRSI E 

HNL VS VTVIAPTA LEA DAWDJ 

GLMVLGPEKAKTCSPGGLRGT 

ESLNTLRDRITQ1NG1DEVRMD 

DSWFARLAALTGLVG RVSAMI 

GVLMVAAVFLVIGNSVRLSIFA 

RRDSINVQKLIGATDGFILRPFL 

YGGALLGFSGALLSLILSE1LVL 

RLSSAVAEVAQVFGTKFDINGL 

SFDECLLLLLSSMVTFWCRNLF 

TSLLELWrNHADKQDDNSCLSS 

AS V YLKAKMM K. VM LPMQLLS 

QriT^PVPni?! FXi^rsnp vpcdpc 

OvJ I VJr T J^JL'KJLCINovJiJtx T C,i>lvKi> 

LTRQFREEPTAP1PRECSQRIDFL 
LFETPSVSASSSAGFWLRFGSTA 


8839 


39207 


A 


8898 


10 


300 


PTSIPRESSSGTWFQVASTTVLF 
SAILAGLGSASAFCLGPGIPQAR 

PWMQ A VWQVKI QP FiTIPP PH A P * P 

EQGGVYHHTAGVLKKLIPPSAR 
QHPDRC 


8840 


39208 


A 


8899 


1657 


2061 


QMPGNNPAFSALLVAFKHQFAI 
AGGIFIKEVTFA1KTSQLLWFGQ 
PI FNN ETTHQTACFLS V EADDL 

lfCAVI 1 1PP14PI rvwi niAFI PI 14 

i vnnniQPPPnPi pi pfqfvh 


8841 


39209 


B 


8900 


26 


1540 




8842 


39210 


A 


8901 


1 


3396 




8843 


39211 


A 


8902 


1 


3522 





WO 01/075067 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


8844 


39212 


A 


8903 


1 


105 


SPQPDRHYRHHRQGPLVCIVHF 

YFCAKRWMAAIL*TQHRHRFL 

TTDDGKFAVANGSFS*RGLHH/ 

ATGLLRRFPPIC*GPLVCIV1IFY 

FCAKRWMAAIL 










i 


960 




8846 


39214 


B 


8905 


i 


2618 




8847 


39215 


B 


8906 


i 


490 




8848 


39216 


A 


8907 


2820 


3332 


ATEGYRQQCRQFHPAAYDESP 

HRNRRRKWRPTYRCHPAPDHR 

TACLRSAFYGNAPGCVQTGPV 

RRSGAASASSPAVFLSGTSPWS 

FARTIALVRGRS/LKIDTNSPWA 

YFSALLM/F/DLLSHVHEWCGR 

YISPPRFAQTGETLPCRRHQGSR 

YSAYLSASRYPARRKWYFSPR 


8849 


39217 


A 


8908 


3 

« 


716 


EVDDTAKHRRRDSFPQ*DP/LM 

NIRYAPSP/HLPATVALTGAVIIT 

VLYALAGKRLFCSWVCPLNPIT 

DLANWLRRRFDLNQSAT1PRHI 

RYVLLVVILVGSALTGTLIWEW 

IN P VSLMGRSL VMGFG SG A LL1 

LALFLFDLLVVEHGWCGHICPV 

GALYGVLGSKGVITVAATDRQ 

KCNRCMDCFHVCPEPHVLRAP 

VLDEQSPVQVTSRDCMTCGRC 

VDVCSEDVFP1TTRWSSGAKS 


8850 


39218 


A 


8909 




323 




8851 


39219 


B 


8910 


94 


2205 






39z20 


A 

A 


891 1 


504 


694 


FNQLGRDWRTYYRKSDPPR/Q 
WLRHSPVR'VLKMVPMAIRGL 
LWMLSAQPAPAICSSRQTKMV 


8853 


39221 


B 


8912 


1 


2031 




8854 


39222 


A 


8913 


3 


190 


FIATPGYTGEAGYEIALPNEKA 

ADFWRALVEAGVNPCGLGARD 

TLRLDGDESYG/QEM/DETVSP* 

AM1CLRCPMKKRPISGVRWWK 

RVLTHVAWARVTRCVWTGMN 

LMARDGETVSP 


8855 


39223 


A 


8914 


1 


621 


MWPSVSHLTQMN1PSRFSEPSG 

AIEVPPDKVHELRLRLAQQGLP 

KGGAVGFELLDQEKFGISQFSE 

QVN YQRA LEG ELSRT1ETI G PV 

KGARVHLAMPKPSLFVREQKS 

PSASVTVNLLPGRALDEGQISAI 

VHLVSSAVAGLPPGNVTLVDQ 

GGHLLTQSNTSGRDLNDAQLK 

YASDVEGRJQRRJEAILSPIVGN 

PATAAI rvCAC 


8856 


39224 - 


A 


8915 


1 


2274 




8857 


39225 


A 


8916 


957 


1067 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8858 


39226 


A 


8917 


1 


1242 


MDGLNTDKGSSVFHTPTDRLVI 

CCPVDADERMTTPPRLWDHEP 

SKPLFFTNYPVSAPFVGL/PPGK 

RPQGGFRAGNL*TSSKT1GRDL 

NDAQLKYASDVE\GRIHRRJEAF 

LSP1 VGSGN 1 PAQVRAQLDFASK 

DQPEEQYRPNGDESHAALRSR 

QLNESEQSGSGYPGGVPGALSN 

QPAPANTMAPISTPPANQNNRQQ 

QASTPSNSGPRSTQRNETSNYE 

VDRTIRHTKMNVGDVQRKLGI1 

GQGKNEKPLKQLERVEEKPNG 

EGWEKKWQGKEVWKKEDGTI 

YLQKNKLRAPTDSTLWFAKNG 

RVAKIAKALVEPANNFNPGVD 

EDDTEKLLEVVPEELTNEKLDL 

EQKCIHIYDDKRKQTKQTPQDV 

FLKR VTSPQEPQPGPSGG 1PEEG 

IVIIGEDSSVQVLAPEDLPVEKL 


8859 


39227 


A 


8918 


256 


1510 


RRFVGFRTGVTKEDAIGKRGV 

DQFFRQSQYRLVGVTVAGMPE 

LTRLFVQRFTQFRMRMAQRVH 

RNATREVDILFPLLIPQARTFAT 

YRYKGCRSVNRYHPFIKVFTRN 

WREADLSLKRV*TLLNDTGYQ 

EVITYSFVDPKVQQMIHPGVEA 

LLLPSPISVEMSAMRLSLWTGL 

LATVVYMQNRQQNRVRJFESGL 

RFVPDTQAPLGIRQDLMLAGV1 

CGNRYEEHWNLAKETVDFYDL 

KGDLESVLDLTGKLNEVEFRAE 

ANPALHPGQSAAIYLKGERIGF 

VGVVHPELERKLDLNGRTLVFE 

LEWN K.LADRVVPQARE I SRFPA 

NRRDIAVVVAENVPAAD1LSEC 

KKVGVNQVVGWNLFDMYRGK 

GVAEGYKSLAISLILQ\DTSRT\L 

EEEEIA\AT\VAKCVEALKERSQ 


8860 


39228 


B 


8919 


47 


156 




8861 


39229 


B 


8920 


139 


993 




8862 


39230 


A 


8921 


1 


284 


MRRKRLIRPTVQAQVCRPDKTR 

KRRJRQWC/YGCRMRRKRLIRPI 

KYANRQAETA*GLDALHLSCSS 

HG*KGPT*SSGHGFRGCKPQAL 

EASMWC 


8863 


39231 


A 


8922 


1 


813 




8864 


39232 


A 


8923 


1 


1176 | 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


8865 


39233 


A 


8924 


3 


618 


AGGPPLNPIEMA*KS\WDEIIVK 

LEKDPQLKTQFLEVYPQGFSGE 

NITDAIAEFEKTLITPDSPFDKW 

LRGDENALTAQQKKGYQLFKD 

NKCATCHGGIILGGRSFEPLGL 

KKDFNFGE1TAADIGRMNVTKE 

ERDKLRQKVPGLRNVALTAPY 

FHRGDVPTLDGAVFLMI RYOV 

GKELPQEDVDDIVAFLHSLNGV 

YTPYMRDKQ 


8866 


39234 


A 


8925 


2 


212 


QYPGLDLHGAKGLGDGLAGKR 

YROI 1 V^r\RHVI YRHPAHPriT 
i ixv^L/L* v ov/tivn v l I ix n r /a vJ r vj i 

RK*RRSG1RWI HRI CniMFPRfiK 
LLVDQ 


8867 


39235 


A 


8926 


1 


640 




8868 


39236 


A 


8927 


1 


704 


MSSFQFEQIGVIRSPYKEKFAVP 

RQPGLVKSANGELHL1APYNQA 

DAVRGLEAFSHLWILFVFHQT 

MEGGWRPTVRPPRLGGNARM 

GVFATRSTFRPNPIGMSLVELK 

EVVCHKDSVILKLGSLDLVDGT 

PVVDIK.PYLPFAESLPDASASYA 

QSAPAAEMAVSFTAEVEKQLL 

Tl FKRYPOI Tl FIRFVI AOHPRP 

I Ix. IX I r yb 1 L> I JIVJLj V Kj r\ L '1 1X1 

AYRKGEETGKTYAVWLHDFN 
V R WR/VS P* ACSTFQLEP 


8869 


39237 


A 


8928 




313 


AQRGGI*RGSLATAGLRSFGGL 
HPIRTSQQFCL\PVRGKPPTQAS 
VMVDAPH^TKL KHT R^ISDrCT 
GSKNFKPVDLSLLGSMGVG^TF 
LDHLAPWLQAPFPGE 


8870 


39238 


A 


8929 


13 


453 




8871 


39239 


A 


8930 


380 


966 


LRHAVLLTEGF/SYKPHAFALG 

FVEAPRGEDVHWSMLGDNQKL 

FRWRCRAATYANWPVLRYML 

RGNTVSDAPLIIGSLDPCYSCTD 

RVTLVDVRKRQSKTVPYKEIER 

YGIDRNRSPLNRSLYPREVPSTT 

LQPLRTPRCPGKNLALAVNVST 

GTNGQKPESCGPGRCRMKKGE 

YKRTISGGRTIIRVH1ARLLRTF 



wo 



01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unk»own, 
*=Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8872 


39240 


A 


8931 


1415 


2085 


SQVP1CQRSTSCRVKRLFSWKM 

AYRSALVTPWRVFRRNPAVPR 

TSPVVFTGGDVFSRVMVRVKE 

T/FDSLAMLEFALDNMPDTPLL 

TEGFSYKPHAFALGFVEAPRGE 

DVHWSMLGDNQKLFRWRCRA 

ATYANWPVLRYMLRGNTVSD 

APL1 1 G SLDPC YSCTDRVTLMPS 

QCIACGACACACPANALT1QTD 

DQQNSRTWQLYLGRCIYCPSST 

NNNGPV1SFN 


8873 


39241 


A 


8932 


1 


1127 


MKKRKTVKKRYVTALVIVIAG 

LMTLWRJRNAPVPTYQTLIVRP 

GDLQHSVLAPGKLARTSKNFA 

Q\FI R VR YS A FSL AG EKKKR* *P 

RVHGVQNASSGRYRGTGCRLG 

SDSRKKLVEIL\LAT\PNMEQRT 

QGIGiLDPQIARDLRFDHPYAEY 

DN1PKVTLFTFTAADVFSRVMVR 

VKETFDSLAMLEFALDNMPDT 

PLLTEGFSYKPHAFALGFVEAP 

RGEDVHWSMLGDNQKLFRWR 

CRAATYANWPVLRYMLRGNT 

VSDAPL1IGSLDPCYSCTDRVTL 

VDVRKRQSKTVPYKEIERYG1D 

RN RS PLN RRCTG EG WTRA WITL 

PLLIKPLTPLMIASFAFNFNNFV 

LIQLLTNGGPDRLGTTTPAGYT 



wo 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=5top codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


8874 


39242 


A 


8933 


1 


2466 


MLRGVNVLADAVKVTLGPKG 

RNVVLDKSFGAPTITKDGVSVA 

REIELEDKFENMGAQMVKEVA 

SKAND AAGDGTTTATVLAQA 1 1 

TEGLKAVAAGMNPMDLKRAS 

RSRKGYGPAR1RQELNQKGISR 

EATEKAMRECDIDWCALARDQ 

ATRKYGEPLPTVFSEKSRKLIA 

GVKRAFTHQAV1MAGFCTQPAV 

SVI AGDFDRHGFNTRH FTFRLF 

DDFSFETTRFCPAQIHTLKHARP 

VLCFRTARPRLNIEVAVGAVIF 

A RE HTA ELK LRQFFQG APQK A 

VISIPVVPQVTGVVIEVTDKKNT 

LIKKGEVLFRLDPTRYQARVDR 

LMADI VTAEH KQRALG AELDE 

MAANTQQAKATRDKFAKEYQ 

RYARGSQAKVNPFSERDIDVAR 

QNYLAQEASVKSSAAEQKQIQS 

QLDSLVLGEHSQIASLKAQLAE 

AKYNLEQTIVRAPSDGYVTQVL 

IRPGTYAASLPLRPVMVFIRSET 

SLRTHCPGHADYVKNMITGAA 

QMDG A I L V VA ATDGPMPQTR E 

HILLGRQVGVPYIIVFLNKCDM 

VDDEELLELVEMEVRELLSQY 

DFPGDDTPIVRGSALKALEGDA 

EWEAKILEL/RWLPGFLYSGTR 

ACD*QAVPAADRRR/SSPSPVV 

V r L,L,r V V IN A V 3o IS. L V iSJVLlsAK 

WYPRDSEVYLYWR*NVPPTAG 
RRPCW*ERRCSAAWYQT*RNR 
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SEQ "> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/54<K217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


8875 


39243 


A 


8934 


1475 


2904 


FWRAAAPIPDCWRSGAVKKQH 

VEVTQLDWTPPGRQYAGPIPCS 

RRGYCPLPRSGSVRWADL/FPP 

A/LD/L AG H PG/A K V AN L VPKTT 

FIDGVDQTSFFLGTNGQSNRKA 

EH YFLNGKL A A VRM DEFKYHV 

LIQQPYAYTOSGYQGGFTGTV 

MQTAGSSVFNLYTDPQESDS1G 

VRHIPMGVPLQTEMHAPGLPLA 

SSMKRWIRRATGFIFGKEQFED 

VVPVLGSKVNGVQFNAELVAD 

S LG 1 SQ1 RCRC AIFLT VVFFP VLH 

KQAFDLISLLLQQPGRNGGIDT 

AGHADDYFFCGFRHWITHDIEL 

QGGARQKDAADHYLAGDIESL 

PLATATFDLAWSNLAVQWCGN 

LSTALRELYRVVRPKGVVAFTT 

LVQGSLPELHQAWQAVDERPH 

ANRFLPPDE1EQSLNGVHYQHH 

1QPITLWFDDALSAMRSLKGIG 

ATHLH EGRDPR1LTRSQLQRLQ 

LAWPQQQGRYPLTYHLFLGVI 


8876 


39244 


A 


8935 


I 


920 


MARADTVSVPMFMGLAAKPC 

WRDTEPNTGYRGPHVRNIQLT 

HDPRLDYRSI/LIDINDIGQTFHE 

RLHPDACVLSNAILVKNKKGGP 

LADG1VITPSHNPPEDGGIKYNP 

PNGGPADTNVTKVVEDRANAL 

LADGLKGVKRJSLDESDG1RSK 

NDVIDTSDDDM**QCLSRRSN\ 

GHPGAKVANLVPKTTFIDGVD 

QTSFFLGTNGQSNRKAEHYFLN 

GKLAAVRMDEFKYHVLIQQPY 

AYTQSGYQGGFTGTVMQTAGS 

SVFNLYTDPQESDSIGVRHIPM 

GVPLQTEMHAYMEILKKYPPR 


8877 


39245 


A 


8936 


471 


668 




8878 


39246 


A 


8937 


1 


1233 




8879 


39247 


C 


8938 


1 


1548 




8880 


39248 


A 


8939 


1 


1260 




8881 


39249 


A 


8940 


1 


1468 




8882 


39250 


A 


8941 


261 


596 


RSESCCCGHEPDGPETRQP*PQR 

LWTCAYSPGTESERYFPRSDRK 

SDA*M*HRLVRTGARSGDAKI 

WR 1 rANCLrKKJlCK 1 YKKM^ l*J 

FYAPGGERRFLYAASRKRNRRR 

F 



wo 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Ammo acid sequence ( X=Unknown, 
*=Stop codon, A=possible nucleotide 
deletion, \=possib1e nucleotide insertion) 


8883 


39251 


A 


8942 


2 


1356 


CLPGLKLVRLLYRLEERNARRT 

SAAVDAT*RAGAWLAQCGLTV 

EQLAR\QVD\PDMTTRAHLYHC 

DHRGLPLALISEDGNTAWSAEY 

DEWGNQLNEENPHHVYQPYRL 

PGQQHDEESGLYYNRHRYYDP 

LQG R Y I TQD PMG LKGG WN L YQ 

YPLNPLQQIDPMGLLQTWDDA 

RSGALTWYGWDGDRLTTIQND 

RSRIQTI YQPGSFTPL IRVETATG 

ELAKTQRRSLADALQQSGGED 

GGSVVFPPVLVQMLDRLESEIL 

ADRKRAATTWSHNHYANKKE 

GIKATGYRLAQTLGFKCEESSV 

FRVTRKSHSSFVWLDKAVTPHP 

TSNVRAGCLMRRWRVLSGLHR 

CEVLHPHTPHPAYHAGCGVSL 

QRNIRHFFLNGLRFQLRFRRT1C 

CLRJLVVVQPQHFAGVLQLAFC 

CRYITVQLAS1RRNDRFQRSLPL 

RAGNTIAKYFFQQIQHNRRGG 


8884 


39252 


B 


8943 


1 


1159 




8885 


39253 


A 


8944 


1 


1304 


M A ETQQQF K K RM A A SG LETRF 

DEVGNLYGRLNGTEYPQEVVL 

SGSHIDTVVMGGNLDGQFGAL 

A A WL A I D WL KTQ YG APLRT VE 

VVAMAEEEGSRFPYVFWGSKN 

IFGLANPDDVRNICDAKGNS/IC 

RCDEGLRIYSSERPTNS/VVRJL 

KPLLNCILNRA/DVLER1TAWD 

KPDCHVTLHHHADLSGHFPEEIG 

PLLFAGFSSAWQNGPSAFSWQK 

HGSAQTSS1AVLHRTPRHAGCL 

AQCDFTRAFFQIMLKNYLRKK 

RWKKKIHFPNASGKSS/RAIPEG 

YVTTYGDVArCLGGIAPGRAPG 

GR/VQRQALLAEGAGTAEDGFT 

*VGEVEDAARDGP*TDAERTG* 

TYADAGRQDPQSAEDRQRANL 

HGNADR***RFASGGFHRGYHP 

}A A A HFPnUDl^ DA XT A D D A /"* 
IvAAAu r LUnKArAt/UNAKKAu 

M>DRA*SKSSAYAFRYRYEHRL 
HAGRSG 
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SEQII) 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/54(U17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possibte nucleotide insertion) 


8886 


39254 


A 


8945 


1 


1695 


MRSDPDTSVNEIETKLSALLGS 

ETTGEILFDLLCANGPEWNRFV 

TLEMKYGRIMLDTAKUDEQDV 

PTHILSKLTFTLRNHPEGVVMK 

NFEVLQPLQNSLSGLPLWVSER 

ILQQINQLTHYEPVIGIMGKTGA 

GKSSLCNALFAGEVSPVSDVAA 

CTRDPLRFRLQIGEHFMT1VDLP 

G VG ESG V RDTE Y A A L YREQ LP 

RLDLILWLIKADDRALATDEHF 

YRQVIGEAYRHKMLFV1SQSDK 

AEPTSGGNILSTEQKQNISRKIC 

LLHELFQPVHPVCAVSVRLHPV 

VALLQQFRTDDERTHRYHYDS 

QHRLVDYTRTQYEEPLVESRYL 

YDPLGRRVAKRVWRRERDLTG 

WMSLSRKPQVTWYGWDGDRL 

TTIQNDRSR1QTIYQPGSFTPLIR 

VETATGELAKTQRRSLADALQ 

QSGGEDGGSVVFPPVLVQMLD 

RLESEILADRVSEESRRWLASC 

GLTVEQMQNQMDP\TEGTTAW 

Y/AEYDEWGNLLNEENPHQLQ 

QLIRLPGQQYDEESGLYYNRHR 

YYDPLQGRYITQDPIGLKGGW 

NFYQYPLNPISDIDPLGLSMWE 


8887 


39255 


A 


8946 


605 


1395 


SMSLLKNIRLSSASKQCAACSG 

WPAAAGIRGVSGGQG*ARVSSS 

ANTATALSSRLLPGQNSVTVPH 

A*RMNCVLRVTPL\SKNRGGKP 

APSGTEGKGLPEVQPGQL\RAH 

GLPVSENLLEQDFYASGPNQK 

WAGDITYLRTDEGWLYLAVVI 

DLWSRAVIGWSMSPRMTAQLA 

AGC PKPL WGTPS FPG PA CG LAP 

SSAGVLPRGFVPAVWLDSEDPE 

EYVGSSDFLTKMQSMKKVDLK 

KNRAATDADGQFSPRCCMPEK 

YAGSHN 


8888 


39256 


A 


8947 


1 


1914 




8889 


39257 


A 


8948 


1 


4767 




8890 


39258 


B 


8949 


1 


2294 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( XHJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8S9I 


39259 


A 


8950 


115 


3551 


NPALTRIVPAQQNLYTNTLLAA 

RIKQRLTEQFELMLRQAQIDFA 

GKAHSLTEAQANTTQVSAERD 

RLFKN YQR YLKG SQA A VN P FS 

ERDI DDA RQN FL AQD A L AQ 1 QS 

QLDSLVNGEQSQIVSLKAQLAE 

AKYNLEQTIVRAPSNGYVTQVL 

IRPGTYAASLPLRPVMVFIPDQK 

RQIVAQFRQNSLLRLAPGDDAE 

VVFNA1 PGKVFSOKI AAKPAV 

PGGAYQSTGTLQTLNTAPGSDG 
VIATIELDEHTDLS 


8892 


39260 


A 


8951 


845 


1213 


DKGEIGGWAAQTHRGSHEQGA 
RRVPEDRDARARRKNEEP\AAR 
PRTTNTRNGSRKGPERK/WA DG 

RC5H1C AFAfJRRK UMC RO*l£ PPM 

RKIRQQESGGEKKRGLCGRPPG 
GGNNCMEGRERRGRKR 


8893 


39261 


A 


8952 


843 


1061 


NRPPPVCACHRQVVLPVPVNR 
APAFKWOVPRVTI PPiRO^T^W 

FAAVVYRN*YQYCALTAQRGR 
RSPRQLPHR 


8894 


39262 


A 


8953 


1 


682 


MIRJPGCEDKLGADQQPAFVLY 

LEIDPHQVDVNVHPAKHEVRF 

HQSRLVHDFIYQGVLSVLQQQL 

ETPLPLDDEPQPAPRSIPENRVA 

AGRNHFAEPAAREPVAPRYTPA 

PASGSRPAAPWPNAQPGYQKQ 

QGEVYRQLLQTPAPMQKLKAP 

EPQEPALAANSQSFGRVLT1VH 

^nr AT T FRDGNISI 1 <U PUTfilW 

r , <?n*H**PMIPRT 1 IPAWRWM 
vOf n riviirivLfL*! r /\o v i\oooivi 

VESAK 


8895 


39263 


A 


8954 


1 


1887 




8896 


39264 


A 


8955 


189 


552 


LFRGEKGARNEVLATRYYRQT 

VSGDFRHLHCLADQYALGGAY 

QF*AGLY*LHQAWEMNRGLQL 

LSDALGEQYAQHGNWRFLRNN 

DRFVFQILRSFEHDNSEDKPGP 

GMPPHGWRTQFWGG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Slop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


8897 


39265 


A 


8956 


263 


3549 


TGGPSSPSSHWKTPVVIYWDGT 

ALRCVFVPVLGETGAQRKR1SA 

RKGSLTTSCPQGALSEHCPTTP 

APLPSQRRNHWMENISPFRSVG 

VSASRCSES*MRPWNSRMPRLG 

RSQGDSSSAL/MSTGVAFRGRF 

LKGGLPQA PA V A A ATP WLCTQ 

GVAGETTPAVNVKYNVRVRVS 

EYISMHVHREVTARNVYVTQT 

RKPMTTr PTLA WETPH Y H RRY 

GVSLLSSAWVQVGPPRYCRQT 

NALSNLPNFNLKSGADTQ 


8898 


39266 


A 


8957 


1 


1799 


MMRDRL IN H\AI RP ACE* QLG A 

DQQPAFVL YLEI DPHQVDVNV 

HPAKHEVRFHQSRLVHDFIYQG 

VLSVLQQQLETPLPLDDEPQPA 

PRSI PENRVAAGRNHFAEPAAR 

EPVAPRYTPAPASGSRPAAPWP 

NAQPGYQKQQGEVYRQLLQTP 

APMQKLKAPEPQEPALAANSQ 

SFGRVLTIVHSDCALLERDGNIS 

LLSLP V A ERWLRQAQLTPG E A P 

VCAQPLLIPLRLKVSAEEKSALE 

KAQSALAELGMVNSTRFSLHE 

HPDAERSPGQSGEQRQQPAVD 

DYAIVDEYGRHYRRAVAGTLL 

HVSVDSGTTQTVFMYTWLSMA 

LIIALPAFIFARVPNDTHQNVAIS 

RRKTESRNEVLATRYHRQTVS 

GDFRHLHCLADQYALGAPIPPD 

GTRRP1LVNGAEVGAVIASPVE 

RLTRNTDINFDKQQRQTSWLIV 

ALATLLAALATFLLARGLLAPV 

KRLVDGTHKLAAGDFTTRVTP 

TSEDELGKLAQDFNQRASTLEK 

NQTPITSRGHPRIFLARHPAPAP 

TTLTSLALKIIRSPAFLPDTASEC 

A \A A I PV/^X/ 1 1 A A CTA A \ZV A ACCI 

AMAIDC YlLAAa 1 VjAYIvAASbL 

Cl C\A/I A TC A DCI/'TCCTClUA/l/C 


ooyy 


$ylol 


A 

A 


QQCO 


1 1AQ 

1 J4o 


O 1 OA 




conn 


jyzoo* 


D 
D 


CCKG 

oyjy 


1 


1 f\< 
IUj 




OOA 1 

©yui 


iyloy 


A 

A 


syoU 


i 
1 


*70 1 
/SI 




8902 


39270 


B 


8961 


1 


1716 




8903 


39271 


A 


8962 


754 


807 




KQ04 

07U4 




A 




0£ 1 


o / J 


PF<5I PPPKM AQPi! ^11 *\X/*PVPI 

WDRW*YPLYHFLLHLFDSSLFS 
SLLVLLVVYQFC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknotvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8905 


39273 


A 


8964 


1 


315 


SGSVMPPALFFWLRIDLAMQAL 
F WFHMN FK V VFSNS VKK V 1GS 

1 MPiTA 1 "Nil *ITI f^N/IAIcni II d 

YP*AWNVLPFVCVLFYFLEQW 
FVVLLEEVLHIPCKLDS 


8906 


39274 


A 


8965 


42 


403 


GLCSVPLVYISVLVAVPKLFW* 

L»PCSIV*SQVA/SIPPALFFWLRI 

DLAMWALFWFHANFKEVFSNS 

V CN V IOoL>iVIVJIVI/\L,InL Wl i LOIN 
MAX/FTI! II PT14 Pur* M ecu 1 c\/c 
cpici cor; i 






r> 
D 




1 70 

i /y 






8908 


39276 


A 


8967 


342 


407 




8909 


39277 


B 


8968 


143 


3122 




8910 


39278 


A 


8969 


692 


1360 


MCGHSEGSILFHCSITLFWYQS 

HAVLVTVAL*YFLKSGGLMPP 

ALFFWLRIDLGMLALL WFHMN 

LKVVFSNSLNKVIGSLMVMAL 

NL*ITLGSMA1FTILILPIHEHGM 

FFHSFVSSFISLSSGL*FSLKRTF 

TSLVSWIPGYFIFFVAIVNGSSL 

Ml WLoVCLLLV YK.NAdJrC 1 LI 

LYPETLLKLLICIRRFWAETMGF 

SRDTIMSSANRDNLTSSFPN 


8911 


39279 


A 


8970 


2116 


2418 


FFSLFFF1 SLASG LSIL* W*FVFL 

WDQW*YPLYHFLLHLFDSSLFS 

SLLVLLVVY/PILL1FSKIKNKKP 

ADi^nncccr.ccvci cdc\/i i *c* 
ArUrlUrriiurr VoLoroYLL o 

LFLAFC*LLNVFALASLVLLIVM 

LGCQF* IFPAFSCGHLVL*ISLYT 


8912 


39280 


A 


8971 


1 


558 


LYKNSVKYFHN*PVGNIMSNIPI 

VGALFSGPAFGIGILAAGVILAI 

MIIPYIAAVMRDVFEQTPVMM 

KESAYGIGCTTWEVIWRIVLPF 

TKNGVIGGIMLGLGRALGETM 

AVTFIIGMTYQLDSASLYMPGN 

^IT^Al AMFFAPAP^r.l UVAAl 

MPI CI 11 FV1TFIVI A A QkTN/IN/f 
IVICLAjLI Lr V 1 J r 1 V LAAolxr IV11 IV1 

RLAKNEGAR 


8913 


39281 


A 


8972 


1879 


3735 




8914 


39282 


A 


8973 


16 


452 


VGQLFWKGYPLAGFPDPCAQS 

WKVAHVLLLRLGHIKSVSANG 

KEVTSKFHRKENLARGLHSRPR 

RGQRVRGGVAQHCEPR*TPPPA 

PRVRI PflPPVOPASPGRGRRTS 

AGTPEPALRHPHTPRGPVAART 

LPAEPGPARPSGLPP 



wo 
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SEOID 

NO: 


SEQ 10 NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
(W/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknowi>, 

* = StOD COdon. /snnccihlf* nnrtantirti* 

deletion, \= possible nucleotide insertion) 


8915 


39283 


A 


8974 


158 


531 


CSLRRGPPDP/PGAYCKRRATG 

AASTRSLSGAVAGSPAHRCESR 

PLQAMGA\GGLPHPEGGRGGSG 

GRfCRTDGPVCGCGERAPREYP 

DPSRSWRGPQRKPAPSQHPCLP 

RLSRGPGRHPEGPHQVR 


8916 


39284 


B 


8975 


22 


387 




8917 


39285 


A 


8976 


241 


389 


VASQAPGVRALQVGPAHSC*G 
RGHVSWPPPWPWGPPCCPLCL 
LNGLPNI 


8918 


39286 


A 


8977 


1620 


1936 


TLFFFESESHS VTQDRVQ W Y DL 

\NSLQPPPPGLK*FSCLSLPSSWD 

YRRPPPCPANFFVFLVELEFHHV 

GQDGLELLTSGDPPALASQSAR 

ITGMSHCAQQNKHIL 


8919 


39287 


A 


8978 


3 


105 




8920 


39288 


A 


8979 


1 


1821 


MLKNFKKGFNGDYGVTMTPG 

KLRTLCEIDWPTLEVGWPSEGS 

LDRSLVSKVWHKVTGKSGHSD 

QFPYIDTWLPQWVRGQAAAVL 

VA KGQI VKEGSRSTH RG KSTPE 

VLFDPTSDDPLQEM AK VI PV VP 

SPYQGERLPTFESTVLVPPQDK 

HIPRPPRVDKRGGEASGETPPL 

AARLRPKTGIQMPLREQRYTGI 

DEDGHMAERRVFVCQPFTSAD 

LLNWKNNTPSCTEKPQALIDLL 

QTI IQTHN PT WA DCHQLLM FLF 

NTDERRRVLQAATKWLGEHAP 

ADYQNPQEYGKEESPAQFYER 

LCEAYHMYTPFDPDSPENQRM1 

NMALVSQSAEDIRRKLQKQAG 

FAGMNTSQLLE1ANQVFVNRD 

AVSHTGAEHSVVTGPVAPLSK 

KTIDIIGAMGVSAK.QAFCLPRT 

CTPGTKDYRLVQDLRLVNQAT 

VTLHPTVPNPYILLGLLPAEDS 

WFTCLDLKDAFFSIRLAPERQK 

LFAFQWEDPESGVTTQYTWTW 

LPQGFKNSPTIFGEALARDLQK 

FPTRDLGCVLLQYVDDLLLGHP 

TAVGCAKRTDALLRHLEDCGY 

KVSKKX\AQ!CQQQVRYLGFTI 

RRGV\RLGSERKQVICNLPEPKT 


8921 


39289 


B 


8980 


209 


2272 




8922 


39290 


B 


8981 


1 


228 




8923 


39291 


C 


8982 


375 


472 




8924 


39292 


C 


8983 


266 


408 




8925 


39293 


A 


8984 


1 


1105 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Siop codon, /=possiblt nucleotide 
deletion, \-possible nucleotide insertion) 


8926 


39294 


A 


8985 


108 


708 


LTNQKKSRTRR1HSRJLPEVQGG 

AAADRHCP1DRLGSLQDHHRRS 

RLLSQ WSP* KSTH D* HG FSWQS 

AEDIRRKLQQQAEFAGMNTSEL 

LQIANQAFVNRDAVSRKENHR 

DN ERQAQRNTDLLA A A I RG VPP 

KRQGKGGPGKETQPGCQSLQR 

NQCAYCKEIGHWKNKCPQLKR 

KPGDSEQEAPDKDEGALLNLA 

EGLLD 


8927 


39295 


A 


8986 


125 


444 


DCLAVKRASWVQPTGYSCKPL 
L/QGVLTYQRRQAAFPPLRRER 
LASSSRDKPKCAGKHTSSLVRA 
GDMQGTIVTGTEVLRLDMEPK 
FEDDQLRPVLLEHKVPRREMA 


8928 


39296 


C 


8987 


80 


325 




8929 


39297 


A 


8988 


566 


1857 




8930 


39298 


A 


8989 


1 


1037 


MEEGWIRLPDGRVAAPQLLGA 

AVVLAVQETTHRGQESLEKLL 

GRYFY1SPLSALAKTVRQRDFA 

DFGTTIKQDFRLLGQTSVDRLL 

QLSQGQAVKGNQLLPVSLTSQ 

CQVYKCVWNWWVLGLTDFKN 

EAKELRLYKQEKREKAKRWKE 

TEKGFNGDYGVTMTPGKWRT 

YFEIDWSKLEVGWPSEGNLERS 

L VSK V WH K VTGKSGHSDQFP Y 

IATWLQLVLDPPQWLRGQAAA 

VLVAKGQIVPRKDPTPPAEGNQ 

LLK/SLFDPTSEDPLQEME/PSDP 

SGALPLPGKDAPHS*AHSPCAS 

TRQTYP* ATRSRQERR* SLERNP 

YIGSSFKTQNWDTNAPERAVV 


8931 


39299 


B 


8990 


1 


2082 




8932 


39300 


A 


8991 


6 


367 


ENLNIKAPHAVVTLMTTTGPD 

WISNAILTKDFCLLCENTHISRW 

GCNTLNATTLLLVSESPVKJfNC 

LEVLDSVYSSRPNLRDHP'TSV 

DWELYVDGSGFANPCKVTLKK 

ETSPAPVTPRS 
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SEQID 

NO: 


SEQII> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide locution of las) 
codon for last amino acid 
of peptide sequence 


Ammo acid sequence < X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8933 


39301 


A 


8992 


I 


2991 


MLKNFKKGFNGDYGVTMTPG 

KLRTLCEIDWPTLEVGWPSEGS 

LDRSLVSKVWHKVTGKSGHSD 

QFPYIDTWLPQWVRGQAAAVL 

V A KGQI V K EGSRSTH RG KSTPE 

VLFDPTSDDPLQEMAKVIPVVP 

SPYQGERJLPTFESTVLVPPQDK 

H I PR PPR VDKRGG EASGETPPL 

AARLRPKTGIQMSLREQRYTGI 

DEDGHMAERRVFVCQPFTSAD 

LLNWKNNTPSCTEKPQALIDLL 

QTI IQTHNPTWADCHQLL 


8934 


39302 


A 


8993 


1 


444 


SSASTPETRAKFT*DNLCCASW 

QRLASANFRVLVDCILSDTFED 

LRLQCDAVNLAFGRRCEELED 

ARYKLHHHLHKAVE*GGGAEH 

VPHVRLREKLLEAEQSLRNLEDI 

HMSLEKDIAAMTNSLFIDRQKC 

MAHRTRYPTILQLAGYQ 


8935 


39303 


A 


8994 


1 


1576 


MVQTDVLLPEPAPQTVSPCELP 

CKEYDVARNMGPGHRQLEVW 

FQNCYARYHQAFADCNQSERE 

LQG RESQQL A A ETQ AL AQPTQ 

QDSTCRVGERLQDTHSWKSEL 

QH E V E VL A AETDLLL AQKQRL 

ERALDAMEVPFSIATDNMQCS 

QRHQHANLVRDYVETELLKAY 

PPAPSQCLKNCCSSRKPSACNK 

GACEVMETLTVQEEANPGTEG 

CRTRALAHKEEAEPIRNIQELLK 

RAIVQAVSQIQLNREHTE1CEM 

DWLDKVEAYNLDETCGRHHSQ 

STERPAVTKFTQDNLCRAQRKR 

USSANLWVLVDCILRDTSEDL 

GLQCDAVNLAFGRRCEELEDA 

RHKLQHHLHKMLREITDQEHN 

V V A LKE A I KDKXEPL H I AQTRL 

YLPSH\RPNMQLCREAAQFRAA 

FPG*ESFQWRLPRTSLPAPNWE 

FWVPFHPSRCILLPSPAPAHTPP 

TPPSW*VRWRSLYKSITALREK 

LLQAEQSLRNLKDIHMSLEKDV 

TAMTNSVFIDRQKCMAHRTCY 

PTILQLAGYQ 


8936 


39304 


C 


8995 


99 


442 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8937 


39305 


A 


8996 


177 


622 


TESSASEKTTGEDGTRVFVSLL 

RSLLSLLPSAPLRHHPPSA*LSL 

CSCVSD'AVALIPQSAHHFPNIS 

♦PFPLHCFAHAKPPVW1FHSH/S 

LWLP*AFLAPMTSFTDQVAVD 

DFLS I V YLFTFTPFLA FCGEPST 

ALATREQVWVESAS 


8938 


39306 


A 


8997 


1 


329 


AAARPGRGSETGDWVLLCYPG 

WSAVV*S*LTTA/SELLGSRG*G 

SLLSLPSSWDYRLSAPCLANSK 

KPSER*GLSMLP*LVSNSWPQVI 

LLLGPPKALGLQAPGTMGLRP 


8939 


39307 


A 


8998 


1 


814 




8940 


39308 


A 


8999 


57 


274 


TASSSLTLVYGHRLCWLGPSHP 
*PSLWLP 


8941 


39309 


A 


9000 


1 


1236 




8942 


39310 


A 


9001 


1 


1095 




8943 


39311 


A 


9002 


1 


2313 




8944 


39312 


A 


9003 


166 


494 


FSQQLCGENHPHLRTENTQAQR 

AGVPLGVRILSRPGFP*LSTHSC 

FSCPLV*PPSQGQPGPLSLWTLC 

SAIQAPAELESCRSSCDRDGRSH 

WPRVSGGLWLSQVPRPRR 


8945 


39313 


A 


9004 


3 


974 


MGESPAV*GYFVLAGMNSAGL 

SFGGGAGKYLAEWMVHGYPSE 

NVWELDLKRFGALQSSRTFLR 

HRVMEVMPLMYDLKVPRWAF 

KTVSQLRTSLLYDRLDAQEAR 

WMEKHGFERPKYFVPPDKDLLV 

ALEQSKTFYKPDWFDIV\ESEV 

KCCK\EAVCVIDMSSF\TKFE1TS 

TGD\QALEVLQYLFS\NDLDVPV 

GHIV\HTGMLNEGGGYENDCS1 

ARLNKRSFFMISPTDQQVH\CW 

AWLKKH\MPKDSNLLLEDVTW 

KYTGTGVRALYGDVEHESWLS 

CVRHAHHPDPICIAHTYLHLRS 

FSQADGREWRKVLDKHKIFLF 

ARSLC 


8946 


39314 


A 


9005 


1 


1872 




8947 


39315 


A 


9006 


1 


2250 




8948 


39316 


A 


9007 


1 


1257 




©949 


3Vi 1 / 


A 

A 


yuus 




1 jyo 




8950 


39318 


A 


9009 




1584 




8951 


39319 


A 


9010 




1461 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 

* =s StOD COilon. /— nr»«ihlp nitrtpnttrlp 

deletion, \=possible nucleotide insertion) 


8952 


39320 


A 


9011 


no 


993 


TSTELSTPSQQN 1 H SSQH H I AL V 

PKLTT*LERIKYLGIQLTRDVKD 

LFKQNYKPLL/NK1KEDTNKWK 

NIPCSWTGRINIVKMAILPKV1Y 

RSSA1PIKLPMTVFTELEKSTLK 

F1WNQKRAHIAKTILSQKNKTG 

G1MLLDFKLYYKATVTKTAWY 

WYQNRDIDQWNRTEPSEI1PH1C 

N H LI FDKPDKNRK WGKDSLFN 

KWCRENWLAICRKLKLDPFLTP 

YTKINSRW1KDLNVRSKTIKTIE 

ENLGNT1QDIVMGKDFMAKTP 

KTMATEAKIDKWDLIKLRASA 

QQKKLPSE 


8953 


39321 


A 


9012 


1 


1185 




8954 


39322 


A 


9013 


1 


185 




8955 


39323 


A 


9014 


2 


1321 




8956 


39324 


A 


9015 


2 


1757 




8957 


39325 


A 


9016 


1 


1008 




8958 


39326 


A 


9017 


1 


1311 




8959 


39327 


A 


9018 


1 


1152 




8960 


39328 


A 


9019 


1 


526 


MPSLTTPIQHSVGSSGRAIRQEK 

EIKGIQLGREEVKLSLFADDMIV 

YLENPIISAQNLLKLISNFSKVSR 

YKINVQKSQAFLYTNNRQTESQ 

IMSELPFTIA\KRIKYLGIQLTRD 

VKDLFKENYKPLLNKIKEDTNK 

WKN1PCSWVGRINIVKMATLPK 

MTW1 AN WLRNSLQ AQ 


8961 


39329 


B 


9020 


1 


1626 




8962 


39330 


A 


9021 




2361 




8963 


39331 


A 


9022 


1 


1140 




8964 


39332" 


A 


9023 




21 12 




8965 


39333 


B 


9024 




1065 




8966 


39334 


A 


9025 




1416 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Slop codon, /=possible nucleotide 
deletion, V=possib!e nucleotide insertion) 


8967 


39335 


A 


9026 


1 


1690 


MPMVEELYGNYGIMADTTERV 

GQHKDAYQVILDGVKGGTKEK 

RLAAQFI LKFFKHFTELADSAIN 

AHLQTVSGRQQLVKLVAEQAD 

LEQTFNPSDPECVGRLLQCTQQ 

AVPFFSKTVHSTRSVTYFCEQV 

LPNLGILTTAVEGLDIQLEVLKL 

LVEMSSFCGDMEKLETNLGKL 

FDKLLE YM PL PPEE A ENGGN A 

GDEEPKLQFSYVECLLYSFHQL 

GQKLPDFLTAKLNAEKLKDFKI 

RLQYFARGLQVYIRQLHLALQ 

VKQCFAQYMEKENGIDAKILN 

KILANRIQQHIKKLIHHDQVGF1 

PGMQGWFN1RKSINVIQH1NRA 

KDKNHMIIS1DAEKAFDK1QQPF 

MLKTLNKLGIDGTYFKIIRAIYD 

KPTANIILNGQKLEAFPLKTGTR 

QGCPLSPLLFN1VLEVLARAIRQ 

EKEIKGIQLGKEEVKLSLFADD 

MIVYLENPIVSAQNLLKLISNFS 

KVSGYKINVQKSQAFLYTNNR 

QTESQIMGKLPFTIA/S/KRJKYL 

GIQLTRDVKDLFKENYKPLLKE 

1KEDTNKWKNIPCSWVGRINIV 

KM Al LPKN WKKLL 


8968 


39336 


A 


9027 


1 


1575 




8969 


39337 


A 


9028 


1 


2682 




8970 


39338 


B 


9029 


1 


2088 




8971 


39339 


A 


9030 




2406 




8972 


39340 


A 


9031 


1049 


1500 




8973 


39341 


A 


9032 




4341 




8974 


39342 


A 


9033 


103 


366 


NHPQLKVAGLKNGCCVCMCV 
C VCVCVCVRV WI WVC VCVCVC 

vcvcvc\cvcvacvcicvci*v 

WVCVCVCLCLSLPKCWDYRHE 
PQRPA 


8975 


39343 


A 


9034 


232 


735 


YLSGNGGEKGFCHALPDHRLR 
VLHQHPPHACVETDTVDLGITS 
1 SL ADVR VCVCMC VC VaC VCV 

RV WI wvcvcvcvcvcvc vac 
vcvc\cvcicvci*vwvcvcva 
cvcvcvciacvcvcvcvcva 

CICVCI'VCVCVYVCVCVCLCT 
VLGIHSFLTARNAHQPIGH 


8976 


39344 


A 


9035 


163 


795 





wo 
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SEQID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


8977 


39345 


A 


9036 


34 


758 


RVPHRHGMKRVRQRHGMKRV 

PHRHEMKRVPHRHGMKRVPHR 

HGRKRVPHRHGRKRVPHRHGR 

KRVPAQVQDEEGHCQKPGRCV 

CMCVC VCVCVC VR V Wl WVC VC 

VCVCVCVCVC\CVCVC\CVC1C 

VCI*VWVCVCVC\CVCVCVCIC\ 

CVCVCVCVCVC\CICVCI*VCVC 

VYVCVCVCLCLFYLVLQCFICS/ 

CIISGGQRWC*RKTMCSLPFAH 

SHHSFPGHFFLIFQSRSFQVSFHP 


8978 


39346 


B 


9037 


34 


156 




8979 


39347 


A 


9038 


3 


419 


GGENVKAINQQTGAFVE1SRQL/ 

PPN/G DPN FKLF I IRG\S P E\Q I DH 

AKQLIEEKIEVGWGGLWGFGL 

TARJPAHLPWLLSFLLGVPLCTV 

G\PGPGGPGPAGPMGPFNPGPF 

NQGPPGAPPQ*VSSASWVLRP/E 

G LLS WQEE*QTPFPFP*KCRAG 

ALIQAHFCGYHQQALSCL/PGR 

ACAFQHPSVHVQVSRLLSCPQA 

DAARPSSCFLSRPFPGAPLSLVV 

WVSGASPLKNIPTPGGPAA\PPP 

HHCSS1PFFSPAVPGGPLLTSTH 

PRAGAIPTPSGS/QPAPHDPSK* 

WALQPGATRGSPTVSILCLLGF 

EAGGLLSWQEE 


8980 


39348 


A 


9039 


1 


445 


ATADPNAAWADDYXSHYYQQP 

PG\PVPCPAPAPAAPPAQGEPPQ 

PPPTGQSDYTEWAWEEYYKKI 

GQQPQQPGAPPQQDYTKAWEX 

EYYKKQAQVA\TGGG\PGAPPG 

SQPDYSXAAWAEYYRQQAAYY 

GQTPGP\GGPQPPPTQQ\GQQQA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino ocid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


S981 


39349 


A 


9040 


38 


1297 


TCVSALSVLASDDGTGPEKIAHI 

MGPPDRCEHAARIINDLLQSLR 

VGG PG C * RG WQG LQG S A RP DR 

LPGFIILLLLLSCRVVPQGPPVGG 

PG M PPGG RRPK E EG QGN\ WG S P 

WAGKMTFSIPTHKCGLVIGRGG 

ENVKAIMQ\QRGAFVEICRQLPP 

N\GTANFKLFII\RGSP\QQIDHA 

KQLN EVE ICM KG PLC P VG PG PG G 

PGP\AGPMGPFNPG\PRNQGPPG 

APPH A KK\PPPHQ YPPQGCGNT 

YPQWQQHAPHDPSISAGKAAA 

AAADPNAAW/AAYYSHYYQQP 

PGPVP/GPAPAPAAPPAQGQQP 

Q/QPGAPPQQDYTKAWEEY/YK 

KQAQV/ATG/GGPGAPPGSQPD 

YS/ A A WA E Y Y RQQ A A Y YGQ/T 

pn pnriPOPPPTnnr.nnnnu/v a 

rUrUUryrr r 1 yyvjyyyy W V/\ 

PETPSPRGVPLMPAAGAVWPE 
VPGVPTHRQGSIRWVQR 


8982 


39350 


A 


9041 


1 


1777 


MPVL P VTATEI RQYLRG HG 1 PF 

QDGHSCLRALSPFAESSQLKGQ 

TGVTTSFSLF1 DKTTGHFLCMTS 

L AEG S WEDFQ AS VEGRG DG AR 

EGFLLSKAPEFEDSEEVRRIWN 

RA1PLWELPDQEEVQLADTMFG 

LTKVTDDTLKRFSVRYLRPARS 

LVFPWFSPGGSGLRGLKLLEAK 

CQGDGVSYEETTIPRPSAYHNL 

FGLPLISRRDAEVVLTSRELDSL 

ALNQSTGLPTLTLPRGTTCLPPA 

LLPYLEQFRRIVFWLGDDLRSW 

EAAKLFARKLNPKRCFLVRPGD 

QQPRPLE ALNGGFN LSRI LRTA 

LPAWHKSIVSFRQLREEVLGEL 

SNVEQAAGLRWSRFPDLNRILK 

GHRKGELTVFTGPTGSGKTTFIS 

EYALDLCSQGVNTLWGSFEISN 

VRLARVMLTQFAEGRLEDQLD 

KYDHWADRFEDLPLYFMTFHG 

QQ\NIRTV1GTM\NHAVYVYDIC 

HVIIDNLQFMMGHEQLSTDRIA 

AQDYIIGVFRKFATDNNCHVTL 

VIHPRKEDDDKELQTAS1FGSA 

KGGEWSAPHSTSSRPSAOPKSD 

STVA EA A PLASDFTA Y W 1 WFLT 

WGRGRASRDREFGYLAALN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*— Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


8983 


39351 


A 


9042 


3 


679 


SPLIVSSARMHAGRDLPLYFMT 

FHGQQSIRTVIDTMQHAWYGW 

D1CHVIIDNLQFMMGHEQLSTD 

RJAAQDYIIGVFRKPATDNNCH 

VTLVI HPRKEDDDKELQTASIF 

GLSQRQAR\EADNVLDPAGTGK 

LGNRGQGKRYFAG VPKEPF* W 

EM*GVFPLEFNKNSLTFSIPPKN 

KARLKKIKDDTG P V AKKPSSG K 

KGATTQNSEICSGQAPTPDQPD 

TSKRSK 


8984 


39352 


A 


9043 


90 


317 


GTLRKRYRAFHCRITIFKALTEV 
CKNFSALHCEFSWGFFFFCSFFF 
LASS*G*NCLPSQPQPCWFLQPP 
CPWQIL 


8985 


39353 


A 


9044 


2 


2136 


PRLSS VLSEFITTH I YFLLSETTY 

NYEWNLISLYVVDPSRLAC*TV 

QLFFMLQLSVGLYVFNVGNDIC 

LHKMGSVTVLFFVTARRVNLPP 

VAVIKLMSSSSCISFLSLFLNLV 

ESTDDTEIVSYHWEEINGPFIEE 

KTYLCFFTFLFCFVFIFVFAIT*G 

VQTPYLHLSAMQEGDYTFQLT 

GLQT*CKEI1LFHTVSVIPENNRP 

PVAVAGPDKELIFPVESATCLS 

YSKPHAPSLMLTTSMFYRGPSA 

VEMENIDKAIATVTGLQVGTY 

HFRFYSITGVLNQSLCFHFAIFD 

LENNSPPRARAGGRHVLVLPN 

NSITLDGSRSKKPRNWDPRIDSC 

PVIRVLSQDVIDGSDHSVALQL 

TNLVEGVYTFHFLML*SLCKCP 

SANPVSSLSPDPRKSGLVELTLQ 

VGVGQLTEQRKDTLVRQLAVG 

VSW*SPSDHVAVLSHCLLHSTV 

IVFYVQSRPPFKVLKAAEVARN 

LH1S*\SRDSLFCMLPSALHTS/S 

AGCLLKCSGHGHCDPLTKRCI* 

K*SWSTNSL*LCPLWFSCVSEW 

SIFYVTVLKS*LSVTFLKI*VELF 

IVPFRQKRTKIRKKTLNMY*VH 

LKYFTH*ILILPIAVRGMCNDYP 

HD*QLEVNHGVPPQMLLCFSLG 

IKHRSTEHNSSLMVSESVRSFD 

RDCLQSLNYLLSGLLQKEKNLQ 

KAGLTSPAPSLWEDKCSGRTEH 

AQSARLPLKEDTEKTLMQF 


8986 


39354 


A 


9045 


47 


157 


FDKICIFKRQVTKSEVILNLTN* 
VL*YLEYHIRNIN 


8987 


39355 - 


A 


9046 


1 


393 




8988 


39356 


C 


9047 


274 


357 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequeoce ( X=llnknown, 
*=St«p codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8989 


39357 


A 


9048 


727 


1089 




8990 


39358 


A 


9049 


175 


608 


CGWEYGN*A\DTMDEQYCKVC 
QAYKAPRSHHCTKCNTCVMK 
MDHHCPWINNCCGYQNHASFT 
LILLLAPLGC1HAAFIFVMTMYT 

QLYSFGMENNFFRKQNFYLSS 

WDWK.EEGLKDPDFSIIQLGWK 

SFVFFHMDMGEVDGEGTF 


8991 


39359 


B 


9050 


780 


1166 




8992 


39360 


A 


9051 


3 


681 


HIRGPRYSGHHSAFGCPYSDMN 

LKKEATLHDRLREQTQAN\LES 

DSSHSKSKSLCSLNFNGKHEKV 

NSQPRLVQQAKCLKIKGKED1D 

LDN LFRE YSVEQAQQVLHQSV 

SMSTVSA H PFRDLPLGREQHCK 

LLPGVAD1 RASQ VARWTVDEV 

AEFVQSLLGCEEHAKCFKKEQI 

DGKAFLLLTQTD1VKVMKIKLG 

PALKIYMSILMFRHSQELPEEDI 

ASGQEVRG 


8993 


3936! 


A 


9052 


30 


981 


TQDPWPSLPVLWSRASSDPAAG 

HRAEHI*TYWPWKLEGT\D1WL 

VLYMPLVQPDNFIKKHSHLPTY 

CLFKEDVKFPFRTCRLTYCWLN 

YTEEITYLHTKKVSVGQSAVRE 

EFAAACTWSIRIGEKLAILLSLY 

LCRQQALLNMRMSVPIHESGV 

AQRSPVM DKLAQYS VEQAQQV 

LHQSVSMSTVSAHPFRDLPLGR 

EQHCKLLPGVADIRARQVARW 

TVDENLHGLIQTKQTPHLDESIS 

KGESPALVVTELRMCMTATEP 

LVPTKNPYQERGHIGDSrLHY 1 

DQEPQPWDQSSVHPTPAPIYSV 

SSGFRVTRGSDI 


8994 


39362 


A 


9053 


I 


864 


MVSALPEVGRAQILRLIAYIRSP 

APPVVGVERAARRPAQAFGLV 

ALPSTDATVFANQPLARAC1GA 

ARH REPDAPGQSAWVGEECLK 

DALRSPETPKLGSLSPPCQDTRP 

GRASNDFSLEMGYSSLSAARLK 

1 HGQVFQCCGPGPLRTLAH WTQ 

S*TYLNILALET*GAQNQP*EW 

QAVD*GAPGLFSHTLGVFPR7RL 

PQHPKQIICFQNYEYSVEQAQQ 

VLHQSVSMSTVSAHPFRDLPLG 

RFClUrtCl I PfiVADTR A^JOVAR 

WTVDEPYSSAPRGPELSAGANS 
SRGA 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Slop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


8995 


39363 


A 


9054 


1 


1737 


MK.EKPAVEVRLDKWLWAARF 

YKTRALAREMIEGGKVHYNGQ 

RSKPSKI V ELNATLTLRQGNDE 

RTVIVKA1TEQRRPASEAALLYE 

ETAESVEKREKMALAQMIMPQ 

HDQLHRYLFENFAVRGELVTV 

SETLQQILENHDYPQPVKNVLA 

ELLVATSLLTATLKFDGDITVQ 

LQGDGPMNLAVINEJNERAQNP 

LLC A FRC VNTYG S YECKCPVG 

YVLREDRRMCKAVFPYCQNES 

SDVLWQFDSTSQIFLKGTPKTT 

VRRGGEHNLKNPDECEDNPNIC 

DGGQCAGIPGRNRCLCYDGFM 

ASEDMKTCVDIDECSLPNICVF 

GTCHNLPGLFRCECEIGYELDR 

SGGNCTEDPDHSKSRSGRSQND 

WGRRRKT/S*KRSAVYR*RQLY 

IRRQPYAERPSLR*RQRP*IPCIR 

SQHGNRK RMRRRRIFI/STKRTT 

AAARTSSVKKARSFSRALKNA 

MLS*RTAPSVS*S*IMITH*KK** 

SR*SLQTR*LMKSSARVFSK*TA 

NGTWSL/HSRGSKVTIDGINSND 

IYMI OYVSN^I TfiPYRPVHKTf; 

LGLEMGLDPNDVTLTYSHFRVP 
EA E A AM WVSH AT 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possib)e nucleotide insertion) 


8996 


39364 


A 


9055 


1 


1743 


MTTSTMTHMMTMH FPI 1 VC AD 

SRDDVDVTNDVNDHDDSAKR 

KSHRE RP 1 A A K RTETK/K R RR R A 

RPKR/RTKARS*SAK*QTAQHT 

RTTAAIIMRDTQARRV*RPTKH 

AAEQRQNTTGKQRR'TKRVKA 

AKKEG E * RRRKM ARRTTPQTR 

R*TRAKRRINRPRHGAKKRA*N 

/RRLKSAPKRHRVNRRDENART 

TTRHKKRRNRRVKRAERSGAE 

RTPYKQRHQQTREKRTCKRRQ 

TK/RRTKAK*T* RDH ENDGTRA 

YNKTPKKAAKRTRNNLRJKNA 

TKG G DN RGQTRRA * TKPRK YR 

PDENRYNTSSPERTPRKRRGKS 

E/RRDKTAQRAQ*ADRYNSRKT 

QQRL*KGHTHTER*RQARMHT 

RHAQNLDTQHSTRLCNA*ST/C 

HDRRSSSTMCHRYDQLYSRSH 

ALTMIIVNKPLRQCIRMLSFHD 

RHRSLAIDGDSASTGSPAFRCV 

NTYGSYECKCPVGYVLREDRR 

MCKDTCTEKAFPAGGCEVDKT 

HTVPQERAYIHRTRLGRARTKK 

RDLYRRAHMDRRRQKSAAYYE 

STSVRRAHKYNSGKSDTQNGS 

HHRQKLRQYGDAGKSHYLQY 

NIHFMYPLFNT 


8997 


39365 


A 


9056 


3 


451 


FFEMKSHSVAQAGVQCSGVILA 
HCNLH LLESSDSPASAFR VAGI I 
DARPHAWL1FVFLVETGFHHVG 
QAGLELLS\* V I HPPWPPK VLRL 
QHETPCPAVSLYLNQSPENNLE 
E DSL AMSNN R RS KG PG 1 WQNP 
GFEILALSTFLVESDLK 


8998 


39366 


A 


9057 


53 


343 




8999 


39367 


A 


9058 


14 


234 


CLFIRIFNVICYSKTCKNSICMGV 
IfclVIDuCMCGGEDGGGGGGSV 
TAGGAPSPIETGSHGPPQPAVYF 
WRF 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9000 


39368 


A 


9059 


3 


865 


1NFSVCVLARFFLGVVVLCVSC 

C WFRC VC ACVCA LA FPFCSCC 

VVVLCPVGCR\CTLFAV/CCCL/ 

CVCALFCGFLLRFLFCLCV/CPC 

S/CSARCRC/VCLALGAVVCFPP 

CSVVASCGCCDWVWLCCGAV 

VALVGLLCCVLVCAWSFRCG/C 

V/CLC/VCVVVVLVVRCC/VCW 

CGSCVVDCAGVVLVCOLLVVL 

MMSL/CGCRVYSWYGVCWVCS 

VVCRVIDL/CPCCLCW/CVT*RG 

CWSVWCM/CTCCG/CVCGLAV 

M\CWCRCVVRLVCLCAV*FI\C 

ACVCFECAVGGFVGGCFLGSCL 


9001 


39369 


A 


9060 


1606 


1849 


QGVSASLCREAGLTKISPGAPL 
WLPCSPGVTAECSGERTVRHN 
VTDRVCGVLGAVTSPGRN*RG 
HVTHKFCILCTDTVRDC 


9002 


39370 


A 


9061 


2 


682 


ALEAVFGKYGQIVEVHLMKDC 

ETNKSRGFAFITFERPADAKDA 

ARDMMGKSLDGFCAIKVEQATK 

PSFESGRRGPPPPPRSRGPPRVL 

RGGRGGSGGTREPPSRGGHMD 

D/SGRDSYRGPPRRESLPSCR/D 

APPTRG/PPPSYGGSSRYDDYSS 

SRDGYGGSRDSYSSSRSDLYSS 

GRDQVGRQERGLPPSMERGYP 

PPRDSYSSSSRGTPRGGGRGGS 

RSDRGGGRSRY 


9003 


39371 


A 


9062 


90 


443 


NVVYIQFIVLPYYLT1DPAGNSR 

SAPPTRGPPPSYGGSSRYDDYSS 

SRDGYG*SRDSYSSSRSDLYSSY 

DRJVSTLFFVSLNWDFGPKFCLF 

L VSASASPS 1 RSASSRASTS WCS 

AA 


9004 


39372 


B 


9063 


12 


1373 




9005 


39373 


A 


9064 


2 


206 | 



1 A CO 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possibIe nucleotide insertion) 


9006 


39374 


A 


9065 


2 


1423 


IHFREMASKSWLNFLTFLCGSAI 

GFLLCSQLFSILLGEKVDTQPNV 

LHNDPHARHSDDNGQNHLEGQ 

MNFNADSSQHKDENTDIAEKXL 

EEKVRILCWVMTGPQ\NLEKKA 

KHVKATWAQRCNKVLFMSSEE 

NKDFPAVGLKTKEGRDQLYWX 

TIKAFQYVHEHYL*DADWFLK 

ADDDTYVILDNLRWLLSKYDP 

EEPIYFGRRFKPYVKQGYMSGG 

AGYVLSfCEALKRPVDAFKTDK 

CTHSSSIEDLALGRCMEIMNVE 

AGDSRDTIGKGNFFHPFV\PE\H 

HFNLKGYLPRTFWYWNYNYYP 

PVEGGELRFLFSTVTIRHSKALS 

LGVAQCSWLLKQQVISDDKTK 

RPDFPDRSRIMKERVQIVLYES 

GQAPVESSPPLPGYCSALFATCF 

QVTKGNFSQDPTQAILYTQADK 

IEGWMRASGERVAEQQSGQTA 

& M T^V ISIS T""* A niiri/nfFiM/ A tSXTT\T*\> 

MDGGKXEAEWKRTRKAKYRD 
DVCSKHH PPYPTPVPPSLED 


9007 


39375 


A 


9066 


1 


311 




9008 


39376 


A 


9067 


1 


493 


ITRQHMRKAVPFQVPRKEILKL 

LKGKVVVGHALHNDFQALK\*S 

TLGARPGDTTYVPNFLSEPGLH 

TRARVSLKDLALQLLHKKIQVG 

QHG HSSVEDATTAMELYRLVE 

VQWEQQEARSLWTCPEDREPD 

SSTDMEQYMEDQYWPDDLAH 

GSRGGAREAQDRRN 


9009 


39377 


A 


9068 


45 


365 


NQAAASRPHCAARTMAGEEQA 
ACVHEDRTQCRGDKAAPQAAH 

LCUrrKAjoUo Vo 1 ArKAK L-r V 

CSSCPGPGAPEDTPEEVDVGAA 
SAHRSPRLCCSHLTHRWPKH 



wo 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9010 


39378 


A 


9069 


3 


1687 


ICVPKSVPSFLWAGRGPHCLLP 

CGSSSP*SGGLARA*GVFQGRA 

GVARAPSHLSFHNSPCVWSLST 

CCRAGSQDGPCPHAAGQGPGK 

QTSSGTGASSSPWTSCL*KSLPK 

\VCS*GLETTIGRGRVKPIKVTD 

TAQ*CAASVTAPLLSS*LQDGG 

ST A K VTRCT/TAGG RA V YGTA E 

GKAFPEAPELTCRS/ALAALGT 

WPLPPLQVSCGLRNPSPDLPSV 

VGSRASV*TKSGSSPAKVWPLA 

EWFKSGSA\PVTGQEAWLLWA 

SDSSSELSLCPRKHAAPPHSAEH 

RQISQGLASSCWGAGGDKVVS 

ASMVGSAPGQCPMSALMTGSA 

SGQCPGHPCWSGTNADS*GRDP 

HRASRLLALPTASYEQ*PQPHW 

GSWTAHGQNG LGIFFQRVS WF 

V*GQTMVSRPR1SGLGQPVCLS 

AASPQAAPLGSHDPTPAGR*GL 

EPGGRQPSSS*1YVWEAPPGLW 

VPPGPFLSH*SWRFGRTKAAPL 

KEPRPGGRCPGDRPSPRAEAGL 

PQTRKPALPAIGR/PKKACSLRR 

PRVILEQSSQHLAAALSSWMQP 

ALLETGGKAVFFTPGGL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, A=possible nucleotide 
deletion, V=possible nucleotide insertion) 


9011 


39379 


A 


9070 


66 


1956 


PLLA1PAHSTFPARKPEEPPRPD* 

LCPHIHCAAV*GE!RTVP/SKTV 

RGVATRTRPRSASSLGTTTGLR 

VSSVRRVQLSIKPGCSRVNENSS 

NSPCSSSPPGIASVLPCPTVCRE 

AGP/AGP*PPG*ALSLPAAGFTT 

ATEWKQSQLSSGG*THSGEDM 

GRATAAATEKAQEQCMLREKL 

GTRQKAESGSRGAVAGLQHFCS 

APRTAWQPRASRA/RAGVRAW 

PCADPM*PPSHSPSFPKPFIPAA/ 

PGAQTLGAAGVEHVAGSARJPC 

CRTGLE/PHPHSPRRTLERQARI 

SGAGRRSSPNAATGARPRPAAG 

SPVSARRAPRRRPA*SSPCSGPW 

TA VS A PRSPG PRGGG RPPSPG R 

RRPCCSVFSGGASPSSARVSSPS 

GSCSASPPAAPAVPGASGAVVA 

GPVVGSPREHGG*LRPPLPRJLG 

VPGLLAARTSGAEVIHEQAAAQ 

GTAADTPGAPGLLLAPAAAGA 

V/TRPGPPGASGCPRPAPRPPTP 

ASRSGRPWPGGGRGRRGGRGA 

GGEALQGAVVGGQVGGSGAL 

A/ATARGSPAAGVSRWTAPRCR 

HRRSDASASGTPARFPGAGRKG 

RTL WO* SWRS APPPGLS ELL*G 

LPRPLPESGRSKAPLPSGSTPLPS 

GRTPLPSGRSPSTRRSPS 


9012 


39380 


A 


9071 


95 


1423 


GLENKRAKGTEAHTRACP*GK 

STEQDTTWTNTGRNEQQGPRP 

KGEQTQRKTERKPGRERQVQV 

LSSPPGRWC*DVGPLGGLPSRA 

KAEAALTAAQKAQGRRGSPGS 

LPKSSPLPSAPGKR/TPPRGHLL 

VPLPSPYYPALLSQHPPQGPPCG 

ASAPPSALLQRAPPPGTRTL\QR 

PPGPRVTCGTTP/MAAKAKSQS 

NAPRGSLLKKSNSFYN1PLKQV 

SCLIT1SKHSRNEVSVYQTSRPR 

AAATDVPRTVPSLSVGCSWSCT 

RGHWPSSCCPTAPRGQGL*EHS 

QGPGSRSKLPWPTGPCGGLTPS 

CWSLAGSAGERVDLNQAAASR 

PHCAARTMAGKTLSGGCGCVD 

VGAASA HRSPRLRCTTSPTDGP 

NTERGSRKTGWTPGPPGFWPCP 

RPPTSNTTTPLGLMDSARPGKA 

PAPFTDFRTPSGLLLPGWAVRA 

RREEDGCG 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possit>le nucleotide insertion) 


9013 


39381 


A 


9072 


42 


380 


LGAPCTPPRSAPRTGRPEYA*A 
RG*Pv3bLCRGPEAVVSTQVLL 
PRGLQ*NFAVLLLQMSCATPPP 
NCAI KGPV*VPI FOSPFFHOAV 
APR F WKRriKHM VPHfTW A CPH 

n^IVD W I\.r\.VJI\.VJJV| V V^VJUIN AOrVJ 

RTFA 
rv l cr\ 


0014 




n 

D 


007"? 


1 16 


^41 




9015 


39383 


B 


9074 


52 


190 




9016 


39384 


B 


9075 


70 


310 




9017 


39385 


A 


9076 


1349 


2456 


HCSVPGAEWPRKPPAQICPQLT 

SRPHLSSPRSLSPGCGHSPGPG* 

SPQPPVMSLHEGPPRGPQV/PSP 

VANPQPKPWLLRSVDLPVPWH 

LPTVDRTTSL/APSLQSDV/PAPS 

GAL*PSGRACSGV/PPID*APEA 

ALSAAAPRPSLGSGQNASGLPA 

ASLPPQDSSQPHKTVPSPARSVP 

PLGAQARAAPPRLWCPHALVS 

G*EASPEAVSVAAGPPVPGPTPS 

TSGSTASHSRRGC*SPR*TPAPP 

RRDHGRSAAFEVLAAAASAQP 

CASQGGPRPTGAGRTPSPLGLP 

FSRGPPAASARPFCRHPSL*FSW 

♦^P^GI <*DTPHSPRRPI HPV 

CGLRAPCPPQIPACRVPAAHSQ 
RWPGSSSRSCRCQCC 


9018 


39386 


A 


9077 


462 


739 


ACEPMVLFCLLALLLQDLFLGS 
YPRVLAAFDIQVFFLGTSDRM* 
NTG\I FYFMI lsTCWI Wl I NRI *S 
WGELCHFIPLHSPVKRGLNFYL 
QEFFI 


9019 


39387 


A 


9078 


1 


678 


GTRVNM I LMKMGFSGI VVHQE 

SVCATYGSGLSSTCIVDVGDQK 

TSVCCVEDG VSH RNTRLCLA Y 

GGSDVSRCFYWLMQRAGFPYR 

ECQLTNKMD WLLLQH L/KRN F 

LSFRSRTSLGFRTMSFRFRHPDS 

PALLYQFRLGDEKLQAPMALF 

YPATFWICWTGK*RPLHTDLRA 

ILK1LTMNITCWPHKAHENSLQ 

KLLLTESLHPNLLDLKG 1 FVASP 

LIFQKDSIPR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \-pussible nucleotide insertion) 


9020 


39388 


A 

0 


9079 


227 


1980 


GERLRYGVTENGKEKGGEKEK 

EQRGVKRPIVPALVPESLQEQIQ 

SN F 1 1 V 1 H PG STTLR1G R ATDTLP 

ASIPHVIARRHKQQGQPLYKDR 

WLLREGLNKPESNEQRLNGLIM 

VDQAIWSNKMSNGTRRNPVSP 

EQA RS YN KQM RPA I LDHCSGN 

KWTNTSHHPEYLVGEEALYVN 

PLDCYNIHWP1RRGQLN1HPGP 

GGSLTAVLADIEVIWSHAIQKY 

LEIPLKDLKYYRWILVIPDIYNK 

QHVKELVNMILMKMGFSGIVV 

HQES VC ATYG SGLSSTCI VDVG 

DQKTSVCCVEDGVSHRNTRIFS 

WRSGHLWWQDHEFQIRHPDSP 

ALLYQFRJLEDEKLQAPMALFYP 

ATFG 1 VGQKMTTLQHR\LRAILR 

ILTMN1TCWPHRANKNSLQKLL 

LTESLHPNLFEFERGFLWASPLI 

FQKDS1PRR*IWGLHREMA*WP 

ATI PRRPLTALMSRKTAISLFEG 

KALGLG * SPSS1 AIDCCSSDDTK 

KKMYSSILVVGGGFDVFIKASR 

IFCSTEFSTKCPPSLQADYLKM 

AVLACLDTTQELWIYQREWQR 
FGVRMLRERAAFVW 


9021 


39389 


A 


9080 


1 


756 


MRRIVALVETGEQPFGAATVGS 

RFGCLEDLGTDQRERHDHEMA 

AAHTYFIGDGDTLTEDEDEDT 

WGMAKGHHAINIEGFKLARVE 

DEMQFQEREPEKVKIRGRTRGY 

TFIMLAA L A A AEAEDMQVGEE 

L\C*KVSLKASQLGQMALMLQS 

VTVQIGMVYGLPACGAQVNLQ 

DDKGSMVL/MCASKHGHMEIIK 

S1ALEVGHKGITVLLYAHISFAK. 
AQSPGTPRLGMKPQSFI 


9022 


39390 


B 


9081 


5 


5440 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


9023 


39391 


A 


9082 


1 


4294 


WAVFDGNYYYYLPWAHTKPV 
VTLTS Y WEDI S H RL D A VN A L L A 
MAERLQTNIEALKSGIQGKIPA 
NQLAELWLKLIDEVIEDTRYTL 
PLTEGKANVTVLDTQ1RKLRSR 
SLSQIHEAAVRMRSEATDVKST 
LAEIEDWLDKLMQLTEEPQNS 
MPDIIIWMIRGEKRLAYAR1PAH 
Q V L Y STSG EN A SG KYCG KTQTI 
FLK YPQEKNNG PKVPVELRVN I 
W LG LS A VEKK FN S FA EGTFTV F 
AEMYENQALMFGKWG 


9024 


39392 


B 


9083 


1 


339 




9025 


39393 


A 


9084 


2 


1767 


KLYRGKSDENEDPSVVGEFKGS 

FRJYPLPDDPSVPAPPRQFRELP 

DSVPQECTVRIY1VRGLELQPQ 

DNNGLCDPY1KITLGKKVIE\DR 

DHYIPNTLNPVFGRMYELSCYL 

PQEKDLKISVYDYDTFTRDEKV 

GETIIDLENRFLSRFGSHCGIPEE 

YCVSGVNTWRDSLR\PTQ\LLQ 

NVARFKGFPQPILSEDGSRIRYG 

GRDYSLDEFEANKILHQHLGAP 

EERLALH I LRTQGLVPE\H V\ET 

RTLHSTFQPNISQGKT/LQMWG 

GMFFPKSLG\PPGPPF\N1TPRKA 

KKYYLRVIIWNTKDVILDEKSIT 

G E EM SDI Y VKG\ WI PGN EEN KQ 

KTD VH YRS LDG EGN FN WRF VF 

PFDYLPAEQLCIVAKKEHFWSI 

DQTEFRJPPR\LIIQIW\DNDKFS\ 

LDDYLGFPRTLTCRHTIHFLQK 

SPGGNCR V WT* FPG PSKAMNPL 

KAKTASLFEQKSMKGWWPCY 

AEKDGARVMAGKVEMTLEILN 

EKEADERPAGKGRDEPNMNPK 

LDLPNRPETSFLWFTNP\CKTM 

K\FIVWRRFKWVIIG\LLFLL!LL 

LFVGRAPL I LLPNYrVQWKIVK 

PN V LTKG KG F 1 S R VIQQ 


9026 


39394 


A 


9085 


2 


407 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possi bit nucleotide 
deletion, \=possible nucleotide insertion) 


9027 


39395 


A 


9086 


15 


759 


SARPSHDYSHYYGTIEYLCYKJ 

LGD1IENSRIVLQINMACLAADD 

F*TKYEREQT/LA/RTDLEMQTE 

GLKEELAYLKKNHEGEINALRG 

QVGGQ1SVEVDSALGADATN1L 

SDMQSQYENRKDAERWFTSCT 

EELN WE V VG H M EQLQMM RSQ 

VTDLRCNLQGLEIELQWQLSM 

KAALEARFGPQLAQIQAL1SSIE 

DIKLWLEQELATYLSLLEGQEE 
HYNSLSTSKIL 


9028 


39396 


A 


9087 


3 


2026 


AGPWDRMGAMGSLVGGDLGL 

V WGC AGEG FAG I PFS PC A LTQC 

EGNQGTRAKWVQTSTRJLKGQ 

VKQARGAQVTPYSPLWHGKLG 

RAAPTFNAPGRWLLPLLLPPPL 

L*ITTCLLGKRTLQEALSLKLQE 

LRKVCLQEAVRAWP*GYQAGR 

LGGGEELGPLGRPPTARAYPPP 

HPNQAHHSLCPAEV/MQMGVE 

SKRVGRGDRYRGVARRVMALA 

PDLSTEQRRRRRQVQADALRRL 

HELEEQLRDVRARLGLPVLPLP 

QPLPLSTGSVITTQGVCLGMRL 

AQLSQGEHPLVRVGEWTLANG 

RGRAGMGDSYPPNLPPTPTSL* 

PIPFIHPVSGGSPERRTPWKPPPS 

DLYGDLKSRRNS VASPTR* E* A 

PPPLRRSWEWDSKPGLAEGPAS 

DRASLFVARTRRSNSSEALLVD 

RAAGGGAGSPPAPLAPSASGPP 

VCKSSEVLYERPQPTPAFSSRTA 

GPPDPPRAARPSSAAPASRGAP 

RLPPVCGDFLLDYSLDRGLPRS 

GGGTGWGELPPAAEVPGPLSR 

RDGLLTMLPGPPPVYAADSNSP 

LLRTKDPHTRATRTKPCGLPPE 

AAEGPEVHPNPLLWMPPPTRIP 

SAGERSGHKNLALEGLRDWYI 

PXIQni A Ar.PADPPVl PCVflDDlJ 
tyNaUL/U\Ur^KKrVLrDVUrrn 

pppi i_i a prvpvnoA i vr.ADQfk 

rrrLrlAKLlfcVuv/\LiU/\ro^ 

APLPHSRSFTAPPVSGRYGGCF 


9029 


39397 


A 


9088 


1 


136 




9030 


39398 


A 


9089 


14 


310 


TFLF1YFFFTETESHSWPRLECS 
GVISAHCNLHLLGSNNSATSAS 

VAVI luALnHAWLIrVrLVtA 
UrLnVU/KJvLVilNo r^VIKLrW 
PPKVI HI OA 

rrJ\ V L#VJ L> V^r\ 


9031 


39399 - 


A 


9090 


1 


436 




9032 


39400 


C 


9091 


75 


410 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9033 


39401 


A 


9092 


1 


6691 


MVNTYREVKEGPVILEDVLIEV 

FRTLYSQCKAELDLQTEPPFSK 

DHAQLSSKLRENKKTAELIKTA 

NLLFNSFEPYYMWDYVARWFE 

ECCRRTLHVRLQIGPGDSNDSS 

ELQLTNFCLLVDFLLDIVSLETY 

IEIQTEHLPQLLLRMISALTSHL 

QTLHLSELTDSLRLCSKILSICVQ 

PPLLSASTGGVLQFPSGQNNSV 

v i? H/rrM/fi/pptfrunmTrifpp 

K£W^DKK.VSSV£>HbNPTEVFE 
DGENPPSSRSSESGFTEFIQYQA 
DRTDDIDRELS 


9034 


39402 


A 


9093 


293 


687 


PTAKVY1FSIFLTYHIVCCINTSS 
LFGFLQKNPEEDNSGRTLG\WE 
PGHLL\LTICTVRSMEQLLPFFN 

VLSQVFN S K VTSRCGGHSGS PI 
LYSNAFPNKDMKLENHKPCSS 
KARQKIEEMVEKDFLEGMIKT 


9035 


39403 


A 


9094 


3 


4173 


IPMVVSDFDLPDQQIEILQSSDS 

GCSQSSAGDNLSYEVDPETVNA 

QEDSQMPKESSPDDDVQQVVF- 

DLICKVVSGLEVESASVTSQLEI 

EAMPPKCSDIDPDEETIKIEDDSI 

QQSQNALLSNESSQFLSVSAEG 

GHECVANGISRNSSSPCISGTTH 

TLHDSSVASIETKSRQRSHSSIQ 

FSFKEKLSEKVSEKETIVKESGK 

QPGAKPKVKLAKJCiCDDDKK.K.S 

SNEKLKQTSVFFSDGLDLENW 

YSCGEGDIS 


9036 


39404 


A 


9095 


5 


1055 


FDLERVRNLTYMVTRREKIKRS 

VCKVQEQIFNLYTKLLEQERVS 

GVPSSCSSSSLENMLLFNSPSVG 

PDAPKIEDLKW/PFCISSENKWV 

LPWVSFG*KRPIKSRILLQN*PW 

K*RQNPAEAARPVW*KGGDGG 

PRELFGFRKDLCRSTSHISTTEK 

WCGDARPWEKKRQSFSL*SH* R 

RLKGR1F*TESQAS/PGPQMCPR 

G I WTTQELPPPLE WG SQH LGTR 

KE1VPKCNGSLIKVNYNQTAVK 

VPTTPASPVKNWGGFRIPKKGE 

RQQ/PG RG PR WG LPPALRLPIFG 

GYVPDVEMSDSESEASEKKCIH 
TSST1SRRTDIIRRSILAS 



a a r>r\ 



wo 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9037 


39405 


A 


9096 


3 


1136 


FDIPFPKIGKLIKSNVPELRGHFP 

LS1TLVLRLMLLASKGDDPEDA 

KAKVLSVLKHSLLSFKQPRVM 

DMLKLYFLFSLQFLGGKRAI*IQ 

EG*SYGVCWDLVFTFGIYPWNL 

SNLVFVSFLVNGLFHDLCQPTR 

KGSKHFSQDVMEKLVLVLAHL 

FGRRYFPPKFQDAHFEFYQSKV 

FLDDLPEDFSDALDEYNMKIME 

DFTTFLRJ VSKLADMNQE YQLP 

LSK1KFTGKECEDSQLVSHLMS 

CKEGRVAISPFVCLSGNFDDDL 

LRLETPNHVTLGTIGVNRSQAP 

VLLSQKFDNRGRKMSLNAYAL 

HCVf Uf^ CI W~ll \//~\rYM D X/TKITT/^TX 

YJr T IsJiOaJLIuLVv^I^NKJWNtOD 

A VVl 1 kTlI7Al TII^CICV/CT AJ\/T 

A I I LLNUrAL 1 IK.0I0 VoL*/ri V 1 

YC ENEDDN V VL A FEQLSTTF W 


9038 


39406 


A 


9097 


2 


522 




9039 


39407 


A 


9098 


3 


1080 


FLLPFSHQSKKENSDQLMTLFT 

SFNSLHS AMESFFQ ATGNSTN L 

ADDGKRRTVVTPV1LTKIDGVN 

VDTHHIPVNVTLRRIAHGADAV 

AARWDFDLLNGQGGWKSDGC 

HILYSDENITTIQCYSLSNYAVL 

MDLTGSELYTQAASLLHPVVY 

TTAI1LVLCLLAV1VSYIYHHSL1 

RISLKSWHMLVNLCFHIFLTCV 

VFVGGITQTRNASICQAVGHLH 

YSTL AT VL WVG VT A RN I Y KQG 

H*KS*KMPRJPDEP/RTFNQDQW 

LRFYPDLVGG YPPSLVLRA* LA 

AANIKELRQSAKPHPY/WLGW 

riljINJrr W cAf YUrAjro 1 r VINU 

TGOOORLACO 


9040 


39408 


A 


9099 


1 


307 




9041 


39409 


A 


9100 


2 


286 
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SEQ ID 

NO: 


SEQII> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possibfe nucleotide insertion) 


9042 


39410 


A 


910! 


35 


1211 


EKDLLWEEKFPDRTTVTELPQT 

SHVSFSEPDIPSSKSTELPVDWSI 

KTRLLFTSSQPFTWADHLKAQE 

EAQGLVQHCRATEVTLPKSIQD 

PKLSSEL RCTFQQSLI Y WLH PAL 

SWLPLFPRIGADRKMAGKTSP 

WSNDATLQHVLMSDWAVSFTS 

LYNLLKVKNFSPYFYVCTYQFT 

VLFRAAGLAGSDL1TALISPTTR 

GLREAMRNEGIEFSLPLIKESGH 

KKETASGTSLGYGEYVIKITL/S 

SSTDLWTHE1DLHRNSL*NRDS 

NCSNF/LREQAJSDEDEEESFSW 

LEEMGVQDK1KKPDILSIKLRKE 

KHEVQMDHRPESVVLVKGINT 

FTLLNFLINSKSLVATSGPQAGL 

PPTLLSPVAFRGATMQMLKARS 

VNVKTQALSG1QRPI 


9043 


39411 


C 


9102 


48 


464 




9044 


39412 


A 


9103 


1 


140 


MNRLKKEWMLEH1VENNSGM 
ESQDfKGHFHAADKDLLEMGY 
LQKRGLIGLTVLHGWGGLTIM 
A EG* KRSGCLSTL WK ITP A WNL 
KTLKAIFMLLIKTYLKWAIYKR 


9045 


39413 


B 


9104 


1289 


2767 




9046 


39414 


A 


9105 


3 


1278 


INNTNTFRVLPHPSFVYTAKFHP 

AVRELVVTGCYDSMIRIWKVE 

MREDSAILVRQFDVHKSFINSL 

CFDTEGHHMYSGDCTGVIVVW 

NTYVKINDLEHSVHHWTINKEI 

KETEFKGIP1SYLEIHPNGKRLLI 

HTKDSTLRIMDLRI LVARKFVG 

AANYPGEDS*YFD/VH/GGTFLF 

AGSEDG 1 V Y V WNPETGEQ VAM 

YSDLPFKSPIRDISYHPFENMVA 

FC AFGQN EPI LL YI YDFH V AQQ 

EAEMFKRYNGTFPLPGIHQSQD 

ALCTCPK.LPHQGSFQIDEFVHT 

ESSSTKMQLVNQRLETVTEVIR 

SCAAKVNKNLSFTWPPAVSSQ 

QSKLKQSNMLTAQEILHQFGFT 

lUIIoltKJvrUiNrlV^VU lArl V V 

ALYDYTANRSDELTIHRGDIIRV 
FFKDNEDWWYGQHRERGQEG 
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SEQH> 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblt nucleotide insertion) 


9047 


39415 


A 


9106 


1 


1249 


MAVLIFLGCLLGGIAIGLPIAWA 

LLLCGAALMFWLDMFDVQ1MA 

QTLVNGADSFSLLA1PFFVLAGE 

IMNAGGLSKRIVDLPMKLVGH 

KPGGLGYVGVLAAMIMASLSG 

SAVADTAAVAALLVPMMRSA 

NYPVNRAAGLIASGGIIAPIIPPSI 

PFIIFGVSSGLSISKLFMAGIAPG 

MMMGATLTLGKRARFTEDDTR 

ERDAISVfNHQRNAVLIRQRVK 

LQQLFVIRVLAMRIFVYGSLRH 

KQGNSHWMTNAQLLGDFSIDN 

YQLYSLGHYPGAVPGNGTVHG 

EVYR1DNATLAELDALRTRGGE 

YARQLIQTPYGSAWMYVYQRP 

VOGLKLIESGDWRVLRWLRVH 

SIDVPDPIFGLTVTGDRTDRAG 

KTSPAQAGCKLFLTNPLG1GVL 

TTAEKKSLLKPEHQGLATEVM 

CRMNIAGASFANIEGVKAMTD 

VTGFGLLGHLSEMCQGAGVQA 

RVDYEAIPKLPGVEEYIKLGAV 

PGGTERNFASYGHLWLR*LAL 

AP/LEVVEANGSL*CSGERGCL 

Ynmrmni nfppa fppfu a i Ari 

I Uy I 1 1 1 v^LIN r rvr/\r V^r n>ri A.I/\vJ 

QKVAILRLNMQIDIKRVSSRTH 
GNHFTNFKFTVQHYRSCLT 



A AC"\ 



wo 
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SKQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*-Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


9048 


39416 


A 


9107 


162 


2106 


KMSKLKIAVSDSCPDCFTTQRE 

CIYIMESRNIDVAAIVLSLNDVT 

CGKLDE1DATGYGIPVFIATENQ 

ERVPAEYLPR1SGVFENCESRRE 

FYGRQLETAASHYETQLRPPFF 

RALVDYVNQGNSAFDCPGHQG 

GEFFRRHPAGNQFVEYFGAVPC 

RLVIPALKKQRKLSDLETAIVV 

VDRFSGEVRAMVGGSEPQFAG 

YNRAMQARRS1GSLAKPATYLT 

ALSQPKIYRLNTWIADAPIALR 

QPNGQ\ESVRVMLVDALTRSM 

NVPTVNLGMALGLPAVTETWI 

KLG V P\KDQLH P V P A M L LG A LN 

LTP!EVAQAFQTIASGGNRA\PL 

SALR*TIAEHGKELYQSFPQAER 

AVPAQAAYLTLWTMQ\QVVQR 

GTGRKLGAKYPNLHLAGKTGT 

TNNNVDTWFAGIDGSTVTITW 

VGRDNNQPTKLYGASGAMSIY 

QRYLANQTPTPLNLVPPEDIAD 

MGVDYDGNFVCSGGMRILPV 

WTSDPQSLCQQSEMQQQPSGN 

PFDQSSQPQQQPQQQPAQQEQ 

KDSDGVAGWITDMFGSNEHLS 

GYELDSYPLSSARRRARFTEDD 

TRERDAISVINHQRNAVLIRQR 

VKLQQLFVSNHIACW1RRPGDA 

NHPGFFANMQMLKIDVVFKLA 

FRQQFNI RTRRDKQI FFQSG VT 


9049 


39417 


A 


9108 


1 


66 




9050 


39418 


C 


9109 


79 


150 




9051 


39419 


A 


9110 


2 


475 


GRGRWGAPRLRGAL*DP*GHF 

LGQQPRPQLHSPAPDR\PAPTPT 

DAEGL/PPAAAAAAAGATARVP 

GSRGG*GQAAEELHEAGEAQA 

CRGGTEDEEHG**HLCHGRAS* 

CPGVSGSTGSPHPSPSMAPDDT 

SGLLEFVGVPLQTLFAWVSPAE 

AAEQQRL 


9052 


39420 


A 


9111 


171 


462 


PTSMGHLYSFPGN*SHAHYHPI 
KT*SPLPHSTPISNPSA\PLKGLK 
P V I TRL LQHGL LKPI N S P Y H S Pi L 
PVLKPDKAYKLVQNLRLINQIV 
LPIHSM 






A 

A 


Ql 1") 


■ 
1 


J /J 




9054 


39422 


c 


9113 


100 


297 




9055 


39423 


A 


9114 


1 


1401 
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SEQID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 

inUSSN 

09/540,217 


Nucleotide 
location or first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9056 


39424 


A 


9115 


24 


482 


VGSGDLPWEGNPLSSCSLLHEK 

D PPTTSG PQT/G P/GPRNJSPILNR 

AAPRQAQLGPNSSSASAPPPYN 

PFITSPPHTWSALQFRFVTSPPPP 

AQQLTLKKVAGAKGTVKEHFC 

HDLPASSMQSNYPVHDSGHLT 

TGPSLFKPTLMEYSTGHAP 


9057 


39425 


A 


9116 


1 


489 




9058 


39426 


A 


9117 


1 


642 




9059 


39427 


A 


9118 


237 


748 


ETN PLSSCSLLRDKDPPTTSSPQ 

THQPKKH\PPISNPAAPHQAELG 

PNPSSASAPPPYNLFITSPPHTW 

SGLPFRSVTSPPPPAQQFTLKKV 

AGAKGTVKTITDIELQVTLTVE 

ARLRPGEINSHVAHTKPVWWS 

LHTDTCDIWCRRPGTGGLLQET 

SPLSSPSLCEE1HL 


9060 


39428 


A 


9119 


63 


255 


WVSGSVQVKVERGWDEGCKGI 
VK!CACLTYTNR1MHCVGRY*A 
* ESI WV WHHGVTMRQNNLVDKA 


9061 


39429 


A 


9120 


24 


389 


SD V KANLSTGG P VGCGG DTL/P 

VAEKPSDAVEAPGV*APSAGG 

AGPA\PSPGLEPSGAPPPP/ALPP 

RA V LDSG L APG RPLPL ASSN P/P 

PAGRRLLLCTSPGRRGGAAGSG 

PRCPESKSIPLRCL 


9062 


39430 


A 


9121 


704 


867 


CVKECLDVRHLRPFAYFTTRII* 
ILQDGKJQSAIF/CV1WNYCRVCI 
GVKRHSRRK 


9063 


39431 


A 


9122 


1 


7068 




9064 


39432 


A 


9123 


2 


165 


LLKRELNFDFYKISTTKERHLQ 
QS*PKDS\VPSLLASQTPNAPFL 
APQRRLCLA 


9065 


39433 


A 


9124 


1 


148 


1RHSVNLLRAG/RJFVFEPPPGLK 
ANTQRTFESGMKHVRJIYMMEF 
HVFM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknoun, 
*=Stop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


9066 


39434 


A 


9125 


1 


2340 


QFGIWLDSSSPEQTVPYLWSEE 

TPATPIGQAIHRLLLIQAFRPDR 

LLAMA HMFVSTNLGES\FMSIM 

EQPLDLTH I VGTE VKPNTP VLM 

CSVPGYDASGHVEDLAAEQNT 

QITSIAIG S A EG FNQ A DKAINTA 

VKSGRWVMLKNVHLAPGWLM 

QLEKKLHSLQPHACFRLFLTME 

INPK\VPV\NLLRAGRIFVFEP\PP 

GWKANMLRTFSSIPVSRJCKSP 

NERARLYFLLAWFHAIIQERLR 

YAPLGWSKKYEFGESDLRSAC 

DTVDTWLDDTAKASGRQNISP 

DKIPWSALKTLMAQSIYGGRV 

DNEFDQRLLNTFLERLFTTRSF 

DSEFKLACKVDGHKDIQMPDGI 

RREEFVQWVELLPDTQTPSWL 

GLPNNAERVLLTTQGVDMISK 

MLKMQMLEDEDDLAYAETEK 

KTRTDSTSDGRPA WM RTLHTT 

ASNWLHLIPQTLSHLKRTVEN1 

KDPLFRFFEREVKMGAKLLQD 

VRQDLADVVQVCEGKKKQTN 

YLRTLI\NELVKGILP\RSWSHYT 

VPAG\MTVIQWGVPISARRI\KQ 

LQNISLAAASGGAKELKNIHVC 

LGGLFVPEAYITATRQYVAQAN 

SWSLEELCLEVNVTTSQGATLD 

ACSFGVTGLKLQGATCNNNKL 

CI CXI A IOTA I Of TWI r> W t\ I *s /*vnr*vi 

SLSNA1STALSLTQLRWVKQTN 
TEKKASVVTLPVYLNFTRADLI 
FTVDFEIATKEDPRSFYERGGG 


9067 


39435 


A 


9126 


3 


6375 


HKVAAPDVVVPTLDTVRHEAL 

LYTWLAEHKPLVLCGPPGSGK 

TMTLFSALRALPDMEVVGLNFS 

SATTPELLLKTFDHYCEYRRTP 

NGVVLAPVQLGKWLVLFCDEI 

NLPDMDKYGTQRVISFIRQMVE 

HGGFYRTSDQTWVKLERIQFV 

GACNPPTDPGRKPLSHRFLRHV 

PVVYVDYPGPASLTQ1YGTFNR 

tilt r* f ■ i\P I r> T\/ A I -1 T\l T A A \ J17P 

AMLRLIPSLRTYAEPLTAAMVE 
FYTMSQERFTQDTQPHYIYSPR 
EMTR WVRGIFEA LRPLE 



A A OO 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib)e nucleotide 
deletion, \=possinfc nucleotide insertion) 


9068 


39436 


A 


9127 


3 


617 


S WFQPPSG PP WPG AVPPPPPL A R 

VNPGV\PSLTTSLMDVEP*AQV 

ELPSHPRVPSPAPGPAP*VLEPP 

RSLLTSVVGPQGPSWAGGGMA 

VRQALEEAACRDPCIAISSWAG 

GDRPLWWLDGLLLRRVYPDSC 

PPCPSRIPAIFGASLQGSINP1LQ 

MRKLFPHDMDLL*GQDPFSCR 

RPES WN R D VG W L A LG VFCL V P 

FSLVGSLN 


9069 


39437 


A 


9128 


1 


702 




9070 


39438 


A 


9129 


1 


1317 




9071 


39439 


A 


9130 


1 


2641 


MGLKARRAAGAAGGGGDGGG 

GGGGAANPAGGDAAAAGDEE 

RKVGLAPGDVEQVTLALGAGA 

DKDGTLLLEGGGRDEGQRRTP 

QG IGLL AKTPLSRP VKRNN AK Y 

RRJQTLIYDALERPRGWALLYHX 

ALVFLIVLG\CL1LAVL\TTFKEY 

ETVSGDWLLLLETFAIFIFGAEF 

ALR1WAAGCCCRYKGWRGRLK 

FARKPLCMLD1FVL1ASVPVVA 

VGNQGNVLATSLRSLRFLQ1LR 

MLRDGPGEGGTWKLLGVSAICA 

HSKEL1TAWYIGFLTLILSSFLV 

YLVEKDVPEVDAQGEEMKEEF 

ETYADALWWGLITLATIGYGD 

KTPKTWEGRL1AATFSLIGVSFF 

A LP AG I LG SG LA L K VQEQHRQK 

HFEKRRKPAAELIQAAWRYYA 

TNPNRIDLVATWRFYESVVSFP 

FFRKEQLEAASSQKLGLLDRVR 

LSNPRGSNTKGKLFTPLNVDAI 

EESPSKEPKPVGLNNKERFRTA 

FRMKAYAFWQSSEDAGTGDP 

MAEDRGYGNDFP1EDM1PTLKA 

A I RA VRJ LQFRLY KKKFKETLRP 

YDVKDVIEQYSAGHLDMLSRIK 

YLQTR 1 DM 1 FTPG\PPSTPK HKE 

VFRKGQHFTFPSQQSSRGLNHM 

*ARPST\SEI\EDQRH*WG1CFVKS 

LKaj y V \y O LO KJs. LLJr L V DM H M 

QHMERLQVQVTEYYPTKGTSS 

rAbAbK^rvbUNKYbULK. 1 IILNY 


9072 


39440 


A 


Ant 

9131 


353 


477 


QNE1LPQ1SKSNNEI*SRSPH*1TR 
NLNMSNKMAHKMKFAN 


9073 


39441 


C 


9132 


170 


310 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las) 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V= possible nucleotide insertion) 


9074 


39442 


A 


9133 


1 


859 


MSCGRPPPDVDGMITLKV\DNL 

TYRTSPDSLRRVFEKYGRVGDV 

YIPREPHTKAPRGFAFVRFHDR 

RDAQDAEA\AMDGAE*EGRAL 

RI\QVARYGRRDLPRSRQG/PTP 

RGRSRGGGYGRRSRSYGRRSRS 

PRRR\HRNRFFCPSCSRSRRRGR 

YRGSRYSRSPYSRSPYSRSRYSR 

SPYSRSRYRESRYGGSHYSSSG 

YSNSRYSRYHSSRSHSKPGSSTS 

SRSASTSKSSSARRSKSFSVS\RS 

RSR\SRSSSMTRSPP\GVSKRKSK 

SR\SRSKRPPKSPEEEGQMSS 


9075 


39443 


A 


9134 


161 


332 


SCLNQLN/YLEMWKLFRKAQE 
DHTLGRDISYVAEVRPGEAGGR 
AHTG DSLLTMN PS FL 


9076 


39444 


A 


9135 


1123 


1489 


LQT1LQGHSNQNSMVLVPKQR 

YRSMEQNRALRNNVTYLQLSD 

L*QA*EKQAMGKGFPIS*MVLG 

KLASHM*KAESGSLPYTLYKN* 

FKM D * RLKH *T* N H KN PRRKPR 

HYHSGHRHGQGLHV 


9077 


39445 


A 


9136 


277 


367 




9078 


39446 


B 


9137 


1 


1136 




9079 


39447 


A 


9138 


3 


1168 




9080 


39448 


A 


9139 


1 


1460 


ERGLETNSCSEEELSSPGRGGG 

GGGRLLLQPPGPELPPVPFPLQD 

LVPLGRLSRGEQQQQQQQQPPP 

PPPPPGPLRPLAGPSRKGSFKIRL 

SRLFRTKSCNGGSGGGDGTGK 

RPSGELAASAASLTDMGGSAG 

RELDAGRKPKLTRTQSAFSPVS 

FSPLFTGETVSLVDVD1SQRGLT 

SPHPPTPPPPPRRSLSLLDDISGT 

LPTSVLVAPMGSSLQSFPLPPPP 

PPHAPDAFPRIAPIRAAESLHSQ 

PPQHLQCPLYRPDSSSFAASLRE 

LEKCGWYWGPMNWEDAEMK 

LKGKPDGSFLVRDSSDPRYILSL 

SFRSQGITHHTRMEHYRGTFSL 

WCHPKFEDRCQSVVEFIKRAIM 

HSKNGKFLYFLRSRVPELPPNS 

CQ\LIYPMSRFSIYESFQHLAICF 

RJRQLVRIDHIPDLPLVPKPLISYI 

RKFYYYDPQEEVYLSLKEA\QS 

VSKQKQEVEPST*RGAPCWSPP 

RAFGCQAPALKNQIKLP 
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SEQII) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*~Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


9081 


39449 


A 


9140 


2 


418 


KSPSKYLCYTFIISTAALVLLIM 

LPHESMPVYLGIWACTLGFGAIV 

FTQRAV\FFAPIGEAKIAENKTG 

AAMALGSFIGYAPAMFCFSLYG 

YILDLNPGI1GYKIVFGIMACFA 

FSGAVVSVMLVKRISQRKKEM 

LAAEA 


9082 


39450 


A 


9141 


26 


180 


KPAHQCQVFFCPVVSAHQGEV 
LPYKSGVTSIESFVTIICKVJRR* 
LLSFLA 


9083 


39451 


A 


9142 


299 


921 


FGTAALVL*IVLPPEISPSH*GM 

ACTLGLGAIVLTQRAV/FFAPIG 

EAK1AENKTGAAMALGSF1GYA 

PAMFCFSLYGYILDLNPGIIGYK 

IVFGIMACFAFSGAVVSVMLVK 

RJSQRRIRRLRRIRQFHIRRNTSS 

RYGSGFARGGRKATRGISSQEL 

GQGLSGEEQDGASGGVTAGDI 

ATGDYFLLTPHLQICTGAKGGL 

GCVVEGR 


9084 


39452 


A 


9143 


1 


752 


MSELPFAIASKRKEYVGIQLPR 

YTIQKLEENLNVVLFDRSGHRT 

KJTNVGRMLLERGRVLLQAAD 

KLTTDA E A LARG WETHLTI VTE 

ALVPTPAFFPL1DKLAAKANTQ 

LAIIT*VLAGAWERLEQORADI 

VIAPDMHFRSSSE1NSRKLYTL 

MNVYVAAPDHPIHQEPEPLSEV 

TRVKYRGIAVADTARERPVLTV 

QLLDKQPRLTVSTIEDICRQALL 

AGLGVATMPYPMVEKDIAEGR 

LRVVSPESTS 


9085 


39453 


A 


9144 


389 


760 


S WRJ D VH P V * YTTRLFPF V L P Y 

MQKGTSlRTSSRQLLDrCQPRLT 

V/STIEDKRQALLAGLGVA/TMP 

YPMVEKDIAEGRLR/VVSPESTS 

EID1 IMAWRVTKRTPKN* WTM 

MPENIGEYTKTTHILG 
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PCT/US01/08631 



SKQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9086 


39454 


A 


9145 


i 


941 


MTAMERSRILRRAVDILRERND 

ELAKLETLDTGKAYSETSTVDI 

VTG A DVLE Y Y AG LI PALEG SQ1 

PLRETSFVYTRREPLGVVAG1G 

AWNYPIQIALWKSAPALAAGN 

AM1FKPSEVTPLTALKLAE1YSE 

AGLPDG VFN VLPG VGAETGQY 

LTEH PG1 AK VSFTGG V ASG KK V 

MANSAASSLKEVTMELGGKSP 

LIVFDDADLDLAADIAMMANF 

FSSGQ A K R/NG ARVLCGG DG VR 

ARDRPNLRRENLRGKYHS*QR 

HRRPDAC*YRPRL*RCGGRYAD 

D*VQAGAGSDGL*ATGHGGRR 

EC*PYVTGEAG 


9087 


39455 


A 


9146 


3 


504 


DQQQNRQR\LIDCFPHAQWAK£ 

VDVSDKEARCGVRCATRDHLP 

MVCNVPDYEATLVEYASSAEH 

KDDAVSAPVFDDLFILVGSRGLC 

SGPLCAE 1 L AT* I SXDEPMPM DA 

SMIAAALIPNRLWVRKLLKGKA 

VKAGAVHFRRSI1YFHPQQANA 

LDFPSTHUKYCTMLL 


9088 


39456 


A 


9147 


197 


353 


YGFRWPD*AHPAIN*ASAASISF 
LR WLIRLTS1TETTA PLN AKQAI 
MPNTIL 


9089 


39457 


C 


9148 


1 


1263 




9090 


39458 


A 


9149 


3 


726 


GAKNAREAIYHIEGDPDHP\EN 

RLRYPEYRAPGSDKWQRISWEE 

AFSRIAKLMKADRDANFIEKNE 

QGVTVNRWLSTVNKKKISLRT 

VGAALVLQVV1GGIMLWLPPG 

RWVAEKVAFGVHKVMAYSDA 

GSAFIFGSLVGPKMDTLFDGAG 

FIFGFRVLPAIIFVTALVSILYYI 

GVMGILIRILGGIFQKALNISKIE 

SFVAVTTIFLGQNEIPAIVKPF1D 

RLNRNELFTAICSGMASIDG 


9091 


39459 


B 


9150 


1 


1662 




9092 


39460 


B 


9151 


1 


2658 




9093 


39461 


C 


9152 


1 


2526 




9094 


39462 


A 


9153 


422 


585 


PYRLKQNIAGA*PIKLPNAIAAP 
VLFSAIFASTIGAKILLAVLRLSR 

PHPSVHA 


9095 


39463 


A 


9154 


1275 


1485 




9096 


39464 


A 


9155 


1 


439 
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SEQ 11) 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ II) NO: 

inUSSN 

09/540,217 


Nucleotide . 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9097 


39465 


A 


9156 


1049 


2195 


NMPKASSCRFSTATTYLRDRSC 

K*PWAGS*KKNSWR*CRRRTTS 

SHRTRLNATWGVSVKRRTKAR 

CSMVCASRGS/SNARGLELVKE 

GRAQACVSAGNTGALMGLAK 

LLLKPLEGQNHRMLLRWEAKL 

A ALV RLQ ENTAQPV PFA PNN A 

RPLTLEDDRLSCTVRGYNFAITF 

SKMSGKPTSWQLVASALATKI 

AHEVNPQNQVGCMLAGGNFYP 

YSCKPEDVWAALEKDRENLFFI 

DVQARGTYPAYSARVFREKGV 

TINKAPGDDE1LKNTVDFVSFSY 

YASRCASAEMNANNSSAANVV 

KSLRNPYLQVSDWGWGIDPLG 

LRlTfvTNMMYDRYQKPLFLVEN 

GLGAKDEFAANGEINDDYRJSY 

LREH 1 RCNG RSDCRQ AFR 


9098 


39466 


B 


9157 


482 


542 




9099 


39467 


A 


9158 


115 


1662 


TPYPDAITTHDIVDTYPVQGGA 

VRVLVFSAWSLRVVSSVLFSLV 

WGFVSFCRRFVPCRVCVLLCCL 

FWCFVFGVWLPRRHMSNHAA1 

GVGEQQCQRGN1NGAPETFAS 

MANTGT*QW/QRISWEEAFSRI 

AKLMKADRDANFIEKNEQGVT 

VNRWLSTASLAPTFGRGAMTN 

HWVDIKNANVVMVMGGNAAE 

AHPVGFRWAM EAKNNNDATL1 

V VDPRFTRTAS VAD1 Y API RSGT 

DITFLSGVLRYLIENNKINAEYV 

KHYTNASLLVRDDFAFEDGLFS 

GYDAEKRQYDK.SSWNYQLDE 

NGYAKRDETLTHPRCVWNLLK 

EHVSRYTPDVV\ENICGTPKADF 

LK\A PDRTVTTFL Y A LG WTQHT 

VGAQNIRTMAM1QLLLGNMGM 

AGGG VNA LRGHSN IQGLTDLG 

LLSTSLPGYLTLPSEKQVDLQS 

YLEANTPKATLADQVNYWSNY 

PKFFVSLMKSFYGDAAQKENN 

WG YD WLPK WDQTYDVI K YFN 

MMDEGKVTGYFCQGFNPVASF 

PDKNKVVSCLSKLKYMVVIDP 

LVTETSTFWQNHEAAVSGGKR 

PGRKRLNLLPMARLTTTIASAT 

YANISAQWAKRLQTAFR 


9100 


39468 


A 


9159 


1 


2235 




9101 


39469 


A 


9160 


1 


1821 | 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9102 


39470 


A 


9161 


14 


1785 


FDQVEERVSVIEDQMNEMKRE 

EKFREKRVIRNEQSLQE1WDYV 

KRLNLHLIGVPESDWENGTKLE 

NTLQD1 1 QEN FPN L A RQ AN I QI Q 

EIQRM PQR YSSRRTTPRH 1 1 LN A 

HKRK*ERYK!DTLTSQLKELEK 

QEQTYSKASRRREITKIRAELKE 

IETQKTLQKINESRSCFEKINKID 

RLLARLIKKKREKNQTDV1KND 

KGD1TTDPTEIQTTIREYYKHLY 

TNKLENLEEMDKFLDTYTLPRJL 

NQEEVESLNRPITGSE1EAIINSL 

PTKKSTGPDRFTAEFYQRYKEE 

LVPFLLKLFQSIEKEGILLNSFYE 

ASTILIPKAGRDTTKKENFRP1SL 

MN1DAKILNKILANRIQQHIKKL 

1HYNQVSFIPGIQGWFNICKSIN 

VIQHINRTKDKNHTHSIDAEKA 

FDKIQQPFMLKTLNKLGIDGTY 

LK1 MTA I YDKPTA STI LN GQKJL E 

AFPLKTGTRQGCPLSPLLFNIVL 

E VL ARA 1 RQEKEI KGIQLG KEE V 

KLS LF A D DM I V Y LEN PI VS AQT 

rri i in in iv i cov^iivioDL>L*r 1 i/\z> 
KRJKYVGIOLTRDVKDLFKRN 


9103 


39471 


B 


9162 


1 


2025 




9104 


39472 


B 


9163 


67 


3156 





A A 70 
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SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Mel 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon* /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9105 


39473 


A 


9164 


1 


2019 


MDTIKNDKGDITTDPTEIQTTIR 

EYYKHLYANKLLENLEEMDKFL 

DTYTLPRJLNQEEVESLNRPVRG 

SEIEAIINSLPT/KKSPGPDEFTAE 

FYQRKVAFDKIQQAFTLKTLNK 

LV1DGTYRKIIRA1CDKPTANIIL 

NGQKLEAFPLKTGTRQGCPLSP 

LLFNIVLEVLDRAIRQEKEITCIQ 

LGKEEVKLSLFADDMIVYLENP 

1ISAQNLLKL1SNFSKVSGYK1N 

VQKSQAFLYTNNRQTESQIMSE 

LPFTIASKKIKYLGIQLTRDVKD 

L FKEN YKPLLN El KEDTN KWEN 

IPCSWVGR1N1MKMAILPKVIYR 

FNA1PIKLPVAFFTELEKTTLKFI 

WDQKRAYIAKSILSQKNKAGVI 

MLPDFKL Y YKAT VTKTA WYW 

YQN RD f DQ WNRTEPSE I M L H I Y 

NYLIFDKPDKDEQWGKDSLFN 

KWCWENWLDIWRKLKLDPFLT 

PYTKINSRWIKDLNVRPKTIKTL 

EENLGNTILDIGMGKDFMSKTP 

KAMATKAKIDNWDL1KLKSFC 

TAKETTIRVNRQPTKWEKJFTT 

YSSDKGLISR1YKELKQIYKKKT 

NNPMNKWAKDMNRHFSKEDI 

YAAKRHMKKCSSSLAIREMQ1K 

TTMRYHLTPVRMVHKKSGNNR 

PPLSKEOPPIFRLSIILATTRDGN 

PAAVENVLHIKATLSFQQTHKA 

FYFQPS 


9106 


39474 


A 


9165 


1 


3477 
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SEQID 
NO: 


SEQ 10 NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, V=possible nucleotide insertion) 


9107 


39475 


A 


9166 


1 


2460 


MGDFNIPLSTSDRSTRQKVNKD 

TQELNSALHQADLIDIYRTLHP 

KSTEYTFFSAPHHTYSKIDHIVG 

SKALLSKCRRTE1ITNCLSDHSA 

IKLEIR1KKLTQNCSTTWKLNNL 

LLNDYWVNNEMKAEIKMFFEI 

N EDKDTTYQN R WDTFFCA VCR 

GKFIALNAHKRKQERSKIDTLT 

SQLKELEKQEQTHSKASRRQEI 

TEIRAELKEIETQKTLQKMNES 

RSWFFEKINNIDRLLARL1KKKR 

EKNQ1DA1KNHKGDITTNPTEIQ 

TT1REYDKHLYANKLENLEETD 

KFLDTY1LPRLNQEQVESLNRPI 

TGAEIEAIINSLRTKKSPG\PGGF 

TAEFYQRYKEE/HVLEVLARAI 

RQEKEIKG1QLGKEEVKLSLFA 

DDMTVYLENPTVSAQNLLKLIS 

NFSKVSGYKINVQNPQAFLYTN 

NRQTESQIMSELPFTIASKRIKY 

LGIQLTRDMKELFKENYKPLLS 

ElKEDrNKWKNlPCSWVGRJNIV 

KMAILPKVIYRFNAIP1KLPMTF 

FTELEKTTFKF1WNQKRARIAK 

SILSQKNKAGGITLADFKLYYK 

ATVTKTAWYWYQDRHIDQWN 

RTESSEIMPHIYNYLIFDKPDKN 

KKWGKDSLFNKWCWENWLAI 

CRKLKLDPFLTPYTKINSRWIK 

ULNVKrK. 1 IKI LbbNLOl 1 1QDI 

\J|vl\jrUL/r JVlOEl 1 i iVrtlVl A. 1 rvL/rvlL/ 

KWDLIKLKSFCTAKETT1RVNR 


9108 


39476 


A 


9167 


1 


1389 





WO 01/075067 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540UI7 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


9109 


39477 


A 


9168 


1 


1659 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLID1YRSLH 

A KSTE YTFFS A PHHTYSKIDHIL 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELRIKNLTQNRSTTWKLN 

NLLLNDYWIHDEMKAEIKMFF 

ETNENKDTTYQNLWDAFKATA 

SKTNKEKEKNQIDTIKNDKGDI 

TTDPTEIQTT1REYYKHLYANK 

LENLEEMDKFLDTYTLPRLNQE 

EVESLNRPITGAEIVA1INSLPTK 

KSPGPDGFTAEFYQRYKEELH1 

NRAKDKNHM1ISIDAEKAFDKJ 

QQPFMLKTLNKLGIDGTYFKIIR 

A1YDKPTANHLNGQKLEAFPLK 

TGTRQG C PLSPL L FN I VLE V LA R 

AIRQEKEIKG1QLGKEEVKLSLF 

ADDMTVYLENPIVSAQNLLKLI 

SNFSKVSGYKINVQKSQAFLYT 

NNRQTESQ1MSELPFTIASKRJK 

YLG1QLTRDVKDLFKENYKPLL 

KE1KEDTNKWKNIPCSWVGRIN 

IMKMAII PKVIYRFNAIP1KI PM 

TFFTELEICTTLKFTWNOICVRARI 

AKAILSOKNEAGGITI P 


9110 


39478 


B 


9169 


1 


1716 




9111 


39479 


B 


9170 


1 


3171 




9112 


39480 


A 


9171 


I 


2952 


MLLNQGRKLPRVFAEETLKFK 

GTSNKPQTLEQISTSIIAQKEAT 

VMVPGSNQEIPSGAYAIRALGF 

KHKTGRLFEQTLNYLQEFLFTP 

QWHLECQQERTVHSPGKAAEA 

REPSV1DRHLIQESSN WH L VG A 

ALGQSFQRKEQAAIFAVLQPLL 

VIPRQTGSGVDLQKTPTDLQQR 

GLIVRRKTNKQKGIVHNSTTRE 

ONWTENEFDKLTEGGFKRWVI 

TNSSELKEHVLTOCKEDKNLEK 

SAIKLELRIKNL1QN 


9113 


39481 


B 


9172 


1 


2406 




9114 


39482 


A 


9173 


1 


2307 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of lasi 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, Y=possible nucleotide insertion) 


9115 


39483 


A 


9174 


3 


2776 


QRDLDSHTLIMGDFNTPLSILDR 

STRQKVNKDTQELNSALHQAD 

LIDIYRTLHPKSTEYTFFSAPHH 

TYSKIDH1LGSKALLSKCKRTEII 

TNCLSDHSAIKLELRIKTLTQSH 

STTWKLNNLLLNDYWVHNEM 

KAEIKMFFETNENKDTTYQNL 

WDAFKAVCRGKFIALNAHKRK 

QERSKIDTLTSQLKELEKQEQT 

HSKASRRQEITKIRA E LKE 1 ETQ 

KTLQKINESRS WFFERINKI DRP 

LARLIKKKREK 


9116 


39484 


B 


9175 


133 


3213 




9117 


39485 


A 


9176 


284 


1689 


QNFGNFKDLL*RSLW*REKSWI 

CML*ARNTASRQQRNKAGQR 

MTLMS*EKKASDDQTSPS*R/Q 

EVRTHRKEAKNLVKRLDKWLN 

RITSVEKSLNDLMELKTM/RTR 

TTT**MHKLQ*PI*SFGRKEIQTT 

IREMCHLYANKLENLEEMDKFL 

ETYTLPRLNQEEVESLNRPITGS 

EIEAIINSLPTKNSPGPDRFTAKF 

YQMYKEELVPFFLKLFQSIEQE 

GILPNSFYEASIfLlPKPGRDPTK 

KENFRPISLMNIDAKIFNK1LAN 

QIQQHIKKLIHH DQMGFI PGMQ 

DWFNIRKSINVIQHINRTKDKN 

HTIISIDAEKAFDKIQQCFMLKT 

LNKLGIDGTYVKIIRAIYDKPTA 

NHLDGQKLEAFPLKTSTIQGCP 

LSPLLFNIVLEVLARAVRQEKE1 

KGIQSGKEEVKLSLFADDMTV 

YLbNPIIbAQNLLKLKSNFSKVS 

GYKINVQKSQAFLYTNNREPN 


9118 


39486 


A 


9177 


1 


1515 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQID NO: 
in USSN 
09/540\217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


9119 


39487 


A 


9178 


3 


1601 


ESRS*FFEK1NKI/D/RLLARLIKK 

KREKNQIDAIKNDKGDITTDPT 

EIQTTIREYYKHLYTNKLENLEE 

MDKPLNTYTLPRLNQEEVESLN 

RLITGSEIEAIINSLPTKKSPGLD 

TFTAEFYQRYKEELVPFLLKLF 

QS1EKEG I LPNSFYE A 1 1 1 LIQKJPG 

RDTTKKEN FRPI SLMSITM A KILN 

KILANRJQQHIKKLIHHDQVGSI 

PGMKGWFN1CKS1NVMQHINRT 

KYKNHMUSIDEEKAFQKIQKRF 

MLKTLN KLS1DGTYLK 1 1 RA 1 YD 

KPTANI1LNGQKLEAFPLK\NGT 

RQGCPLSPVLFNIVLEVLARAI/ 

RLISCFSKVSGYKINVQKSQAFL 

YTNNRQTESQIMSELPFTIASKR 

IKY LGI QLTRD V KDLFKEN YKP 

LFNE1KEDTNKWKSIPCSRVGR1 

NIVKTAILPKVIYRFNA1PIKLPM 

TFFTELE KTTLKFI WNQKRAC1 V 

KTILSKKNKAGGITLPDFKRYY 

KATVTKTA/WSFHELGKTQLAT 

RTTV STFQQI PG I * VQLRFD FS R 

DITLLSLLCR 


9120 


39488 


B 


9179 


1 


2034 




9121 


39489 


B 


9180 


1 


2088 




9122 


39490 


A 


9181 


1 


1870 


MKAEIKMFFETNENKDTTYQN 
LWDTFKAVCRGKFIALNAHKR 
KQERSKIDTLTSPLKELEKQEQT 
HSKASRRQEITKIRA ELKEIETQ 
KTLQKINESRSWIFESINKIDRPL 
ARLIKKKREKNQIDAIKNDKGD 
IITDPTEIQTTIREYYKHLYANK 
LENLEEMDKFLDTYTLPRLNKE 
EVESLNRPITGAEIVA1INSLPTK 
KorurLHjr 1 Abr Y^KYIvbbLVr 
r LLK>Lr v^blblvUvjILr Nor Y bAi>l 
1! IPkTP 


9123 


39491 


A 


9182 


1 


1410 




9124 


39492 


A 


9183 


1 


3996 





wo 
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SEQ 10 

NO: 


SEQ ID NO; 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stnp codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9125 


39493 


A 


9184 


281 


3030 


K.PRLENYMKNAEASRADAINW 

KKGY/LVMEDKMNEMKREGKF 

REKRIKRNKQSLQEIWDYVKRP 

NLRLISVPESDRENGTKLENTL 

QDIIQENFPNLARQAN1QIQEIQ 

RTPQRYSSRRATPRHIIVRFSKV 

EMKEKMLRAAREKEIQTNIREY 

YKHRYANKLENLEEMDKFLNI 

YTLRRLNQEEVESLNRPIRGSEI 

VAIINSLPTKKSPGPDGFTAEYY 

QRYKEELVPFLLKLFQSIEKEGI 

LPNSFYEASI1 


9126 


39494 


A 


9185 


1 


2250 




9127 


39495 


A 


9186 


248 


2385 


RQWAGVVGRCSHLASWVSSNT 

SETGAIRSSTEVDAPDDSMLLST 

CDIDLTAARRAWLGCLPTKKSP 

GPDGFTAEFYQRCKEELVPFLL 

KLFQSI/EKEGILPNLFDEASIIL1 

PKRGRDTTKKENFRPISLMNI D 

AKILNKILANRNQQHIKKLIHH 

DQVGFIPGMQGWFNICKSINVI 

QHINRTKDKNHMHSIDAEKAF 

DKIQQPFMLKTLNKLGIDGTYL 

KI1RAI YDKPTANI ILNGQKLEAF 

PLKTGTRQGCPLSPLLFNIVLEV 

LARAIRQEKEIKGIQLGK.EEVKL 

SLFADDMIVYLENPIVSAQNLL 

KLISNFSKVSAYKINVQKSQAF 

LYTNNRQTESQIMSVFPFTIASK 

R1KYLGIQLARNAKDLFKENYK 

PLLNEIKEDTKKWKNIPCSWVG 

RINI VKM A I LPKVI YRFNAIPIKL 

PMTFFTELEKTTLKFIWNQKRA 

RIAKSILSQKNKAGGITLPDFKL 

HYKITVTKTAWYWYQNRDIDQ 

WNRTEPSEITPHIYNYLIFDKPE 

KNKQWGKDSLFNKWCWENWL 

AJCRKLKLDPFLTPYTKIHPRWI 

KDLNVRPKTIKTLEENLGNTIQ 

DIGMGKDFMSKTPKAMAAKA 

K1DKWDLIQLKSFCTAKETTIRV 

NRQPTKWEKIFATYSSDKGLIS 

Rl YKELK.QI YK.K.KA ITMNPIK.K. W 

AKDMNRHFSKEDIYAANKHM 

KKCSPSLAIREMQIKTTMRYHL 



wo 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkriown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9128 


39496 


A 


9187 


1 


2229 


MGKKQNRKTGNSKTQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELREDIQTKGKE 

VQNFEKNLEECITRITNTEKCLK 

ELMELKTKARELREECRSLRSR 

CDQLEERVSAMEDEMNEMKRE 

G1CFREKRJKRNEQSLQE1WDYV 

KRPNLRLIGVPESDVENGTKLE 

NTLQDIIQENFPNLARQANVQI 

QEIQRTPQRYSSRRATPRH1IVR 

FTKVEMKEKMLRAAREKEIQT 

T1REYYKHLYANKLENLEEMD 

TFLDTYTLPRLNQEEVESLNRP1 

TGSEIVA1INSLPTKKSPGPDGFT 

AEFYQRYKEELVPFLLKLFQSIE 

KEGILPNSFYEASIILIPKPGRDT 

TKKENFRPISLMN I DA K I LN K 1 L 

ANRIQQHIKKLIHHDQVGFIPG 

MQGWFNIRKSfNVIQHINRAKD 

KNHMHSIDAEKAFDKIQQPFML 

KTLN KLGI DGTYFKI IRAIYDKP 

TANIILNGQKLEAFPLKTGTRQ 

GCPLSPLLFNIVLEVLARAIRQE 

KEIKGIQLGKEEVKLSLFADDM 

IVYLENPIVSAQNLLKLISNFSK 

VSGYKINVQKSQAFLYTNNRQ 

TESQIMGELPFTIASKRJKYLGIQ 

L1RDVKDLFKENYKPLLKEIKE 

DTNKWKNIPCSWVGR1NIVKM 

All DW\ir.VTTl V CIU/Mf VCD 1 A V 

on cni/M nr Ann iti i xrM vwa 
oiLM^lVlN/JW\UUI 1 1 l^LY Y IVA 

TVTKTAWYWYQNRDIDQWNR 


9129 


39497 


A 


9188 


1 


2667 




9130 


39498 


A 


9189 


1 


3033 


MADMLTWESCLEESLQEESPL 

VTHCGPSCCISGQSPPSSARPSS 

VSSAISVLMLPQNRKLPPAWTS 

PGIFPTDLVVYSMSLPHALARY 

NCDVCKSMLPPRLYAPEEKAR 

TSPLCGTWYSPSLPLCGAWCKK 

NEKKRERERERKRQREDILSGA 

SSYKDTIHIQLRPPPYDVLQQIQ 

TTIREYFKHLYANKLENLEEMD 

V! I rvrVTI DPI KIOPPV/PCI MDF 1 
NLLUJ Y I UrKLINV^ctVlloLiNrvLI 

TGSE1VAI1NSLPTKKSPRPDGFT 
AEFYQRYKEE 



wo 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X«Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


9131 


39499 


A 


9190 


1 


950 


MQAICTGQARALICMGGNFAL 

AMPDREASAVPLTQLDLAVHV 

ATKLNRSHLLTARHSYILPVLG 

RSEIDMQKNGAQAVTVEDSMS 

MIHASRGVLKPAGVMLKSECA 

VVAGIAQAALPQSVVAWEYLV 

EDYDRIRND1EAVLPEFADYNQ 

RIRHPGGFHLINAAAERRWMTP 

SEIQTTIREYWKHLYTNKLAENL 

EEMDKFLDTYSLPRLNQEEVES 

LIRPJTGSEIEAVVNSPPTKNSPG 

PDRFTAKFYQRY/K/EELVPFFL 

KLFLAAVPAPSSHGPFCCSRKA 

LRGSKTGSAYPSSSALRRVTVS 

EVVCLFAEAQLF 


9132 


39500 


A 


9191 


1 


3470 


MASVSSATFSGHGARSLLQFLR 

LVGQLKRVPRTGWVYRNVQRP 

ESVSDHMYRMAVMAMVIKDD 

RLNKDRC VRLAL VH DM A EC 1 V 

GDIAPADNIPKEEKHRREEGNK 

CHKQKAMGKHLKEPHVLGQET 

KGLESTDVLLPLPAAGQDLGRE 

KKIREEAMKQITQLLPEDLRKE 

LYELWEDLEFESPSCLDSLSLCC 

SLKPQSESSP VLPEGCETL IQRL 

CAVGTGVTAALATRLCRASGL 

PAPHQWASELQRSRKKE 


9133 


39501 


A 


9192 


1 


3907 


MAAWNLLLKSYAYWGGLRKE 

DFHCLDRKTLRTVSFLAALLSY 

ESIGGKGKLTTRKDIYTENPSV 

HHHHQRPKVDKTTKMGKKQN 

RKTGNSKMQSASPPPKERSSSP 

ATEQSWMENDFEELREEGFRRS 

NYSELREDIQTKGKEVENFEKN 

LEECITRJTNTEKCLKELMELKT 

KARELREECRSLRSRCDQLEER 

VSAMEDEMNEMKREGKFRDK 

RIKRN EQSLQEI WD Y VKRPN LR 

LIGVPESDVENGTKLENT 


9134 


39502 


A 


9193 


3 


3197 
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SEQ II) 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of firs! 
codoo Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence { X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


9135 


39503 


A 


9194 


1 


3158 


MVKGSIQQEELT1LNIYAPNTG 

APRFIKQLLSDLQRDLDSHTLIM 

G D FN TPLSTL DRSTRQK VN KDT 

QELNSALHQADLIDIYRTLHPK 

STEYTLFSAPHHTYSK1DHJLGS 

KALLSKCKRTEIITNYLSDHSAI 

KLELRJKNLTQSRSTTWKLNNL 

LLNDYWRKQERSKTDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQKTLQKINESRSWFF 

ERJNKIDRPLARLIKKKEKNQID 

TIKNDKGD 


9136 


39504 


A 


9195 


1 


3285 




9137 


39505 


B 


9196 


1 


1366 




9138 


39506 


A 


9197 


735 


3541 


RSFPRSRPSPFLLLSRYLRIHMV 

FSVLPFGLQNPKYLLSGSLQEK 

FRTPGINSHKTLDPNRVIIKVRR 

RLEKEKALRAYVGKSEVRNMH 

LRERCKL'KKREKNQIDTIKND 

KGDITTDATEIQTTIREYYKHLY 

ANKLENLEEMDKFLDTYILPRL 

NQEEV ES LN RPITG SEI EA I FN SL 

PTKRSPG PDG FTAEF YQTYKEE 

LVPFPLKLFQSTEKEGILPNSFY 

EASIILIPKPGRDTTKKENFRPIS 


9139 


39507 


A 


9198 


1 


5356 


MGKKQNRKTGNSKMQSASPPP 

KERSSSPATDQSWMENDFDEL 

REEGFRRSNYSELREDIQTKGK 

EVENFEKNLEECITRITNTEKCL 

KELMELKTKARELREECRSLRS 

RCDQLEERVSAMEDEMNEMK 

QEGKIKRDKEGHYIMVKGSIQQ 

EELTILNIYAPNTGAPRFIKQVL 

SDLQRDLDSHTL1MGDFNTSLL 

TLDRSMRQK VN K DTQELNSSL 

HQADLIDIYRTLHPKSIEYTFFS 

APHHTYSKIDHIVGS 



wo 
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SEQ II) 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location oflast 


Amino acid sequence ( \=Unkno\vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion* \= possible nucleotide insertion) 


9140 


39508 


A 


9199 


1 


2491 


MGDFNTPLSTLDRSTRQEVNK 

DTQELNSALHQVDLIDIYRTLH 

PKSTEYTFFSAPHYTYSKIDHIV 

GSKALLSKCKRTEI1TNCLSDHS 

AIKLELRJKKLTQNHSTTWKLN 

NLLLNDYWVNNEVKAEIKMFF 

ETNENKDTTYQNLWDTFKAIN 

KIDRPLARLIKKKREKNQIDAIK 

NDK\WDITTDPTEIQTTIR£YYK 

HLYANKLENLEEMDKFLDTYT 

LPRLNQEEVESLNRPITGSEIEAI 

TNSLTVTKKSPGPDGFTAKFYQR 

YKEELVP\FLLKLFQLIEKEG!LP 

NSFYEASIILIPKPGRDTTVKQKK 

NFRPISLMNIDAKILNKILANRI 

QQ\HIKKLIHHDQVGFIPG\MQG 

LFNICKSINVIHHINRTKDKNYM 

] IS/J * DA EKAFDKIQQPFMLKTL 

NKLGIDGTYLKIIRAIYDKPTAD 

IILNGQKLEAFSLKTGTRQGCPL 

SPLLFNIVLEVLARAVRQEKEIK 

GIRLGICEEVKLSLLADDMIVYL 


*» 












ENPIVSAPNLLKXISNFSKVSGY 

KFNVQKSQAFLYTNNRQTESQI 

MSELPFTIASKRIKYLGIQLTRD 

MKDLFKENYKPLLNEIKEDTNK 

WKNIPCSWVGRINIMKMAILPK 

VIYRFNAIPIKLPMTFFTELEKTT 

LKFIWNQKRARIAKSILSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTEPSEIT 

PHIYNYLIFDKPEKMSIIDTGGW 


914] 


39509 


A 


9200 


i 


3083 


MGKKQNRKTGNSKTQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELWED1QTKGKE 

VENFEKMLEECITRITNTEKCLK 

ELM ELKTKARE LREEC RSLRSR 

CDQLEERVSAMEDEMNEMKRE 

GKFREKRIKRNEQSLQEIWDYV 

KRPNLRLIGVPESDVENGTKLE 

NTLQDIIQENFPNLARQANVQI 

QEIQRTPQRYSSRRATPRH 1 1 VR 

FTKVEMKEKMLRAAREKEIQT 

TIREYYKHLYANK.L 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X s Unkno\vn, 
*=Slop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


9142 


39510 


A 


9201 


1 


4201 


MRKKQSRKTGNSKKQSTSPPPK 

ERSSSPAMEQSWTENDFDELRE 

EGFRRSNYSKLQEEIETKGQEV 

ENLEKNLDKCITRITNIEKCLKE 

LMELKAKARELHEECRSLRSRC 

DQLEERVSVMEDEMNEMKQE 

GKFREKRJKRNEQSLQEIWDYV 

KRPNLPPIDVPESDRENGTKLE 

NTLQDVIQENFPNLARQANIQ1 

QEIQRMPQRYSSRRATPRH 1 1 VR 

FTKVEMKEKMLRAAREKAFKQ 

ASRREDDIAKVTSG 


9143 


39511 


A 


9202 


715 


6193 


GQHHPDTKAWQRHNKKKENF 

RP1SLMNIDAKILNKMLANQIQ 

QH1KKLIYHDQVGFIPGMQGWF 

NICKSrNVIHHFNRTKDKNHMH 

SIDAAKAFDKIQQPFMLKTLNK 

LGIDGTYLKURAIYDKPTASIIL 

NGQK LEAFTLKTGTRQGC PLSP 

LLFNIVLEVLARAIRQEKEIKGI 

QLGKEEVKLSLFADDMIVYLEN 

PIISAQNLLKLIUNFSKVSGYTIN 

VQKSQAFLYTNNRQTESQIMSE 

LPFT1ASKR 


9144 


39512 


A 


9203 


1 


3682 


KEGHYIMVKGSIQQEELTILNIY 

APNTGAPRFIKQVLSDLQRDLE 

SHTLIMGDFNTPLSTLDRSTRQ 

KVNKDTQELNSALHQADL1DIY 

RTLHPKSTEYTFFSAP\HHTYSK 

IDH 1 LG SKALLSKCKRTEI ITNCL 

SDHSA1KLELRIRKL\TQN\RSAT 

WKVNNLPPGMTYWV\HNGNE 

GQKLKMFFETQWE/HKDTAYQ 

NLW\U 1 r KAOCKOKJ* 1 ALIN ArlK. 

RKAGKDPKLTPLTSQLKK\LEK 

QEQTVHSKAS 


9145 


39513 


A 


9204 


1187 


1680 


DSPCTIASTRSYSFICNRPLSVDI 
QLRCSCRNVRRLSTYC/LYLRQ 
LRIEGGNFVFTTKADNGPQQIIT 
♦TNSFPVGNNAQTVKVRHHILT 
FFINLFGKEIGGPDHFNNGFTQP 

MRJHRNQPFINRTKQRLLLTDH 
ACDLLWLH 


9146 


39514 


A 


9205 


3 


293 


ERSWSQLLFSTEQFWQQLPGTG 
SGRARQNISRKTPREHAGGYRR 

r\XIAXT*KI\l/ A \/nni APMI \/DD**l/ 

DNGNN WAVPHIQCNLVPK**K. 

T* T%r\\ I r> A I ID A nPTI p A PI/ At AITA 

RrPVRAHRAPETLCASKALybV? 

d VUA/FPI 1 P. 
IN. I W VrDLLK 


9147 


39515 - 


A 


9206 


1 


4509 




9148 


39516 


A 


9207 


1 


507 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9149 


39517 


B 


9208 


1 


3448 




9150 


39518 


A 


9209 


1 


2652 




9151 


39519 


A 


9210 


75 


784 




9152 


39520 


B 


9211 


1 


1968 




9153 


39521 


A 


9212 


1 


298 


LQGHLVGDYVSLSCLPFGIMGH 

GNWPLWVLTACLVLLLCVWSL 

RRQ*IQQ*APSDQKRDFLVPHG 

A/VFDR*ISATCWSSINWPANCS 

RPSIAGWPKQAS 


9154 


39522 


B 


9213 


167 


362 




9155 


39523 


A 


9214 


959 


1267 


YHWHQLLSMVRQLMVLSWKK 
ISSWFMGPPIIRKSILAENSI*KN 
LV*VHLKLTEGISTLK*MAPQN 
TQY* MTV 1 K.LFK WV A RQTRLR 
SIMVCYSSTTTLLT 


9156 


39524 


A 


9215 


370 


555 




9157 


39525 


A 


9216 


1 


1016 


MSHQLTFADSEFSSKRRQTRKE 

1FLSRMEQJLPWQNMVEVIEPFY 

PKAGNGRRPYPLETMLRIHCM 

QH W YNLSDG AMEDAL YEI ASM 

RLFARLSLDSALPDRTT1MNFR 

HLLEQHQLARQLFKTINRWLAE 

AGVMMTQGTLVDATHEAPSST 

KNKEQQRDPEMHQTKKGNQW 

HFGMKAHIGVDAKSGLTHSLV 

TTAANEHDLNQLVQNELETAE 

RFRRQEDTQSKCLLSS1MLY1KN 

LSGPDVSELISPLSEGFNLCSSV 

VVAVIAAVLRRAPIHMPSGWW 

RSWNAESGAYNVTRSGDSYI/H 

G*LLYRSRKLPDPADEGALQK 

WWSVLPFFKRRLWF 


9158 


39526 


A 


9217 


408 


643 


PGCGSGHSWHRHQCGPSCQSA 
TDCLSWSDASPDRVAALCSWS 
SWVPQ*WWHR/HKVP*VIMTP 
ASASQRLMVLNNWRAS 


9159 


39527 


A 


9218 


626 


760 




9160 


39528 


A 


9219 


1 


2469 




9161 


39529 


A 


9220 


1 


756 




9162 


39530 


A 


9221 


1738 


1913 


PTAWSPPRPTSMTSISWVICFME 
RSNLSQPMPATKERHSARSWPR 
WMWTG*SPSVPAR 


9163 


39531 


A 


9222 


2403 


2760 


FRGDGILVSCPLVFSSAFSWRA 

ADGGKNRNVHPSV/VR*AGAL 

RPRTQSRIQ/SQRLNKVEKGGV 

KQFEKNQSCRQQVGVTIIKVVK 

QLADILPHGHFQFYAEVIGKLF 

RQRSARDAIRGSS 


9164 


39532 |B 


9223 


1 


3663 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino arid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \= possible nucleotide insertion) 


9165 


39533 


A 


9224 


1 


1584 


MELIEKHVSFGGWQNMYRHYS 

QSLKCEMNVGVYLPPKAANEK 

LPVLYWLSGLTCNEQNFITKSG 

MQRYAAEHNIIVVAPDTSPRGS 

HVADADRYDLGQGAGFYLNA 

TQAPWNEHYKMYDYIRNELPD 

LVMHHFPATAKKSISGHSMGG 

LGALVLALRNPDEYVSVSAFSP 

1VSPSQVPWGQQAFAAYLAEN 

KDAWLDYDPVSLISQGQRVAE1 

MVDQGLSDDFYAEQLRTPNLE 

KICQEMN1KTLIRYQRGAICSAD 

AATRGAKRESCRSGCGLLIAER 

PAKVEPGTASRQDNTAINIEYM 

KASIRARVEHPFRIIKRQFGFVK 

ARYKGLLKMETNWRCYSRWP/ 

H LFRA DQM I RN PH DL Y A PE V V 

HQKAKVTTSGYRFLPCCGFAN 

TFWGKTTADGTLFEHFGRRCQG 

WFEDDDGHREQCDFRFRFKNC 

PQCNAENDIAARRCRECDTVLV 

DPDDMLKAALRLKDALVLRCS 

GMSLQHGHDEKGEWLKITYYD 

EDGADVSERFRLQTPAQRTAFE 

QLFIRPHTRTPGI 


9166 


39534 


C 


9225 


1 


2127 




9167 


39535 


B 


9226 


1 


1917 




9168 


39536 


A 


9227 


1671 


2198 


RAGAWASDPRQRGVVRNAALL 
PPDDRSDGRDAKTQSHRDG/VI 
SY/RAFDETILASGIVPRTPPIDGI 
DH PKNE ADDMLRMGF I ED V ETI 
/IGADPGRSSDRSVLCNHAGSDS 
SHYPPLYERAAGSAHSVQRDYP 
SGHQPELLDCLGYARTRSTDTG 
TPERWSSGH PDCDRRCSP WPGR 


9169 


39537 


A 


9228 


642 


746 




9170 


39538 


A 


9229 


1 


2031 




9171 


39539 


A 


9230 


909 


1058 




9172 


39540 


A 


9231 


2 


268 


WRCLLRQLKFIIKTVTSWICTG 
KLMLSTTSPLMMQMMVILLMP 
VLASKVKPKSTIN* LVSVSGNM 
NSKATALNLKVPPKIKPVLPSL 


9173 


39541 


A 


9232 


63 


463 


FPATCWSSINWPANCSRPSIAG 

WPK/PGVMMTQGTLVDATI1EA 

PSSTKNKEQQRDPEMHQTKKG 

NQWHFGMKAHIGVDAKS\A*P 

TA WSPPRPTSMTSlSWVlCCMb 

RSNLSQPMPATKGRHSARSWP 

RWMWTG 



wo 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*= t Stop codon, /=possiblc nucleotide 
deletion, \= possible nucleotide insertion) 


9174 


39542 


A 


9233 


74 


247 


RNVM1KRRVLSSTSAS*LPPASA 

FCRLFSTPARWRSTACFTSGNR 

YRFLTVRLSGYW 


9175 


39543 


A 


9234 


3 


271 


ASYWNRSFSPWGTYNRHPR*N 
RQC ASRHCRG LH KQYQWPRJ R 
S/WLNCTPAPHARDVLLWRPSS 
LPAGNADGPIRWRPCCVFTACS 
IGTT 


9176 


39544 


A 


9235 


1 


1048 


MCSFRSQTFCSSSRFTFARVSVI 

HSANHRVLNDRST1MRTRGQD 

PTLPEMRRVRLLEMADAMDMF 

CQGLRYGPLPAPVRQQAAJIIPC 

HRVVRGDGTLSGYRWGVSRKA 

QLVRREAENEERPINRGWPKQP 

SDDPKHFVMPTI1EAPSSTKNKE 

QQRDPEMHQTKKGNQWHFGM 

KAHIGVDAKSGLTHSLVTTAA 

NEHDLNQLGNLLHGEKQFVSA 

DAGYQGAPQREELAEVDVDW 

LIAERPGKVKTLKQNPRKNKTA 

INIEYMKASIRARVEHPFRIIKR 

QFGFVKARYKGLLKNVETNWR 

CYSPWPTCFGWTK*YPSIPTCLL 

TTRTASLLKPPGVRTSVCWQQL 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknowo, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


9177 


39545 


A 


9236 


1 


2493 


MTQIFTGTLVEADPFHAVTLVA 

NHDTQPLQALEAPVEPWFKPL 

AYALILLRENGVPSVFYPDLYG 

AHYEDVGGAGQTYPIDMPIIEQ 

LDELILARQRFAHGVQTLFFDH 

PNCIAFSRSGTDEFPGCVVVMS 

NGDDGEKTIHLGENYGNKTWR 

DFLGNRQERV VTD EN G E ATF FC 

NGGSVSVWVIEEAANNRQYDY 

GAGHKIPVINYTDVHLRIERSCR 

FRADPRQQHELQLSSKLAVHD 

VLTNIYNRRYFFNSVESLLSRPV 

VKDFCVMLVDrNQFKRJMAQW 

GHRVGDKVLVSIVDIIQQSIRPD 

DILARLEGEVFGLLFTELNSAQ 

AKIIAERMRKNVELLTGFSNRY 

DVPEQMTIS1GTVFSTGDTRNIS 

LVMTEADKALREAKSEGGNKH 

WYN LSDG AM ED AL Y E I A SM RL 

FARLSLDSALPDRTTIMNFRHL 

LEQHQLARQLFKTINRWLAEA 

GVMMTQGTLVDATIIEAPSSTK 

NKEQQRDPEMHQTKKGNQWH 

FGMKAHIGVDAKSGLTHSLVT 

TAANEHDLNQLGNLLHGEEQF 

VSADAGYQGAPQREELAEVDV 

DWLIAERPGKVRTLKQHPRKN 

KTAINIEYMKASIRARVEHPFRII 

KRQFGFVKARYKGLLKNXETN 

WRCYSRWP/HLFrvADQMlLCPV 

FVH HI PRFFGTFFG ATDTQTFTL 

TESVIHQPLVLTNFIA1DGNDFA 


9178 


39546 


B 


9237 


1 


"> 1 AO 

3148 




9179 


39547 


B 


9238 


1 


1680 




9180 


39548 


A 


9239 


191 


470 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


91SI 


39549 


A 


9240 


1 


1675 


MFARVSTTPVTRYEMYRKTRS 

TRLEDNNALSQSCKPLPFSEVT 

GSKGKADKEKVGDYVFCLKAQ 

GRYNGEPLTGTGKIGGMLALR 

GEGTPFPVQADFRSGNTRVAFD 

GVVNDPMKMGGVDLRLKFSG 

DSLGDLYELTGVLLPDTPPFET 

DGRLVAKIDTEKSSVFDYRGFN 

GRJGDSDIHGSLVYTTGKPRPK 

LEGDVESRQLRL A DLGPL IG V D 

SGKGAEKSKRSEQKKGEKSVQ 

PAGKVLPYDRFETDKWDVMD 

ADVRFKGRR1EHGSSLP1SDLST 

HIILKNADLRLQPLKFGMAGGS 

1AANIHLEGDKKPMQGRAD1QA 

RRLKLKELMPDVELMQKTLGE 

MNGDAELRGSGNSVAALLGNS 

NGNLKLLMNDGLVSRNLMEIV 

GLNVGNYIVGAIFGDDEVRVN 

CAAANLNIANGVARPQIFAFDT 

ENALINVTGTASFASEQLDLTID 

PESKGIRIITLRSPLYVRGTFKNP 

QSG*WS/GTLLLSTKAKTIVA1SI 

TTLKVTVMASVSLLPMNTKDS 

VS VQLM RN LI VPTL KLMQGKFF 

LKYLLPVKMQKFGPQV 


9182 


39550 


A 


9241 


72 


506 


GHVAHLQPRAGGRQPARLHHP 
QGTDRVLHGQRGQQPG P/LLPS 
LSA WRPSTSTLKPA SCGLRGPT 
SKRMSMXQDGGLPHHRAGAQP 
PVHPGQEAVG*C/EYWSASSRP 
VTQPGALMWRLWS\AGRPRPY 
LLSHSQHDPHSGQGGGEHP 


9183 


39551 


A 


9242 


1 


447 




9184 


39552 


A 


9243 


70 


490 


CGCDAET1ILRINALAFIWKCGT 

EWICCFCRLALRELQQAVHAG 

LPQQAKILFDGGSEIGKIH*LRC 

AHCPLSS\GKPVVPAALMNRPT 

RGERRFAYWAPGWFFFSPVRR 

ATADCPSPPGPERVAASGPRWF 

APAGENPV 
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SEQ "> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


9185 


39553 


A 


9244 


1097 


1841 


ANDGDLRSCVTLSCHMSHASE 

AADPPATTAFTDEHMSVKLRR 

TVGVACSVCPGWVTSGHPVNP 

AAS/GAKVLPGDTDIALPGPLPF 

ILSR\QLRDNTLILSDNGG\RILY 

FELLFPGEDGYRRCESLWLVRG 

GVAKLDQGHRLAALWQALSEE 

LRLTPHRYLATNSPQGPWWLL 

GWCERVPEADEVLPAPLPPYRV 

LTGLVDRJWRSEDVSAASGLHH 

DNRNAPSLSDQTRTDPPIRAHA 

SRYQRQKPDG 


9186 


39554 


A 


9245 


456 


928 


EAATEPK.HLHQLRHAALAQHR 

QAPRPQGRPLARPHQGQDQPD 

RLHHLRGGGRHGARGHLHQA 

GAGESAPAPKG/VTCPASPLGD 

VTGKPTSAWNTEKGRWAQHR 

GYPSPGPAAPLVLRSWPIPLFRP 

PPLLPLSSPAWILPSPLCHSLKA 

QSLVQATI 


9187 


39555 


A 


9246 


1 


1572 





wo 
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PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ 10 NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
#=r Stop codon, /—possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9188 


39556 


A 


9247 


1 


2505 


MAWRNSVNWQCKQEPGFLHR 

RHGRRKLTNGTTRRSLQNKEE 

D F YTSQPG F P A L A LG CC L R VM L 

LLGHRGISAGSSYRPITSTPCHL 

CKLGQE V FA KPLM LQDQCQQN 

LVMQVLKLVLNCLNFDFIGSSA 

DESADDLCTVQIPTTWRTMGL 

VGCDGVCCRTRWCQCLATAV 

VSGVGGGPWLLPACSSGPSMIS 

KRKKFVHKWAKDLVEPRHGLE 

NVWDLPRAMAGSYLMYKQRK 

WKIMEFGKWALQHKMTVKD1E 

RLQL YNK V K EQP VQ V EG SG RA 

STIFWVLKTFKGGKSPCGAPGE 

C V A WTQC Rl LG WVQI H FKEH P 

ADRVVGLIKMPGLDFYFAADV 

CYAEKVAQEKGFLYRLTSRYR 

HYAAFERATFEQGKSTKLMML 

TDKQIADFQKHYQTEPERFQILP 

PGIYPDRKYSEQIPNSREIYRQK 

NG I KEQQN LLLQ VGSDFG RKG 

VDRS1EALASLPESLRHNTLLFV 

VGQDKPRKFEALAEKLGSERAS 

MEFKRYEYNAAGDLTAV1TPD 

GNRSETQYDAWXGKAVSTTQG 

GLTRSMEYDAAGRV1SLTNENG 

SHSVFSYDALDRUEDEGLVIL 

W\YYDESDRITHRTVNGEPAEQ 

CQYDGHGWLTDISHLSEGHRV 

AVHDGYDDKGRLTGECQTVEN 

PETGELLWQHETKHAYNEQGL 

ANRVTPDSLPPVEWLTYGSGYL 


9189 


39557 


A 


9248 


481 


857 


PLAYLYRDPHVRRCVTASGPAP 
VYGIFQPGFSAPTG/IRKSVHGD 
HSYCKYAHSCSRQYRAPEPRLS 
RTSQCLFSHRSARCPLLDLMGR 
RYRRPECRLSPLLPAAPVPGLPP 
WT1 YPRRL YRN S PR 


9190 


39558 


A 


9249 


777 


1229 


GAGYSSARCGKHHARTGGAGR 

NILWRQLRRRGCRSTVDRSHH 

NQPGTWHRHQPGPRGPAKPAR 

PWRAGTHLPTGTASVRHPCLG 

QPLRAEPRPAVPDAPRNQNLPF 

PAPQTDSALPGAVRG*RAR*YH 

♦SRTTTPPPDEHDHSWARACSP 


9191 


39559 


B 


9250 


1 


2681 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of firs! 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9192 


39560 


A 


9251 


933 


1828 


VSRIHVLVWQPRMPAPPAVDW 

LTY/GSGIL/SCNKLVGTPLVEY 

TRDSLH/RETLRSFASMAGSNA 

AY/*LTSTDTPAGQLQSQH/LNS 

LVYDRDYGWSDNGD/LVRISGP 

RQTREYGYSA/TGRLESVRTLA 

PDLDI/R1PYATDPAGNRLPDPE/ 

LHPDMRADGGATGQKVEPEYT 

PARKA HLYH WTTGDCRWRLSA 

KTAIRVERG1**MGQPAY*GEPH 

HVYQPR*TWHWRWRQKGRKS 

ASGRRYLRPINPNNVGRENQRP 

TSPDGTHMAPISLMAWQPIQLR 

YRGHVRQRLSAVGERJYRYLPP 


9193 


39561 


A 


9252 


1 


1409 


MECDASALLRYDSRQF1PLAID 

GLAKDVLGRRFALEGHPRLEAI 

ARAGDVVRFPADSELPDPYDG 

LIPGQESLKVHACVGLPLFAGQ 

NLIGALTLDGMQPDQFDVFSDE 

ELRLIAA\LAAGALSNALLIEQL 

ESQNMLPGDATPFEAVKQTQM 

IGLSPGMTQLKKEIEIVAASDLN 

VLISGETGTGKELVAKAIHEASP 

RAVNPLVYLNCAALPESVRKSE 

LFGHVKGAFTGA1SNRSGKFEM 

ADNGTLFLDEIGELSLVLQAKL 

LRVGQYGDIQRVGDDRCLRVD 

VRVLAATNRDLREEVLAGRFR 

ADLFHRLSVFPLSVPPLRERGD 

DVILLAGYFCEQCRLRQGLSRV 

VLSAGARNLLQHYSFPGNVREL 

EHAIHRAVVLARATRSGDEV1L 

EAQHFAFPEVTLPTPEVAAVPV 

VKQSLREAT'AFQRETIRQALA 

QNRRKWTACARMLETSVANV 

HRLGKRLVLKK 


9J94 


39562 


A 


9253 


389 


799 


PQFL1PSVTPCMF1HPLDAK/AR 
DLRRGDKVKVVSRRGEVISIVE 
TRGRNRPPQG LVYMPFFDA AQ 
LVNKLTLDATDPLSKETDFKKC 
AVK.LbKACrYU 1 LK.LA 1 LAMj 
LS AGTP YFVA RDI PCEMC EDIPC 
AKVCPS 



wo 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Uiiknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9195 


39563 


A 


9254 


588 


1500 


RHPPIPAKIGLHAVAQDRA\NN 

MQAGPNINEERMPGWRDPRNF 

IIVSDPYPTVSALAADL/TPEVSK 

FPGSELAEDQLNDESRELGFYL 

QKGLFEEYAWFGRGHGHDLAP 

FDDYHKARGLRWPVVNGKET 

QWRYSEGNDPYVKAGEGYKF 

YGKPDGKAVIFALPFEPAAEAP 

DEEYDLWLSTGRVLEHWHTGS 

MTLRVP*LHRAFPDAGLFI\YPL 

DA KARDLRRG DK VK V V S RRG E 

VIS1VETRGRNRPPQGLVYMPFF 

n i asm if\ii/i t*y rv a Tr\ni Otr i"""-r< 

D AAQL VN KLTLDATDPLSKET 

DWPHFSSTYNGPLLQGANKGIL 

VQQH 


9196 


39564 


A 


9255 


1 


1698 


MEREQDSIIMDAATRRNLE1TQ 

NLAGGAENTLASVLDCTVTPM 

GSRMLKRWLHMPVRDTRVLLE 

RQQTIGALQDFTAGLQPVLRQV 

GDLERJLARLALRTARPRDLAR 

MRHAFQQLPELRAQLETVDSA 

PVQALREKMGEFAELRDLLER 

A1IDTPPVLSWMSGARWLTARP 

I ICN YE V DRT1 RHTKMN VG D VQ 

RLSVAVVVNYKTLPDGKPLPLS 

NEQMKQIEDLTREAMGFSEKR 

GDSLNVVNSPFNSSDESG 


9197 


39565 


A 


9256 


590 


910 


SCS1QLSPWILPRTVMGVPGFTC 

ELLST*WLAKEPLKTVSWIT1RS 

FTAETSTFGPTMTASMTFLPTY 

CSIIASLLSSFKLAAAILNSLPQI 

GRYITIGSGVRRNA 


9198 


39566 


A 


9257 


1 


854 


MANRM1LNETAWFGRGAVGA 

LTDEVKRRGYQKALIVTDKTL 

VQCGVVAKVTDKMDAAGLAF 

A I YDG V VANQH YCRQDSSEDF 

AEMSLIEGRRGLRRRPLWEFEI 

DTARQQLNLQFGTRDLVGFGV 

ENAPRGLCAAGCLLQYAKDTQ 

RTTLPHIRSITMEREQDSIIMDA 

ATRRNLEITQNLAGGAENTLAS 

VLDCTVTPMGSRMLKRWLHM 

PVRD/DPRVA*APANYWRJAGF 

linn a nr a /•*» t« a e> r» f"v n/^T , \/ o ^t^o 

H RRATAGTASG RRPGTY SGTSG 

CTX. ff^C DTD CfDV A DD CD A TAT. A 

r 1 NLor I KourYArKrrA 1 AO A 
ACAVRNCR 


9199 


39567 


B 


9258 


122 


868 





A a rio 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon* /=possib!c nucleotide 
deletion, \=possible nucleotide insertion) 


9200 


39568 


A 


9259 


2610 


2897 


PNLYLRFFFFFFLRQESHSVTQA 
GVQWCNLSSLQPLPPGFKQFSH 

SILDVKEDPY*LHWPRSNRD1K 
LNLVANP 


9201 


39569 


A 


9260 


2166 


2426 


VQPGGCG L* RQH G S Y RPESRTA 

OOKxirvO KKL#tvt\/\r IL'VJOMINoo 
C, TCI 1 C R H A FN R 1 <1 H WTH R Tfi R P 

DVDSGEHRKTAEQRRDGAVR 


9202 


39570 


A 


9261 


846 


1022 




9203 


39571 


A 


9262 


1 


1339 


MNALSKARQYVEEFDGN1ASFI 

FSGKPGTGKNHLAAAICNELLL 

RERNLGESEIHTTSDHMVTATL 

PGETQTWPEDFRDVEQRQQVVI 

FQHLVGCVKVDGKYIQVCTFT 

VGGNYGGTCLRGDESLVIKKES 

DIEPLIVVTVVQQFH1GNGYVV1 

titpsegeryqg v vgleg ri rrt 

rri rhkqsarc ynlrfkptca it 

qttptevspvlkkqlvlvpnph 

ypgnkpnfkrvsvkiigesasrr 

lqlsrgdid1adalsdrfvseai 

takveaaikn*lsqygilpeew 

ggesqfvhvsakagtgidell\ 

daillqaevlelkavrkgmas 

gaviefpsldkgnrgpwvtvlv 

regtlhkgdivlcgfeygrvra 

mrnelgqevleagpsipveilgl 

sgvpaagdevtwrdekkare 

valyrqgkfrevklarqqk.sk 

lenmfanmtegevhevnivlk 

advqgsveaisdsllklstdev 

kvkiigsgvggitetdatlaaas 

naileglftltsqdefviapgfs 

tdpleeqhsvvsgllhkyhnr 

alllvkggcavncrycfrrhf 

pyaenqgnkrnwqtaleyva 

ahpeldemifsggdplmakdh 

eldwlltqvvhqhdvgrrvq 

RLPFIHDALFHQQFFNQHQTTF 

GQVHLARFFVHREVDSILFRRIS 

VLKKMMSPHRVKDRCYCAQFI 



wo 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9204 


39572 


A 


9263 


922 


2357 


GKGNDEKKLVSDQ*MGTA*RQ 

RIHPIPSIIPLLW/YPEGPSVSRPE 

AGGYNSLLMVTHGK.VINGGRG 

ILIESD\EPGDAR*SSGSCARHGL 

VFWLCSCRRCMPQTIEAIQHPN 

A/VAVNKIDRPEADPDRVKYVL 

SQYG I LPEEWVG ESQF VHGSAK 

AGTGIDELLDAILLQAEVLELK 

AVRKGMASGAVIESFLDKGRG 

PVATVLVREGTLHKGDIVLCGF 

EYG RVRAMRN ELGQEVLEAGP 

SIPVE1LGLSGVPAAGDEVTVVR 

DEKKARE V A L Y RQG KFRE V KL 

ARQQKSKLENMFAN MTEG E VH 

EVNIVLKADVQGSVEAISDSLL 

KLSTDE VKVKI 1GSG VG VI EAES 

LDLRYYSV1YNLIDEVKAAMSG 

MLSPELKQQIIGLAEVRDVFKSP 

KFGAIAGCMVTEGVVKRHNPIR 

VLRDNVV1YEGELESLRRFKDD 

VNEVRNGMECGIGVKNYNDVR 

TGDVIEVFEIIEIQRTIA 


9205 


39573 


A 


9264 


1 


748 




9206 


39574 


A 


9265 


923 


1387 


PPNLARCSPSAMARQSPIRSPRR 

PLAPSPALRAPSPAPPHAARLA 

VPRQA'GLLLLALIAVSTHIEMI 

SNTLAMGWNSPLTTVLALLAC 

GFACFIEMGKIPFDVAASWIIMI 

WSQSSTCTAPTLKPLRSVTLMR 

LTPVSARDLVGYFATAVRLP 


9207 


39575 


A 


9266 


352 


478 


CDPTQRKPLYWLQALRRGLPI 
WRNQRFRKAVR* M AM APMFS 


9208 


39576 


A 


9267 


54 


811 


HTTGGNPLYGI/SRQIAR*QSRV/ 

GPGFCQDYRDIHKLFKRQEVAP 

TSSGLMFRLMPWVLISSMLVLA 

MALPLFITVSPFAGGGDLITLIY 

LLALFRFFFA LSG LDTGSPFAG V 

GASRELTLGILVEPML1LSLLVL 

ALIAGSTHIEMISNTLAMGWNS 

PLTTVLALLACGFACFIEMGKIP 

FDVAEAEQELQEGPLTEYSGAG 

1 AI Al^U/ni HI l^riVVMACI FV 
lal/vnwvjlulkv^v VIVI/\oLr V 

DLFLPFGRAQELSL\ACLLTSLV 

VTLLKRLL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


9209 


39577 


A 


9268 


2 


627 


CGSIIALyVAIFKSFFGHYLCTLE 

GLNGLVLKFGYKGDKTKVSLG 

KLNTISMIFIMGSTWVVAYANP 

N1LDLIEAMGAP11ASLLCLLPM 

YAIRJCAPSLAKYRGRLDNVPH 

AITRVDLKEDGKGLKIVRQSLP 

YGTA SGTH G L Y FC A YC A RL HN I 

EQQLLSMFGDTDAIKAYQSFLA 

RSAFAVSQC1PVNTVYRAYSVI 

QNWIAITIRHV 


9210 


39578 


A 


9269 


2648 


3072 


LSRTGTKTTFAIT/LEYAASIIAL 

VAIFKSFFGHYLGTLEGLNGLV 

LKFGYKGDKTKVSLGKLNT1S 

MIFIMGSTWVVAYANPNILDL1 

EAMGAPIIASLLCLLPMYA1RK 

APSLAKYRGRLDNVFVTV1GLL 

T1LN1VYKLF 


921 1 


39579 


A 

A 


9270 


467 


614 


VPLAVPYGRLWRTIFSPLPSSFR 
STR\E*YESMLGRFFERTACLQQ 
KQF 


9212 


39580 


A 


9271 


1 


846 


MSYLVWPF1ASLVLISLSLIPYW 

NSAVIDQVDLGSLALTGHDG1L1 

TVWGGMSTKWFPLNFPPNVFSF 

G\VSK\RKK*KKDFGRDFTERKC 

SQI1SRASMLMVAVVMFFAFSC 

LFTLSP ANMAE A KAQN IPVLSH 

LANHFASMTGTKTTFSITLEYA 

AS1IALVAIFKSFFGHYLGTLEG 

LNGLVLKFGYKGDKTKVSLGK 

LNTISMIFIMGSTWVVAYANPN 

ILDLIEAMGAPIIASLLCLLPMY 

AIRKAPSLAKYRGRLDNVFSTV 

IGLLTILNIVYQLF 


9213 


39581 


A 


9272 


95 


456 


RAISMSFRMERPCCLSLPSSLCIS 
STRVTASSPLSGCSSCTLLWISW 
GRMVRNCSNT/MQLQDLLLRA 
HLRPKPPMAKLLEPAEGFPGTS 

PASQQGSQI 


9214 


39582 


A 


9273 


1 


1241 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown t 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


9215 


39583 


A 


9274 


3 


1608 


SRGFPRREFSGPSIKKKVDAPTQ 

AQWPVHAV1TNSTYDGLLYNT 

DWIKQTLDVPS1HLDSAWVPYT 

HFHPIYQGKSGMSGERGAGKVI 

FEPQ*AHRMLAALSQGSLILIKG 

EYDQEAFSEAFMRHSPSSPSYPI 

GG\SVETAAAMLRGNPGKRLIN 

RSVERALHFRKEVQRLREESDG 

WFFDIWQPPQVDEAECWPVAP 

GEQWHGFNDADADHMFLDPV 

KVTILTPGMDEQGNMSEEGIPA 

ALVAKFLDERGIVVEKTGPYNL 

LFLFS1GIDKTKAMGLLRGLTEF 

KRSYDLNLRIKNMLPDLYAEDP 

DFYRNMRIQDLAQGIHSRRVTA 

SVSSGSQANQQVNFIGDQSTAA 

LTLSVPSGDITVTNTAPQYMTA 

TLQDKNGNPLKDKE1TFSVPND 

VASKFSISNGGKGMTDSNGVAI 

ASLTGTLAGTHMIMARLANSN 

VSDAQPMTFVADKDRAVVVLQ 

TSKAE1IGNGVDETTLTATVKD 

ri>NHrVAGl 1 VNr J MPQhOVYA 

MSLEYIILTFIALNGSRMWINSA 

REKRTQRND 


9216 


39584 


A 


9275 


106 


709 


LRSAEDNDTREKNKQTNRSDS 

KLRLVETSGSPPTSSSQTPDPAF 

RYPKKY\CVEDCS\YRPE*PRITP 

DNRLLYGGGVVYGARDPDVVE 

RLVVPKLLKTFPQLKGVKIDYR 

WTGNFLLTLSRMPQYGRLDTN1 

YYMQGYSGHGVTCNHLAGRLI 

ACI 1 DfirvA CDCnA IT A XT 1 DUVDU 

A cLLKu LI A bKr U Ar A N L r H Y r r 

PGGRTLRVPFTTKSAAYYXSLR 
DRLGV 


9217 


39585 


A 


9276 


140 


558 


RKPHRQRG EKAG RNRS VDGCC 
EKAMSVIIVGGGMAGATLALAI 
SRLSHGALPVHLIEATAPESHA 
HPGFDGRAIALAAGTCQQLARI 
G V WQSLA DCATA ITTVH VSDR 

VJHAvjrU 1 LoKKI 1 1 WUL a^Ko W 
A D U/IUA/DC A LTXIVIJI r Al TTl/U 

AK W 1 W YrrAfrvN YHLOAL 1 1 VV 


00 1 ft 


jyjoo 


A 
A 


yz / / 


j /yy 


HUoO 




yz iy 


10^ft7 

J7JO / 


A 

A 


yz /5 


/ 






9220 


39588 


B 


9279 


1 


1050 




9221 


39589 


B 


9280 


1 


1455 




yZZZ 




A 

A 


GO ft t 

yzo i 




DUO 


KCIALIA WLI LrVLKV 1 Lrv^KW 
P 


9223 


39591 


c 


9282 


47 


406 





1 1QK 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleutide insertion) 


9224 


39592 


A 


9283 


1 


4749 




9225 


39593 


B 


9284 


507 


3568 




9226 


39594 


A 


9285 


101 


638 


RQKYSDWSSALVPTAGEPTRH 
TQTTRAGIAHA\EADFAAD1LFL 
LCGKD1 STAG G FS F V * L A DN KQ 
H LMP VCFANHLT V K.M/PHQS PV 
PDH/QAL1SHRJRSSRGSCSRYSA 
DNSVSRTPLSPTPGRSTMVIKCS 

PIP'PPWP VfiQPVH A ATQI Tr.HT 

QPAIvIPAl OP 1 I PPAPVI PK/TMP1 
orA IN KALyKLLrrAr V L-rlVl jvl r 1 


9227 


39595 


A 


9286 


271 


532 




9228 


39596 


A 


9287 


643 


768 




9229 


39597 


A 


9288 


1 


1948 


MCSHAAGCTIPDVEHWTRJNR 

KVPRLVSVLPNGPDYHPTVRAF 

LAGGVPEVMLHLRDLGLLHLD 

AMTVTGQTVGENLEWRPEPGA 

FRQCLREQDGVEPDDVILPPEK 

AKAKGLTSTVCFPTGNIAPEGS 

VIKATAIDPSVVGEDGVYHHTG 

RVRVFVSEAQAIKA1KRVVIVA 

CGFSPTRTAHAASDIDITNTVDL 

PUDPQOl PPf^PIVOF/lPAXFk" VP 

TSA*GS*LAHPTGSLCD*VGRL 
DIPLAANFVQR*SPPGISPTPV 


9230 


39598 


A 


9289 


2166 


2426 


VQPGGCGL*RQHGSYRPESRTA 

nnRI-IRr5*RRI RRAFirVJflA'MQQ 
vj yj ivn rvvj i\.i\A^i\i\/\riL/vjvj/\iNoo 

OTGIORDAFNRISHWTCiRTfSRP 

VJ 1 VJ 1 \s I VI--/ r\ I 1 ^1 I VJ Oil VT l vj IV 1 VJIvi 

DVDSGEHRKTAEQRRJDGAVR 


9231 


39599 


A 


9290 


846 


1022 


1 



a in-7 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Ur>known. 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9232 


39600 


A 


9291 


1 


1336 


MNALSKARQYVEEFDGN1ASFI 

FSGKPGTGKNHLAAAICNELLL 

RERNLGESEIHTTSDHMVTATL 

PG ETQT WPEDFRD V EQRQQ VV 1 

FQHLVGCVKVDGKYIQVCTFT 

VGGNYGGTCLRGDESLVIKKES 

DIEPLIVVTVVQQFHIGNGYVV1 

TITPSEGERYQGVVGLEGRIRRT 

RRIRJHKQSARCYNLRFKPTCAIT 

QTTPTEVSPVLKKQLVLVPNPH 

YPGNKPNFKRVSVKHGESASRR 

LQLSRGDIDIADALSDRFVSEAI 

TAKVEAAJKN*LSQYGILPEEW 

GGESQFVHVSAKAGTGIDELL\ 

DA1LLQAEVLELKAVRKGMAS 

GAVIESFLDKGRGPVATVLVRE 

GTLHKGDIVLCGFEYGRVRAM 

RNELGQEVLEAGPSIPVE1LGLS 

GVPAAGDEVTVVRDEKKAREV 

ALYRQGKFREVKLARQQKSKL 

ENMFANMTEGEVHEVNIVLKA 

DVQGSVEAISDSLLKLSTDEVK 

V K 1 IGSG VGG ITETD ATLA A ASN 
AILEGLFTLTSQDEFVIAPGFST 
DPLEEQHSVVSGLLHKYHNRA 
LLLVKGGCAVNCRYCFRRHFP 

Y A ENQGN KRN WQTALE Y VA A 
HPELDEMIFSGGDPLMAKDHEL 
DWLLTQVVHQHDVGRRVQRL 
PFIHDALFHQQFFNQHQTTFGQ 

i n II i n t^t^i /i i r» r* \ /rvo i t i *ri r% in /i 

VH LARFF VH RE VDSI LFRRI S VL 
KKMMSPHRVKDRCYCAQFICP 


9233 


39601 


B 


9292 


1 


2890 




9234 


39602 


A 


9293 


1 


822 


1TQYCDSFT1CLSKGLGTPVGSL 

LVGNRDY1KRAIRWRKMTGGG 

MRQSGILAAAGIYALKNNVAR 

LQEDHDN A A WM AEQ\LRETG\ 

AVDVMRQDTN M L\F V RVGEEN 

AAALGEIT*KP\RNVLI\NASPIV 

RLERDVPQR1LVLGASGYIGQH 

LVRTLSQQGHQILAAARHVDR 

LAKLQLANVSCHKVDLSWPDN 

LPALLQDIDTVYFLVHSMGEAA 

IYRSSAGVASVSSVFRYCLRPSY 

DPRVFPCFLCCRALLVLPCRLIY 

SPLSFALVLSLAPIK 


9235 


39603 


A 


9294 


1565 


1825 


SRMCVAIRSRNQRSCE1TIAQPG 

SMLPPTCSSFARCRRPRSPPESS 
PTRLP* STPLKLKRPT 



4 1ftO 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknon-n, 
'-Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


9236 


39604 


A 


9295 


236 


742' 


VATRCSRSPSPSLSPSLSLRVMIP 

TTSAYSFM1TAKSSPAVLKLSN 

ASERVNVSGTISVLRICTPLFSA 

RLWLASTRFSRSLEST*PMMWS 

1SSLQTRNLECGCSATLFFRLCS 

cp\wd P\i/T\ir\\/CT a \/t*i iTrnrv/* 1 

WK1>N/ 1 NDVr 1 A V I LI 1 bRDG 

1DAADD C/""\C A d \/d\/v\/td dd A II 

IrAyKKrv^oAKVr V Y V 1 KrrAH 


9237 


39605 


B 


9296 


1 


951 




9238 


39606 


B 


9297 


1 


666 




9239 


39607 


A 


9298 


761 


1162 


IILGSMAIFT1L1LPIHEQGMFFHL 

FVTSFILLSSGL*FSLKRSFTSLV 

SCIPRYFILFVAIVNGSSLVIWLS 

\/CI 1 CV/VDXl A PHCPTi ii v/ r»r?nri 

VrLLr VYRNACDrCTLILYPETL 
LKlXIbLKKr WAb 1 LUrbKYTIM 

CC AVTDriXII TCCCDXI 


9240 


39608 


A 


9299 


82 


160 








Q 
D 




04 


4// 




9242 


39610 


A 


9301 


408 


507 


LLPLFQNLLLVYSGI*LLPGLVW 
KGCMHPGIYP 


9243 


39611 


A 


9302 


1 


314] 


MLLGLHSLAAFLQRESFSGKQS 

WGCQLAALLQRRITKMTEAMK 

ITLSTQPADARWGEKATYSINN 

DGITLHLNGADDLGLIQRAARK 

IDGLGIKHVQLSGEGWDADRC 

WAFWQGYKAPKGTRKVVWPD 

LDDAQRQELDNRLMIJDWVRD 

TINAPAEELGPSQLAQRAVDLIS 

NVAGDRVTYRITKGEDLREQG 

YIVHjLn 1 VvjKuobKorVLLALU 

YNPTGDKEAPVYACLLGDIITY 

RNGKKVEVMNTDAEGRLVL 


9244 


39612 


A 


9303 


1 


983 


MVRASGYLQTLDDFNH1VLKA 

SENGVPVYLRDVAKVQ1GPEM 

RRGIAELNGEGEVAGGVVILRS 

GKNAREVIAAVKDKLETLKSSL 

PEG VE1 VTTY DRSQLI DRA IDNL 

SGKLLEEFIVVAVVCALFLWHV 

RS ALVA IISLPLGLCI AFI VM HFQ 

GLNANIMSLGGIAIAVGAMVD 

AAIVMIENA/R*TAGRVAAPAS* 

RHAG**NALAGQEGRLFGPLAL 

HQNVCDGGCGAAGDRSDPDPD 

GLLDPWQNSAGKQ*PAQSLFDS 

1 OOA\/ACOTAI A CXI U A A A""* 

CLabAVAbo 1 ALAcNHAAOCjvj 
AruAUUoLAAv'borUbrbryiN 
bu DLLY M PCDAAQO 1 PQQRRR 




jyo 1 j> 


A 

A 






43o 




Q946 


J7U 1 H 


A 
r\ 


7JUJ 


101 
1 U 1 


90S 

Z.UO 




9247 


39615 - 


c 


9306 


i 


882 




9248 


39616 


B 


9307 


i 


822 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of firs! 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=pnssible nucleotide insertion) 


9249 


39617 


A 


9308 


668 


826 


VNSHSQLLQRE*NT*ESNLQGM 
*RTSSRRTTNHCSRX*KRIQTNG 
RTFHAHG 


9250 


39618 


A 


9309 


497 


1042 


LPRJ PTVLTSG VRRDG WY RRFG 

RRPSG*PGNWSSSPVEKSATRT 

LRITGTSAIPSEAITGSSAVVRR 

VPAGKTTAPTEIKSTPVSANSRS 

VLSVTLPDTSSSALPLVRJLTASR 

ICSVSKLSSMMISAPAFRASSSS 

SRFSTSTSTGASGCSQDAFSTA 

WRTEPEAI1WFSLIRKASESPRR 


925! 


39619 


C 


9310 


1 


3447 




9252 


39620 


A 


9311 


570 


647 




9253 


39621 


A 


9312 


1071 


1323 


RPPPHRLSGCYHPSHRRPVHGF 
HHA*RQRQFRR*TVDTLPADAP 
LPSPHPAHFRPL/TSIFCPVSTMA 
DNASM*RNSCCRLSARG 


9254 


39622 


B 


9313 


1 


2585 




9255 


39623 


A 


9314 


133 


357 


SSFFQFCEE1H W* LDGDG I ESIN 
YLRQ*GHFHKIDPSYP*AWNVL 
PFVCVLFHF1EQWFVVLLEEVL 
HIPCKLYS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
io USSN 
09/540,217 


Nucleotide 
location of first 
codoo for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence. 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


9256 


39624 


A 


9315 


1 


2680 


MLVLPLFQPFMRJLDHDDSS1D 

HRPDCNRNATQRHNIG1QSLEV 

HDNKSNTQPQRQRNNRHQRRA 

HM PEKQRTDYRRDPLESPKAA 

AACLFPAIADPNTPPVFTPPASL 

PTTGM/FDSPPFRNDA*MVMRS 

L1RSMTVARAVIGVAICNKGLP 

ATMMALAAQHNJATVLVPGGA 

TLPAKDGEVNGKVQTIGARFA 

NGELSLQDARRAGCKACASSV 

RRSCQFLGTAGTSQVVAEGLGL 

AIPHSALAPSGEPVWREIARAS 

ARAALNLSQKGITTREILTDKAI 

ENAMTVHAAFGGSTNPLLHIPA 

IAHQAGCH1PTVDDWIRTNKRV 

PRLVSVLPNGPVYHPTVNAFM 

AGGVPEVMLHLRSLGLLHEDV 

MTVTGSTLKENLDWWEHSERR 

QRFKQLLLDQEQINADEV1MSP 

QQ AKARGLTSTITFP WQ Y A Wl L 

HPDLDPETLLKLLISLRRFWAET 

PVGKNRITQMTNARHRTGFQG 

VTIHHTGVQFMGFITRKDSANS 

GVKQWTLFQQTHRFRHHIQRT 

FARFQHFLPGFNNGRQRLDVAS 

VFMEFTTGLMSLDTALNEMLS 

RVTPLTAQETLPLVQCFGRILAS 

DVVSPLDVPGFDNSAMDGYAV 

RLADIASGQPLPVAGKSFAGQP 

YHGEWPAGTCIRIMTGAPVPEG 

CEAVVMQEQTEQMDNGVRFT 

AEVRSGQNIRRRGEDISAGAVV 


9257 


39625 


B 


9316 


I 


2577 




9258 


39626 


A 


9317 


2 


772 


AFGASLAQDKPNTGTG*KSPSH 

PVLLRVLDIGKICHLARKVGAVS 

VVDNPFIRPALQNPLALRADLV 

LHSCTKYLNGHSDVVAGVVIA 

KDPDVVTELAWWANNIGVTG 

GAFDSYLLLRGLRTLVPRMELA 

QRNAQA1VKYLQTQPLVKKLY 

HPSLPENQGHEIAARQQJCGFGA 

MLSFELDGDEQTLRRFLGGLSL 

FTI AF9I GfiVFKI KHAATMTH 

AC5MAPK AR A A AfiKFTl f RKT 

GIFNfiFNl 1ATM FMfiFPA 


9259 


39627 


B 


9318 


68 


1895 




9260 


39628 


A 


9319 


1 


636 




9261 


39629 


A 


9320 


1 


942 
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SEQiD 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9262 


39630 


A 


9321 


479 


969 


M PSTSQ* I/ISEDF VELN A A R YR 
DEEIQRTPQRYSSRRPTQRHI1V 
RFTKVEIKEKMLRAAREKGGV 
AHKRKPIRLTADLSAETLQARR 
EWGPTFN1LKEKNFQPRJSYPTK 

1 SFKFOFTK^ FTP* KOMI RHFflT 

TRPPLKELLKEALNMERNNRY 
QPQQKHTKL 


9263 


39631 


A 


9322 


1 


652 


MGKKQSRKTGNSKNQSASPPP 

KERSSSRAM EQS WTEN DFDEL 

REEGFRRSNYSELKEEVQTHGK 

EDKNLEKKLDEWLARJ1NAEKS 

LKDLMELKTKARELCDECTSLS 

SRFDQLEDGVSVMEDEMNEMK 

SEGKFREKRIKRNEQSLQE1WD 

YVKKPNLCLIGVPESDRKNGTK 

LENTLQDIIQENFPNLSGQAN1H 

IQEI\QRTPQRYSLRRATP\RHLI 

VRFTK V EMKEKNM LRA A REKG 

RWTHKGKPIRLTTADLSAETLQ 

A R/RTE WGPIFN ILKEKNF\QPRJ 

SYPAKLSF1SEGEIKYFIDKQML 

RDFCHHQGLPLKELLERJKALK 

HGKGNNQ*PPPKERSSSRAMEQ 

SWTENDFDELREEGFRRSNYSE 

LKEEVQTHGKEDKNLEKKLDE 

WLARIINAEKSLKDLMELKTKA 

RELCDECTSLSSRFDQLEDGVS 

VMEDEMNEMKSEGKFREKRJK 

RNEOSLOEIWDYVKKPNI fl 1G 

V PESDRKNGTKLENTLQDI IQE 

NFPNLSGQANIHIQEIPENATKIL 


9264 


39632 


A 


9323 


403 


410 


VFLIRWGGKPLKRKLYFLHCS1 
TOALV*ACOGKYI G*IVGAIO\ll 

KYIDFFITASRYLRMLAQVFE*I 
LLLREVTRYS 


9265 


39633 


A 


9324 


174 


1252 
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PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, ^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9266 


39634 


A 


9326 


1 


1049 


MHRSDMSCPDKVDILDTTAFRI 

A1NEVKHSKLTSVTVTKVLDMF 

ISRSSLFPIDDGLLDDGHSDQVG 

VLNSPTCYSAHQNGERIERFSR 

KVFVGGLPPDIDEDE1TASFRRF 

GPLVVDWPHICAESKSYFPPKG 

YAFLLFQEESSVQALIDAC1EED 

GK\LYLCVS*PLLSKDKPSSKYV 

PWNLSDSDFVMDGSQPLDPRK 

TIFVGGVPRPLRAVELAMIMDR 

LYGGVCYAGIDTDPELKYPVKA 

PGRVAFSNQQSYIAAISARFVQ 

LQHGDIDKRVEVKPYVLDDQM 

LUtL^UAKLuuNrArrrtANV 

ILL^Y YLbrLWAINIMoKAvjKb 

VHIPLVTESAVAAPRIHIPWT 


9267 


39635 


A 


9327 


2 


126 




9268 


39636 


A 


9328 


1 


1327 


1ASNSWNASSSPGEAREDGPEG 

LDKGLDNDAEGVWSPDIEQSF 

QEALA1YPPCGRRKIILSDEGKM 

YGRNELIARYIKLRTGKTRTRK 

QVSSHIQVLARKKVREYQVGIK 

AMNLDQVSKDKALQSMASMS 

SAQIVSASVLQNKFSPPSPLPQA 

VFSTSSRFWSSPPLLGQQPGPSQ 

DI KPFAQPA YPIQPPLPPTLSS YE 

PLAPLPSAAASVPVWQDRTIAS 

SRLRJLLEYSAFMEVQRDP*TRT 

SKHLFVHIRHTDRNPRRFFRTPP 

LGP\VDVR\Q!YDPNFPEKKGGL 

KELYEKGPPNAF\FLVKFWADL 

NST1QEGPGAFYGVSSQYSSAD 

SMTISVSTKVCSFGKQVVEKVE 

TEYARLENGRFVYRIHRSPMCE 

VMIKIPIWVI YU\ PPkrVMlVyTMQV 
y iviiiNririxuis.riL.rcN i ivi ivi in o v 

i p"kiftti nvvTQpncnPTT I VIA 
FVFEVSTSEHGAQHHVYKLVK 


9269 


39637 


A 


9329 


2 


339 




9270 


39638 


A 


9330 


1505 


1876 


TYGCASPSRKPRVMPLVTAQVP 

ITALRVNSSSIPAQSAVETTSNR 

PPTTGVPAFRPVRAAV*AVISPQ 

r.QYCPDI Ml *PI HQPII 1 Q^piPI 
vjo I or rvLlVIL. rvL L>oclL Loo V^rL* 

TPVKHORR 


9271 


39639 


A 


9331 


1 


1710 




9272 


39640 


A 


9332 


1 


1191 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9273 


39641 


A 


9333 


838 


1365 


STETLSPLPATPGEVTLRHLDV 

VSAEQQMFSGLVEKIQVTGSEG 

ELG1YPGHAPLLTAIKPGMIRIV 

KQHGHEEFIYLSGG1LEVQPGN 

VTVLADTAIRGQDLDEARAME 
a if rk AFFm<:<;<;i-if5r»vrw a<~»a c 

Mlvlvrw/VCCriJooDrlvIL/ v U Y AIIMj 

AELAKAIAQLRVIELTKKAM*H 
RLEKHKSQSGNRLAFFCACDPS 


9274 


39642 


A 


9334 


3 


601 


MLSAVGYQP/TLAEEMGVLQE 

RIPSTKTGSITSVQAVYVPADDL 

TDPSPATTFAHLDATVVLSRQI 

ASLGIYPAVDPLDSTSRQLDPL 

VVGQEHYDTARGGQFILARYQ 

ELESLLXAILGMMDLSEEDKLVV 

/\I\r\i\J\.lv^txr L,o\£r r r V nL Vr 1 Uo 

pnk" wqi vnTiRriFicfniN/ipnnv 

I Vjrv I V oLiVL/ J llvOrNOllvlcUll « 

DHLPEQAFYMVGSIEEAVEKA 


9275 


39643 


B 


9335 


681 


1071 




9276 


39644 


A 


9336 


203 


2189 


VASSARRGLPVHGPAPLQGPGN 

SQDRL/ESGTNRCGLRGPLVKG 

GKGGRFPSARLIQTVKKGGTPS 

RDHA\IEPSGY\SVSAGVGE\RTR 

KGSVFAHEMPDCNVIDKVSLV 

YGQMTEPPGNCMRVALSGLTM 

AEK.FRDEGRDVLLFVDNIYRYA 

LAG*ERFATVGR*ASN/AVG1QP 

TLA EKM G VLQERJTSTKTG SITS 

VQAVYVPANDLTDPSPATTFA 

HLDATVVLSRQIASLGIYPVAVD 

PLDSTSRQLDPLVVGQEHYDTA 

RGG* SI\LQRF\QELKDFMA LP/G 

LSDELSEEDKLVVARARKIQRF 

LSQPFFV AEVFTG SPG KYVSLK 

DTIRGFKGIMEGEYDHLPEQAF 

YMGDMAMTYHLDVVSAEQQ 

MFSGLVEKIQVTGSEGELG1YS 

GHAPLLTAIKPGMIRIVKQHGH 

EEFIYLSGGILEVQPGNVTVLAD 

TAIRGQDLDEARAMEAKRASG 

KVKPSIMQSLTPEKIAAILPLQF 

FPQPADFTGPYVMLTSRRNNRA 

LSRCDDQTLMPGLAIRGIRHRH 

QQAGVRILLNNAIEHVVDGEK 

VELTLQSGDTLQ A D V V 1 YG IG1 S 

ADEPLAREANLDTANGIVIDEA 

CRTCDPAIFAGGDVP1TSSLINV 

VDE1IHDILLTQPVATRYC1VKVI 

FEAVMILRDSGGAPFCSNGMAT 



-ion* 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9277 


39645 


A 


9337 


905 


2319 


SRQAQWKGVPSTFSVINYHSLQ 

KRTTNLTHRQLLNLLSTVLYCS 

CPSIQKLLLMLQTGQPSGVGLV 

DLPLKAMSRPALPNATAALPTG 

TRTQPPSTPLLTRLPSSHRLLLH 

SGF*AAALLGVSEMT1RRDLNN 

HSAPVVLLGGYIVLEPRSASHY 

LLSDQKSRLVEEKRRAAKLAA 

TL VEPDQTLFFDCGTTTPWI IEA 

IDNElPFTAVCYSLNTFLALfCEK 

PHCRAFPCGATPFSNPSIFSKRV 

NNFCRDIAFYYSAGVHVSKGV 

TCFNLKRWPVKQWAMSMAQK 

HVLVVDHSKFGEVGPVCMGDL 

KRFDIVVRECCPEDEYVKYAQT 

QRJ KPDK VS RHP V 1 1 RLREPG L E 

PVMEFHHPVLPQRTTESAVVHI 

AHTRKSWRPEHSAPVLIQTSPV 

ERGPQYIQCYQLSLTSEENNQP 

DTQTTTKPAQYSSILFLSKYPKV 

I VD A PDRSTQRG WSSG L ATQSN 

EQACTTKCNSCTANWHQNTTT 

FNSTANPSTFKPPTSAALRVLSL 

WTGNHCDWCFIRYWRLTPNW 

QRFRRVGRTERATTHNRLQAF 

GG HTQGLSPGPRRWLHEQRFPT 

TSDTGGHTADDFRKLDPCIQGP 

YGSHRHSVKSEVNFKEKRYAF 

APAASFRYTVLIRFCAPPNTGRF 

I I Tr.TDf OKA 1 CVDUCCUAnMUA 

DVLKHTVQSLIIESLKEKDKPFL 
YLDTHAGAGRYQLGSEHAERT 


9278 


39646 


A 


9338 


98 


596 


YSGIIMAQSKLYPVVMAGGSGS 

RLWPLSRVLYPKQFLCLKGDLT 

MLQTTICRLNGVECESPVVICN 

EQPRFIVAHQMRQLNELSENIIL 

EPAGRTTAPTIAPAALAANRHS 

nrp a nt \ mi \/i a tpi-vi i\ri a \irr\ aw 

PESAPLMLVLATDHVIANEDAV 
RAPVKXNAIPYPKKGKLVTFGIG 
LDGRVPRYNM 


9279 


39647 


A 


9339 


2 


437 


LECPGRSTANCSPRARATSLLL 

LTHVHGESRDRAQEMVDLLAQ 

YEQHGLQLNSRELPDHLPLYLE 

YLAQLPQSEAVEGLKDIAPILAL 

LSARLQQRESRYAVLFDLLLKL 

ANTAIDSDKVAEKIA/VRSAR*Y 

AAGAGCCLGRRAG 


9280 


39648 


A 


9340 


152 


334 


HLSPQYGSIPRVISRMGGICLHM 
UnrHYOKJJdJLLblvlb* ILALUA 
NLQFLYVVLLPNYYL 


9281 


39649 


B 


9341 


I 


1401 
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SKQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9282 


39650 


A 


9342 


86 


2063 




9283 


39651 


B 


9343 


1 


885 




9284 


39652 


A 


9344 


1 


101 


MDDNITYTTFICNPLNLSPQRR 

MLIITGPNMGGKSTYMRQTALI 

ALMAYIGSYVPAQKVEIGPIDRI 

FTRVGAADDLASGRSTFMVEM 

TETANILHNATEYSLVLMDEIG 

RGTSTYDGLSLAWACAENLAN 

KIKALTLFATHYFELTQLPEKM 

EGVANVHLDALEHGDTMAFM 

HSVQDGAASKSYGLAVAALAG 

VPKEVIKRARQKLRELESISPNA 

AATQVDGTQMSLLSVPEETSPA 

VEALENLDPDSLTPRQALEWIY 

RLKSLGKTMPSTRYQKINAHH 

YRHIWVVGD1HGEYQLLQSRL 

HQLSFFPK.IDLLISVGDNIDRGP 

ESLDVLRLLNQPWFTSVKGNH 

E A MALE A FETGDGN M WL ASG 

GDWFFDLNDSEHQEAIDLLLKF 

HHLPHIIEITNDNIIYA1TTCVGN 

ARRAHAVHFCGDVARLLTCQI 

NIYRGQFRRLPRTFHRRLLTKL 

RDLI LRLSAGNLQCCPDRA WRD 

NIHPNTFLRDLFCQATAVVQNR 

RLRSR1G DRFLGA VERRFGNDL 

PSSPVEWLTDNGSCYRANETRQ 

FARMLGLEPKNTAVRSPESNGI 

AESFVKTIKRDYISIMPKPDGLT 

AAKNLAEAFEHYNEWHPHRAN 

PITYQAVCANHYRTLNNGTMT 

NTG*QYNVYH1YLQPAESVAA 

APHVDHHRSEHGR 


9285 


39653 


A 


9345 


1062 


1179 


PRFVPI LAPYAPVRSVCLR* V*T 
DLPEYGHILFQPADR 


9286 


39654 


B 


9346 


1 


2439 




9287 


39655 


A 


9347 


136 


629 


RS VTP VTDI VKLLEFTRLRLPG Y 

TKSIE*TNITFQCAIAAA*KNSVS 

TPRGGGTGTNGQALNQGllVD ' 

MSRHMNRJIEINPEEGWVRVEA 

G V IKDQ LNQYLKPFG YFFAPEL 

STSNRATLGGMINTDASGQGS/ 

LGVRAVLLGGDILDTQPLPVEL 

A r?TTT ri/p A c 

AE 1 LGKSAb 


9288 


39656 


B 


9348 


1 


4653 




9289 


39657 


C 


9349 


584 


819 





4 ^^o 



wo 
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SEQ ID 

NO: . 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


9290 


39658 


A 


9350 


1 


765 


MQEWGRYTILSGCCNSALKGD 

VCLLYGFRVAGRRQASELQELT 

IGYRAQKNRVSSWCYCHFRQM 

AKAQHIKGFLNRLRKTAKK*GF 

QLVLLPFSANGKVAQHIKGFLN 

RLRKTAKKTRDFLTRMPKLGM 

TMVGVDPALVLCYRDEYKLAL 

G EERG E FN VLL AN E WL A S A LES 

QPVATVSGESWYFFGHCTEVT 

ALPGAPAQWAA1FARFGAKLE 

NVSVGCCGMAGTYGHEAKNH 

ENSLG1YELSWHQAMQRLPRN 

RCLATGYSCRSQVKRVEGTGV 

RHPVQALLE11K 


9291 


39659 


A 


9351 


I 


1710 




9292 


39660 


A 


9352 


1377 


1712 


IFRASLNQLLFCGLLAGRNHRQ 
RSVRALSQRKMVPTDRK*RCA 
RRAAR*PSARVL*SGE*TDRQH 
AD*PTIR*RRSWYLRPAVYASV 
RQSDRLYSDEYHW*PVRLQRY 
VRR 


9293 


39661 


A 


9353 


203 


1293 


VASSARRGLPVHGPAPLQGPGN 

SQDRL/ESGTNRCGLRGPLVKG 

GKGGRFPSARL1QTVKKGGTPS 

RDHA\1EPSGY\SVSAGVGE\RTR 

EGNDFYHEMTDSNVIDKVSLV 

YGQMNEPPGNRLRVALTGLTM 

AEKFRDEGRDVLLFVDNIYRYT 

LAG*ERFATVGR*ASN/AVGYQ 

PTLAEEMGVLQER1TSTKTGS1T 

SVQAVYVPADDLTDPSPATTFA 

HLDATVVLSRQIASLGIYPAVD 

PLDSTTRQLDPLVVGQEHYHTA 

RGG*SI\LQRF\QELKDFMALP/G 

LSDELSEEDKLVVARARK1QRF 

LSQPFFVAEVFTGSPGKYVSLK 

DTIRGFKG1MEGEYDHLPEQAF 

YMVGSIEEAVEKAKKL 


9294 


39662 


B 


9354 


1 


505 








A 






toy 


CRTILRW1CRHSSPLK1KRKQKS 
L*TMPSF*RLPAENSLFEI 



wo 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*~Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


9296 


39664 


A 


9356 


1 


1514 


SVAVLRE*APKIR1QLATMPELA 

DASSDQQDNGAEMNLVYDRD 

TMARLGIDVLAANSLLNMAFG 

QRQISTIYQPMNQYKVVMEVD 

PRYTQDISALEKMFV1NNEGKA 

IPLSYFAKWQPANAPLSVNHQG 

LWRAL\TIWFTLPTGKSLC\DPS 

AA 1 DRAMTQLG VPSTV RGSFAG 

TA\QVFQETMNSQVILI1AA(AT 

VYIVLGILYESYVHPLTILSTLPS 

AGVGALLALELFNAPFSLIALIG 

IMLLIGIVKKNA1MMVDFALEA 

QR\HGNLTPQEAIFQACLLRFRP 

IMMTTLAALFGALPLVLSGGDG 

SELRQP\LGITIVGGLVMSQLLT 

LYTTPVVYLFFDRLRLRFSRKP 

KQTVTDTRWQLWIVAFGFFMQ 

SLDTTI VN TALPS M AQSLG ES PL 

HMHMVIVSYVLTVAVMLPASG 

WLADKVGVRNIFFTAJVLFTLG 

SLFCALSST1RIILRFVSLLHMR, 

WQFRDLTFWQMRFRTNTP1TSG 

GSDDSLMNQSHQRSVSSSI 


9297 


39665 


A 


9357 


3218 


3337 




9298 


39666 


A 


9358 


252 


771 


RRCQ1LLSGSLHSSWRTLPGHV 

*QLASAHRPRF\R*LPGLEPGEL 

FVHRNVANLVIHTDLNCLSVV 

QYAVDVLEVEHIIICGHYGCGG 

VQAAVEN PELGLINN WLLHIR D 

IIHGWAYGIHDGLLRDLDVTAT 

NRETLEQRYRHGlSNLKJtDVHF 

TTGRFIQQRTNRQRLRFAQA 


9299 


39667 


B 


9359 


604 


831 




9300 


39668 


B 


9360 


1 


1 104 




9301 


39669 


A 


9361 


242 


337 


LTVIHGVSAKTVILSSAVPIQ*K 
TVRRVSRR 



wo 
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SEOID 

NO: 


SEQ 10 NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9302 


39670 


A 


9362 


2208 


341! 


LAADHRRRNAVQRPCNGGQSV 

QSTDEAAGRLSHADTHPGRPA 

RALPGDCRPETLLRTAGVAE*T 

KALYTLRSEKTRERPMDKQQA 

SDEKHRRFHDKESDFLA/FVNL 

WNY/LGEQQKALSSNAFRRLCR 

TDYLNYLRVREWQDIYTQLRQ 

VVKELGIPVNSEPAEYREIHIAL 

LTGLLSHIGMKDADKQEYTGA 

RNARFSIFPGSGLFKKPPKWVM 

V A EL VETS RL WG RI A ARIDPE W 

VEPVAQHLIKRTYSEPHWERAQ 

GAVMATEKVTVYGLPIVAARK 

VMYSQIDPALLHDTIELGTSPAF 

LITR WG FGRN LSRTSGG PRQEP 

RRKEIAMELVLKDAQSALTVSE 

rl rGRDFNEALVHQVVVAYAA 

GARQGTRAPKTRAAVTGGMPT 

LYAVGRLSRIPMDT 




jyo/ 1 


A 




/y 


C CO 


rLbrOSINPFEKPNS'DSVPMTL/ 
RRFIE VR V FQQI H H M RQRP AH L 
W 


9304 


39672 


A 


9364 


l 


655 


THWER/A/QGAVMATEKVTVY 

GFRIVAARKVNYSQIDPALCRE 

LFIRHALVEGDWQTRHAFFREN 

LKLRAEVEELEHKSRRRDILVD 

DETLFEFYDQRJSHDV1SARHFD 

SWWKKVSRETPDLLNFEKSMLI 

KEGAEKISKLDYPNFWHQGNL 

Kf RI ^YOPPPfi AHA Hfi VTVH 1 P 

rwblVLtO I yrCrUAL/nL/\J V J V nlr 

LPLLNQVEESGFEWQIPGL/RRE 
LVMPD* SCQTVTEFVPANSHSY 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
.sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
cod on for peptide 
sequence 


Nucleotide locution of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9305 


39673 


A 


9365 


1 


2082 


MDIQEFPDLKGTTSLEI LTLTRA 

GIRLLPSGMCQQLPRLRVLELS 

HNQIEELPSLHRCQKLEEIGLQH 

N Rl WEIG A DTFSQLSSLQALDLS 

WNAIRSIHPEAFSTLHSLVKLDL 

TYTSQLTTLPLAGLGGLMHLKL 

KGN L ALSQ AFSKDSFPK. LRILE 

VPYAYQCCPYGMCASFFKASG 

QWEAEDLHLDDEESSKRPLGLL 

ARQAENHYDQDLDELQLEMED 

SKP\TPSVQ\CSPTPCPFKPCEYL 

FESWG1RLAVWAIVLLSVLCNG 

LVLLTVFAGGPAPLPPVKFVVG 

AIAGANTLTGISCGLLASVDAL 

TFGQFSEY/G L AR WETG LGCRA 

TGFLAVLGSEASVLLLTLAAVQ 

CSVSVSCVRAYGKSPSLGSVRA 

G VLGCLAL AG L A A ALPL AS VG 

EYGASPLCLPYAPPEGQPAALG 

FTVA\LVMMKLLLFSWFVGPLP 

YHQNWYCDLPRGDFEAVW\DC 

AHGEATWAWPHLRKTGLLYCP 

VAFLSFASMLGLFPVTPEAVKS 

VLLVVLPLPACLNPLLYLLFNP 

HFRDDLRRLRTPRRRTQG PP* PL 

CCGREDAGERASODSYPQALV 

APSLMWISFCEAS*SWAGPLEL 

ETYGFPSVTLISCQQPGAPRLEG 

THC V EPEGNH FGNPQPSLDG EL 

i i DAcr.cTDAcr.r.i Qr^n\\rt> i ca 

i \\n ni \\n utpv vDCDrcccoi c 
LWIAJL WL»li l^NYrorrroorLr 

PFLSPPSVNDGCF 


9306 


39674 


B 


9366 


1 


510 






1QA7S 


A 
r\ 


7JU / 


oo 




TDMDDKvf I/ODIV/fDXD\/ODC/'" ,, COOV' 

1 rlVll^lvlKorMr IrVoKoUoooK 

MG*SSASL*RS1PGLDAGKTPW 
PAGRSGTWA 


9308 


39676 


A 


9368 


693 


1041 


AEGYSQCPNAREGHVDEENED 
SAPAAQKIP*1*ED*SPHVSQPVP 
EGEEECVKKQ/GRFSWNTSTS* 

t\\£ 1/ 1 AKJvlVbLAUvAiiAlvKbK. 1 
KEAHKSYFEHI OAKKEEIIKTI 
SKEEETKK 


9309 


39677 


A 


9369 


1 


1911 





wo 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor Inst amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


9310 


39678 


A 


9370 


1 


921 


MWRSIFLDSRYLLSSRRKILILLI 

HVTFSGIRALAVPFRLPVEKMS 

FIFMGDV1HRMLTATQYVAPL 

MANFNPGYSDNSTVVYFDNGQ 

QIRKLIKDGLIIRKPVTVHSRAR 

CRKNTLARRKG RHMG I EFACFC 

CVFLTPALICMVCAVRLLTRDP 

YLASGDQPLERATGEHASMHE 

Y\PGELG\QPPGLYPSSHPPGRA 

GTLRALSRQDTFDADTPGSRNS 

AYTEL*DSCVDMETDPSEGPGL 

GDPCEXGTPPARQGSWEDEEED 

YEEELTDNRNRGRNKARYCAE 

GWGPVLGRNKNELEGWGRGV 


9311 


39679 


A 


9371 


3 


740 


ELFPFAAAAAAMSMLRLQKRL 

ASSVLRMWQRTNGLG*TPMRP 

M*SPMPTPRQQIPEAHQRWAD 

HP/LSLVTGPFPGSMPEKTPLA\ 

AGEGAGQHGALGKAGRGTSQ 

MPGMPGEGQHGLRRIEDFGAG 

LLQKDTGEI*RRSDRPHVFTAC 

YLEGEGGMLFQKQGGFFMGTL 

PQG*RQDKGPQRSFLADQA*RP 

QGLRTKESTESASEERLPGQRK 

EEINQRLYSKEGRRPRNKNLPL 

GSVHTWPLVIT 


9312 


396S0 


A 


9372 


1 


2229 




9313 


39681 


A 


9373 


3 


1560 


SGPNSLKFYDWGETVPQPWPIF 

GLSPAFGFPLCFPRGLGETIFSSR 

PHIR/RNYPELQKRLNGWLSAA 

LKTARILTVCVAVMLLLSAWG 

LFDFWNWLQNGAGQKNP*NIP 

D/LRJRNSILFL/LSAVGWTVLA\ 

SLIENRLASDI\HGRPLP\SARTR 

TLLTLFRNALAVIISTITIMIVLS 

EIGVNIAPLLAGAGALGLAISFG 

SQTLVKDIITGVFIQFENGMNTG 

DLVTIGPLTGTVERMS1RSVGV 

RQDTGAYHIIPWSSITTFAN\FV 

RG IGS VG AIM YD VDRH EDADfCA 

NQALRDAVEDDETRFTSESSPIL 

RCCQREGLGLKAVVQILLSHGR 

NGLPGEPASSQGLSAASSTPVF 

H L A LQI DS A PDN I D WV EMLFNK 

NMVTERLQNVMVLEQCFSDSS 

SLYRFLTYSYLLAFNVWLLLAP 

VTLCYDWQVGSIPLVETIWDM 

RNLATIFLAVVMALLSLHCLAA 

FKSRVTAS1PGCIKAHAVENVL 

TTKSKTR 1 Y PE V V VQSG LQKQK 

GKGSVMFIEAAGL 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of firsl 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nkno« n, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9314 


39682 


A 


9374 


3 


276 


VRQ YR/LGN/MHQQRM A EM 1 D 
ARQQQAFGEEGACWGGCPKHR 

ViWLLJAoUKrULNIJLCAOYyKD 

VRHLPRYLKAMADLLAHGRPA 
SDIMHAHLLV 


9315 


39683 


A 


9375 


102 


916 


RSLL AIFN H W*\KRDL\G KFL V W 

NIKW/AFAKFCRSAGQTSGRSVI 

VEHNGEIYACDHYVYPQYRLG 

NM HRQRMAEM I DSRQQQ A FG E 

DKFKQLPAQCRSCNVLKACWG 

GCPKHRFMLDASGKPGLNYLC 

AGYQRYFRHLPPYLKAMADLL 

AHGRPASDIMHAHKKVFKRGT 

ACSGFQKGGPLFRSRTGYCPTL 

RKKAPCPKTGLLGKKWTPQRR 

NaaOKbCAKKKODPrLLfcNRr N 

GSRVQRKPQWNSCTGHPENNF 

FPNYGGTPYPQRMWPL 


9316 


39684 


A 


9376 


338 


1155 


SIFISIGNLAANDLSPSR1ARLQK 
ILHSYVPEEIRDGNQVRVTSWD 
GRKWGELEGDTYDRVLVDVPC 
TTDRHSLHEEENNIFKRSRKKE 
RQI LPVLQVQLLA AGLLATKPG 
GHV V YSTCSLSHLQNE Y VVQG 
AIELIAPINTASRYRWKI* LTSEG 
FSWTHFVSSQSCPGWGAGNTK 
TSLAM LALCTSAKCVG WT* YPP 
QSLKQEYQRVYSVGCTRNWKL 

rDVACMUCDCn UD\/D\/CI ACC 

AlKoKKr A V LLoNLuAoA Wrrl 

SLINPYP1S 


9317 


39685 


C 


9377 


157 


453 




9318 


39686 


A 


9378 


486 


1195 


ARPQQYEQVPGKAEASEWERG 

SSAPTGPGGHAAAAAGGVGGG 

EGSPPALHGRGARAG/GAGICM 

GLRQQLNR*AMDLTGAGGPAR 

AGAAGAVARGGGRHQGPGAG 

GRGRGLGFAAGTAEPRGAPHR 

PLQRALPPIRREPGERHRAPRAG 

AAPQCG S ARPRQPRAPQSLRAG 

ALPEAHAQGQGPARTHPAEPGP 

A ART? AHTtQI PDPwn*r.pr.ppr. 
AAI\J\AV£V^LA^l\Jl vviJ \Jt\\J rvrU 

PPDAI RfSfiAA^DFRI SARTP1PR 


9319 


39687 


A 


9379 


10 


1278 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9320 


39688 


A 


9380 


1 


1305 


MECVCVKEKEREEKEGKEEEE 

EDEAVAERGGKGERRGERRGE 

RKREKETYTEKNRYRDTKRDR 

DRERKEPYEIPSSLIGHGDPKDE 

LDRNLALKQVKTYWVIQFSKSI 

EVIEKRMAVLNEQVKEAEGSS 

AEYKKEIEELKELLPEITEKTED 

AKESQTTGNVAELALKATLAGG 

GSSVS/SIASRKPTDGASSSNCV 

TDISHFVRKKRKPEEQSPWKDD 

AKKVKQELEVNGGSGDAVPSG 

NEVLENMEEEAENRVESRAAV 

EGTVEAGATAESTAYMYDIPA 

MYQENTAVSKTDEVSDLIHKL 

AQTDLLAQERAGKRASPQDGG 

S AEGQAQSDRQE ATKQRH KQE 

AGDRHYDKQMLEYQGAHELY 

SSREKRKEKKKKPPHGRLPPTP 

VALHGAKRRLLTKRLFNASPN 

KPKGHSTQFSVMSQAEQQPVL 


9321 


39689 


A 


9381 


67 


458 


WDMANSGCKDVTGPDEESFLY 
FAYGSNLLTER1HLRNPSAAFFC 
V ARLQ\QEG VKSGM YV V 1 E VK 
VATQEGKEITCRSYLMTNYESA 
PPSPQYKKIICMGAKENGLPLE 
YQEKLKA IEPNDYTGKGSEENE 


9322 


39690 


A 


9382 


139 


710 


WDMANSGCKDVTGPDEESFLY 
FA YGSNLLTERI HLRN PSA AFFC 
VARLQDFKLDFGNSQGVKTSQT 
WHGGIATIFQSPGDEVWGVVW 
KMNKSNLNSLDEQEGVKSGMY 
V VI EVKVATQEGKEITCRS YLM 
TNYESAPPSPQYKKIICMGAKE 
NGLPLEYQEKLKAIEPNDYTGK 
VSEEIEDI 1 KKGETQTL 


9323 


39691 


A 


9383 


1 


731 


MANSGCKDVTGPDEESFLYFA 

YGSNLLTERIHLRNPSAAFFCV 

ARLQLLIESPRMSRLAKFWPRT 

HAVILSKTERTSFWPLKPQKWE 

SGSDTPYSQTRKDFKLDFGNSQ 

GKTSQTWHGGIAT1FQSPGDEV 

WGVVWKMNKSNLNSLDEQEG 

VKSGM YVVIEVKVATQEGKEIT 

CRSYLMTNYESAPPSPQYKKIIC 

MGAKENG\LRLKYQEKLKAIEP 

NDYTGKVSEEIEDIIKKGGTTKL 


9324 


39692 


A 


9384 


41 


333 


MFCNTDLG17LLCTDVVARGLD 
IPQVNWIVHYDHPDDPKEYIHR 

\/\/oa n/r\f x i \ fk t \ir /~~* \s /~\ i/ 1/ n /""» 

VVPAFVDLNVNGNEGKQKKRG 

GGGGFDYQKIKKVEKSKIFKM 

SKKSSDSRQLSH 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
OD/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9325 


39693 


A 


9385 


3 


I8S2 


SKQKPMNVGLSETQNGGMSQE 

AVGNIKVTKSPQKSTVLTNGEA 

AMQSSNSESKKKKKKKRKMV 

NDAEPDTKKAKTENKGKSEEE 

SAETTKETENNVEKPDNDEDES 

EVPSLPLGLTGAFEDTSFASLCN 

L VNENTLKA 1 KEMGFTNMTEIQ 

HKSIRPLLEGRDLLAAAKTGSG 

KTLAFLIPAVELIVKLRFMPRNG 

TGVLILSPTRELAMQTFGVLKE 

LMTHHVHTYGLIMGGSNRSAE 

AQKLGNGIN 1 1 V ATPGRL LDHM 

QNTPGFMYKNLQCLVIDEADRI 

LDVGFEEELKQIIKLLPTRRQTM 

LFSATQTRKVEDLARJSLKKEPL 

YVGVDDDKANATVDGLEQGY 

VVCPSEKRFLLLFTFLKKNRKK 

KLMVFFSSCMSVKYHYELLNYI 

DLPVLA 1 HGKQKQNKRTTTFFQ 

FCNADSGTLLCTDVAARGLDIP 

EVDWIVQYDPPDDPKEYIHRVG 

RT A RG\LNG RGHALL1LRPEELG 

FLRYLKQSKVPLSEFDFSWSKIS 

DIQ\SQLEKLIEK\NYFLHKSA\Q 

EAYKSYIRAYDSHSLKQIFNVN 

NLNLPQVALSFGFKVPPFVDLN 

VNSNEGKQKKRGGGGGFGYQ 

KTKKVEKSKIFKHISKKSSDSRQ 



WO 01/075067 
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SEQID 

NO: 


SEQ 10 NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


9326 


39694 


A 


9386 


1 


2703 


MAQQATLCSMKGCMRALVAQ 

LKSESEDLQQTVQAKREVPKSK 

VPAAEKRESGPKQAAVNAAVQ 

RVQVLPDVDTLLHFATESTPDG 

FSCSSSLSALSLDEPFIQKDVEL 

RIMPPVQENDNGNETESEQPEE 

SNENQDKJEVEKPDSEKDLLDDS 

DDDD1 E I LEEC I IS AM PTKSSRK 

AKKLAQTASKLPPPVARKPSQL 

PVYKLLPAQNRLQAQKHVSFTP 

GDDVPRVYCVEGTPINFSTATS 

LSDLT1ESPPNELATGD/GVRA/S 

IQSGKSHKPFRVKK/I MDQVQQ 

ASSTSSGANKNQVDTKKKKPTS 

PVKPMPQNTEYRTRLPNNEDR 

VRGSFALDSPHHYTPIEGTPYCF 

SRNDSLSSLDFDDDDVDLSREK 

AELRKGKESKDSEAFCVTCRPEP 

NSSQQAASKSQASIKHPANRAQ 

SKPVLQKQPTFPQSSKDGPDRG 

AATDEKLQNFAIENTPVCFSRN 

SSLSSLSD1DQENNNNKESEPIK 

EAEPANSQGEPSRQLSQQNLTK 

QASLSKNASSIPRSESASKGLNQ 

MSNGNGSNKKVELSRMSSTKS 

SGSESDRSERPALVRQSTFIKEA 

PSPTLRRKLEESASFESLSPSSRP 

DSPTRSQAQTPVLSPSLPDMSLS 

THPSVQAESSEKAKSEDERHVS 

aMPAPRQMKbNQVPTKG T WR 

KIKESDISPTGMASQSASSGAAS 

GAESKPLIYQMAPPVSKTEDV 


9327 


39695 


A 


9387 


2 


193 


QSSE*NIQGPCNVWSSR*RWER 
SKGRRHLSSASRPLSALSTLRFT 
SVSQHAAKRVVVIRPQGQ 


9328 


39696 


A 


9388 


395 


761 


SMQKKPRPIAHRQRCRAAMAA/ 

GQQPQIPITTGTGVVYPGAITM 

ATTTPSPQMTSDCSS-RSASPEPS 

LPVIQSTYGMKTDGGSLAGNQ 

MINGEDEMAMYDDYEDDPK.S 

DYSSENEAPEAVSAN 


9329 


39697 


B 


9389 


1 


477 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


■Nucleotide 
location of firsl 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=p»ssiblc nucleotide insertion) 


9330 


39698 


A 


9390 


167 


890 


LSGARSSQGRLPWGRGDAVSTS 

TSRRNPRTGASDERNNHEPGKN 

SPYLQAQWRIGGKGTARRKKK 

VVHRTATAXDDKKLQFVSLKKL 

G VNHMSGi E\EVNM\FTNQGTSG 

STFNNP*KVQAISWAANTFHPL 

PGPCWRPKPADKKWLPQPSLN 

PSLGAG*S*LRFKGRLARSFLPP 

NNP\VDGKATHLPTG\KDDDD\ 

K VPRSL WRILM RLPKN EGKLEL 

RSTS*R*NLEEVT\GSRYFKIMT 

AF 


9331 


39699 


A 


9391 


2 


315 


GAASLLRAGPGSSGSDP\PLSSR 
FVERRGALYRSPMNQENPPPYP 

GPGPTAPYPQYGWQGGPQEPP 

KTTVYVVEDQRRDELGPSTCLT 

ACWTALCCCCLWDMLT 


9332 


39700 


A 


9392 


263 


680 


LLLPALVTSAPLPPAGLATCPCP 

RLAQLGIGRAAPQKRSPRRRNP 

EASRGRPPDGVWRAPLR/VPPT 

PRETEPQRRGDPGLRNPCLSQA 

SPGAPQFSGP/PPGSPGTRPVRA* 

SPPGPSWVGPGPLHLTSPLPNRL 

DNGRV 


9333 


39701 


A 


9393 


2 


537 


SGARLLLTCSETGAASLLRAGP 

GSSGSDP\PLSSRFVESRGALYR 

SPMNQENPPPYPGPGPTAPYPP 

YPPQPMGPGPIGGPYPPPQGYP 

YPRJPTVRLAGWTSGSLLKTTV 

LLWVGRPKEEMKLGTIHLPSQP 

AGTGLCLLLSLGTWFTLTRTRP 

RPFLFLASSAANLLTGVPCPHLF 


9334 


39702 


A 


9394 


3 


470 


PKAKKEAPAPPKAEAKAKALK 
AKKA VLKG VHNHT\QKKKI HTP 
LTFQRPKSLRLRRQPKYPRXSA 
PRRNKLDHYAHKFPLTTESAM 
KKIEDNNTLVFIVDVKANKHQI 

GEKKAYVRLAPDYDALDVAN 
KIGII 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codnn for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Llnkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


9335 


39703 


A 


9395 


1 


1 144 


MLYQVLMVDTCGTRGEGAFLK 

YRKPACPTALGFMFPRSHGLTA 

DTVLVSSLSRWFLWRRLLLLLL 

LLLLNLPLQKAVHRKATPESAI 

ADCSGPRDCAPWVKFAMLELH 

SFKCPAGEYWSKDVCCKNCSA 

GTFVKAPCEIPHTQGQCEKCHP 

GTFTEKDNYLDACILCSTCDKG 

DF YG K.KTA VH E ALCDN 1 DTRT 

VMEEMRALVSQCNLYMAARK 

AERRRPNRALLENIAMYLTHM 

LK1FGA1EEESPLGFPVGGPGTN 

LNPIENGGMDKFLTTVSVLRKT 

HRVSNGQNSVCRSVSYWKPKC 

TFCSLTHITYIRYLELRLTLESTV 

MrY LVf?VLocrKbvj VKJvIAKJbKJv 
VLEVLQLSDALRWTSCLSLGSG 
LKTMKEPCLLF 


9336 


39704 


A 


9396 


1 


639 


MDGDEKTSF1CAVHNGIFREWK 

QTGTCSP1KKGQLLLRVECHGK 

IKAQGGQMY1KAALFTRAKTW 

NQPKCPS\MIDWIKKMWVHIY/ 

TCEYYTAIKKKIMSSVETWMEL 

EA 1 1 LSKLTQEQKSKFRTFSL YSS 

RVFQRTQDVPYHNKLNEEADK 

DTTKII/ 1/ rf^M II XII DI XrVITDIPDV 

rl 1 NkKOLILNLKLVN IPIOKK. 
KIYTLKNDSDL1KDKN1 


9337 


39705 


B 


9397 


1 


825 




9338 


39706 


A 


9398 


2 


285 


HEENRPFVCEH/AGCGKT/FAN 
KPSLTSDAVVH/DPGKKKMKL 

RKQGQGLSLCQNGESPNCVED 
KM LS A VPVLTLG 


9339 


39707 


A 


9399 


2003 


2344 


PFVGVFWFLFFFFSVFVFTFVPP 
EYYVLPAPPPHRSVFLVFGKRV 

V r r r rLrUlUr tvolvL I r rr V LAr 
D\DDD1 DCVCVDrVDCI CPflFlV//"' 

AADKK1MKKKFI NTTRWTCKKT 


9340 


39708 


B 


9400 


3 


113 




9341 


39709 


C 


9401 


48 


182 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9342 


39710 


A 


9402 


2 


752 


VWWNSRRRPVKRRRLLASPYS 

ACSGRSAGFLDNCAMCAARLA 

AAAAAQSVYAFSARPLAGGEP 

VSLGSLRGKVLLIENVASL*GTT 

VRJDYTQMNELQRRLGPRGLVV 

LGFP\CNQFGHQENAKNEEILNS 

LKYVRPGGGIEPNRMLFHKSE 

VN\GAGAHPLFAFLREALPAP\S 

DDATALMTDPKLITWSPV/CRK 

DPfJKIKFFI fiPPflNFFFK Fl nr.P 

PTV1 PI RRY<\RRF\r>TiniFPniF 
w I v Li b rvrv i o i\jvt 1 1 Ls 1 Cr I_/J C 

ALLSQGPSCA 


9343 


39711 


A 


9403 


1 


1128 




9344 


39712 


A 


9404 


7 


378 


ARCDHPTAFVVCYRFYPWPAG 
HVDAAVH*YVCARATDSFIAV 
WRTLLK.GTIIILHESSIHDNFNLT 

EIQSAFQGGGNLYFTIP1VDRNS 
TNYVLRQVRLLGN 


9345 


39713 


A 


9405 


318 


616 


DPAGFPGCWKPLFYDLHYRSQ 
LHQLCLQAGRTPGQFGHQHRF 

WWOFPT+FI P^AI OPT PFflNI V 

SCNEQSFGAPATGTNPGEPVHP 
AALGTWLYLLPPC 


9346 


39714 


A 


9406 


1 


145 


MEYYAVIK.KDEFMSFAGTWM 

KLETIILSKLTQE\QKPTPLMFSL 

ISGS 
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SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of lasl 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, Impossible nucleotide 
deletion, \=possible nucleotide insertion) 


9347 


39715 


A 


9407 


I 


2052 


MVLVVVAVVVVVLVVAVIVV 

VVVVVAAVVVGAVVVVVVVV 

MVVVVVVVVVEEDNQHKTGA 

INNNNTAKNPQQSPFHSPATST 

GAEATQMRRNQKTNPHNMTK 

Q VS LTPPK I TL A H QQ W 1 QTKK K 

YLIYLKKHSGVNKIPRNPTYEG 

CEGPFQGELQTTAQQNKGGHK 

QTEDHSMLMDRKNQYCENGH 

TAQAVPNPYTLLSQ1PEDAEWF 

TVLDPKHAVFCIPVHPDSQFLF 

AFEDPSNPMSQLIWTVLPQGFR 

NSPHLFGQALAQDLSQFSYLDT 

LVLRYMDDLLLATHSETLCHQ 

ATQALLNFLATCGYKVSKPKA 

QLCSQQVKYLGLKLSKGTRTLS 

EERJQPILGYPHPKTLKQLTAFL 

GITGFCQIWIPRYSK1ARPLNTRI 

KETQKANTHLVRWTPEAEVAF 

QALKKALTHAPVLSLPVGQNFS 

LYVTEK\TGIALGVLT/PGTSAQ 

LAEL1ALTRAPELGEGKRVNIY 

ANSIGREREFLTSKGTLVKHQE 

AIKRLLLAVQKPKEVAVLHCW 

GHQKGKEREIEENRQADIEARR 

AARQDPPLEMLTEGPLAFELA 

MATARAELSLAIHHCCLPPPPQ 

TRCWLPSLRIRQGVCCIPDPAR 

/\i i Lin wri\irr l«vj i rvrv/A rvlNr r\.o 

EKTRLATILEAACCHFGSGPPPS 
WELWEQGPPVTVQTH1LRSHL 


9348 


39716 


A 


9408 


2 


350 


YKVSKPKAQLCSQQVKYLWLK 
LSKGTRALSEERIQPILAYPHPK 
TLKQLRG I LG ITG FC RI WI P\R* S 
^PTGOF/F^I YVTFFTfilAI fill T 

QVQGTSLQPME YLNKEI DELDQ 
GRTH 


9349 


39717 


A 


9409 


1 


749 


MNQSDQEMTGAFVHMKSYTG 

L1SGVAVKMERHIYQDRRIA1EK 

EFNSCRTGCMGDWSFTITQIRL 

LENTGIRVFKDNLVEEAEWFTV 

LDLMDAFFCIPVHPDSQFLFAFE 

DPSNPA SQLT WTVLPQRFKNSP 

HLFGQALAQDLSQFSYLDTLVL 

RYMDDLLLAAYSETLCHQATE 

ALLNFLATCGYKVSKPKAQLCS 

oovkvi ni Kt ^Kcvmm ttpi p 

v£V£ v iv i LvjLi\L«oi\ij i t\ULi i ir i>r 
TSRGSLG 


9350 


39718 - 


A 


9410 


118 


174 




9351 


39719 


A 


9411 


577 


3018 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9352 


39720 


A 


9412 


310 


1964 


TFRLTEPTQM RRNQKTNPHN M 

TKQGSSIPPQKNHTSSPAMDPN 

QEE1PDLP\EKNSGVNKIPRNPT 

YEGCEGPFQGELQTTAQQNKG 

GHKQTEDHSMLMDRKNQYCE 

NGHTAQAVPNPYTLLSQIPEDA 

EWFTVLDPKHAVFCIPVHPDSQ 

FLFAFEDPSNPMSQLIWTVLPQ 

GFRNSPH LFGQALAQDLSQFS Y 

LDTLVLRYMDDLLLATHSETLC 

HQATQALLNFLATCGYKVSKP 

KAQLCSQQVKYLGLKLSKGTR 

TLSEER1QPILGYPHPKTLKQLT 

AFLG1TGFCQIWIPSILTAKGDL 

WLSDNHLLKYQVLLLEGPVLQ 

LRTCATLNPATFLPDNEEKIEH 

NCQQVIAQTYATRGDLLEVPLT 

DPDLNLYTDGSSFVQKGLQKA 

G Y A V VSDNG ILESN PFTPGTST 

QLAELVALTWALEFGEGKRVN 

INTGSKYAYLVLHAHASJWRER 

EFLTSEGTPI KHQEAIRRLLL V V 

av Dcr\/ A \/I UPU/PUDI/PI/CDIT 

yNrbtVAVLnLWUnrKuK.tRb 

1EGNCQADIEAKRASRQDPPLE 

MLIERHLVWGNPLWETNPQYS 


9353 


39721 


A 


9413 


3 


370 


RCCPCPRVHHMH1SARAEIRPPP 
RPPPFLLLLVFLFQTGPCSHPGC 
SPPPAHPSCSSWPQWPG/CSSPV 

T AfDA A/" 1 ! I A A A\/CAXTI>DI 

LFKPCCRTASNWAHRQVTLCQ 
WSELSSCFWPE 


9354 


39722 


A 


9414 


191 


1375 


EWPEGGGRYSSVPSAVHHART 

CL A AELSGTSRPQEPRA LPPETG 

VATAEAEKSNQPAAISKVPNGQ 

GAPLQR/RSPRLSPSPGAAQVPA 

LPMQDMSEGSSSPSPPGGHIWL 

ASLTPCSLALWNSCCQSPGSQP 

RGRDEGDCLVRATEPSATGPDP 

RRTRLCSISASLVVRNTPDPGIS 

DRRPG ISDRRPGTSDRRPGTS DR 

RPGISDRRPGTSDRRPGTSDRRP 

GTSDRRPGTSDRRPGISDRRPGT 

SDRRPG1SDRRPGTSDRRPGISD 

RRPGTSDRRPGTSDRRPGISRLP 

RDWIPAAAASRENSNSADARN 

RCSSPSRKCQTPTSHRMRGSAG 

ovuooAun f Auu I OLr 1 roKto 
HAI nVPPAVI fltfRflFI QW/PPQ 

LKQRDIRGPDFSSTALI 


9355 


39723 * 


A 


9415 


3 


523 
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SEQID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540 2 17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9356 


39724 


A 


9416 


1 


846 


MLCDFQDGSTSRHVNEPSNNPS 

PQPWSEDQGQASATVPCAKSV 

MHRLKKFTIEYLVMKFLKAVS 

HAIQMEMLAPKGPSPIPEDASV 

KEENICRAFSDALLYK1EDIDNK 

DWNNPQLCSDY/VKDNAYTSF 

QIQEMETVILKELKPEVGGPLPL 

HFLRQASKAGKADVEQHTLAK 

YLMELTLIDYDMMHYHPSKAA 

TAASCLSQKVLGQGKWNLKQQ 

CYTGYTQNEVLEVMQHVAKN 

VLKVNENLTKFIAIKNKYASNK 

FLKISMIPQLNSKAIKDLAFPLM 

GGS 


9357 


39725 


A 


9417 


72 


1340 


CPPFSVRVPPWAGLALLPSPSL 

MALLRRPTVSSDLENIDTGVNS 

KVKSHVTIRRTVLEEIGNRVTT 

RAAQVAKKAQNTKVPVQPTKT 

TN VN K.QLKPTAS VKP VQM EKL 

APKGPSPTPEDVSMKEENLCQA 

FSDALLCKIEDIDNEDWENPQL 

CSDYVKDIYQYLRQLEVLQSIN 

PHFLDGRDINGRMRAILVDWL 

VQVHSKFRLLQETLYMCVGIM 

DRFLQVQPVSRKKLQLVGITAL 

LLAPKYEKMFSPNIEDRVYITD 

NAYPS\SQIREMETLILKELKFEL 

GRPLPLHFLRRASKAGEVDVEQ 

HTL A K YXLMELTLI D YDM VH Y 

H P\SK V AA A ASC LSQK VLGQGK 

WNLKQQYYHKDTQENEVLEV 

IVIVJrIIVIArwN V VN ViNcINL 1 KrlAI 

KNKYASSKLLKISMIPQLNSKA 
VKDLASPLIGRS 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location oftasi 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9358 


39726 


A 


9418 


! 


1875 


EPEKQQLYDIPASPKKAGLHPP 

DSQASGQGVPLISVTTLRRGGY 

STLPNPQKSEWIYDTPVSPGKA 

SVRNTPLTSFAEESRPHALPSSS 

STFYNPPSGRSRSLTPQLNNNVP 

MQKKLSLPEIPSYGFLVPRGTFP 

LDEDVSYKVPSSFLIPRVEQQN 

TKPNIYDIPKATSSVSQAGKELE 

KAKEVSENSAG\QIPHGSPDGQ/ 

RSPSPEPDRLSGSSSDSRASIVSS 

CSTTSTDDSSSSSSEESAKELSL 

DLDVA K.ETVM A LQHK V VSS V A 

GLMLFVSRKWRFRDYLEANID 

AIHRSTDH I EES V REFLDFARG V 

HGTACN LTDSNLQNR I RDQMQ 

TISNSYRILLETKESLDNRNWPL 

EVLVTDSVQNSPDDLERFVMV 

ARMLPEDIKRFAS1VIANGRLLF 

KRNCEKEETVQLTPNAEFKCEK 

YIQPPQRETESHQKSTPSTKQRE 

DEHSSELLKKNRANICGQTLPN 

LEEKDKPILEQRLDENKDLGTM 

NPGPLIPQPSSQQTPERKPRLSE 

HCRLYFGALFKAISAFHGSLSSS 

QPAEIITQSKLVIMVGQKLVDT 

SLLKDVALATKNAVLTYPSPAA 
LGHLQAEAEKLEQHTRQFRGT 
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SEQ ll> 

NO: 


SEQ ID NO; 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9359 


39727 


A 


9419 


1 


2013 


MGLKSWGGMGLGTAFGKGLR 

GEKAWCVSGRYHWRYSQWSG 

TLTQGPWVWRVHSLSDRVYDV 

PTQHRGPVVLKEPEKQQLYDIP 

ASPKKAGLHPPDSQASGQGVPL 

ISVTTLRRGGYSTLPNPQKSEWI 

YDTPVSPGKASVRNTPLTSFAE 

ESRPHALPSSSSTFYNPPSGRSR 

SLTPQLNNNVPMQKKLSLPE! PS 

YGFLVPRGTFPLDEDVSYKVPS 

SFLI PR V EQQNTKPM 1 Y Dl PKAT 

SSVSQAGKELEKAKEVSENSAG 

VQIPHGSPDGQ/RSPSPEPDRLSG 

SSSDSRASIVSSCSTTSTDDSSSS 

SSEESAKELSLDLDVAKETVMA 

LQHKVVSSVAGLMLFVSRKWR 

FRDYLEANIDA1HRSTDHIEESV 

REFLDFARGVHGTACNLTDSNL 

QNRJ RDQMQTI SN S Y RJ LL ETKE 

SLDNRNWPLEVLVTDSVQNSP 

DDLERFVMVARMLPED1KRFAS 

IVIANGRLLFKRNCEKEETVQL 

TPNAEFKCEKY1QPPQRETESH 

QKSTPSTKQREDEHSSELLKXN 

RAN1CGQNPGPL1PQPSSQQTPE 

RKPRLSEHCRLYFGALFKAISAF 

HGSLSSSQPAEIITQSKLV1MVG 

QKLVDTLCMETQERDVRNEILR 

GSSHLCSLLKDVALATKNAVLT 

YPSPAALGHLQAEAEKLEQHTR 


9360 


39728 


A 


9420 


3 


645 


DFHTN/K/RVCEEI PI ILSK.KLHN 

RRAGCVTHLTNQ1QRG PVRG 1 SI 

KLQEEEKERRDNYVPKVSALD 

QEI I EVDPDTKEMLKLLDFGSLS 

NLQQQKATR V Y A V VQI S A PMF 

LLWALPLSVAPLITDFKMFVTT 

SYLISLFLIINSSANPIIYFFVGSL 

RKKRLKESLRVILQRALADKPE 

VGRNKKAAGIDPMEQPHSTQH 

VENLLPREHRVDVET 


9361 


39729 


A 


9421 


312 


694 


LTPAPRKNVTEKYYMCLGNDF 
HTN/K/RVCEE1PIILSKKLHNRR 
AGCVTHLTNQIQRGPVRGISIKL 
QEEEKERRDNYVPKVSALDQEI 
lb VUrU I i^bMLKLLL/rUoLoN L 
Q VTRPTVGMN FKM PRGAV 


9362 


39730 


A 


9422 


3 


383 
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SEQID 
NO: 


SKQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of firsi 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblf nucleotide insertion) 


9363 


39731 


A 


9423 


304 


1862 


RMLEATSKMRKGVPSSIQ/SSQ 

GNSYTLIPSAKSDNLSDSSHSEI 

SSRSS1VSNCSVDSMSAALQDE 

RCSSQALAVPESTGALEKTEHA 

SGIGDHSQHGPGWTLLKPSLIK 

CLAVSSSVSNEEISQEH1IIEAAD 

SGSWEVGTSCSSSSHDNFQSLP 

NPKSWDFLNSYRHTHLDDPIAE 

VEPTDSEPYSCSKSCSRTCGQC 

KGSLERKSWTSSSSLSDTYEPN 

YGTVKRRVLESTPAESSEGLDP 

KDATDPVYKTVTSSTEKGLIVY 

CVTSPKKDDRYREPPPTPPGYL 

GISLADLKEGPHTHLKPPDYSV 

AVQRSKMMHNSLSRLPPASLSS 

NLVACVPSKIVTQPQRHNLQPF 

HPKLGDVTDADSEADATLGNK 

CKLLYMSDVRNPVPAVKDVLV 

QKYTSFNFFHPQEALDRRREEL 

ALPEGASGEACLSTRSLKRSGV 

QALAQQTHSRNFLPEKQPFSAQ 

A Anil U/^CI\llJMTDriDPr 1 C/^T 

KMMTGVLYRAYLLCIAYSRDLI 
VDEQIMNGLRKAI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


9364 


39732 


A 


9424 


1 


1335 


MTFKNPKYPFVSNLAKQKGMS 

V1KVNGKLQQSNPNRTTNGPDP 

SGMKVWVSPQGKNPQPTEVLA 

EGKGNTEWVVEEDTRNFGFGI 

QKHTDIGIKYDSSTGIYDLDFN 

VVLDRRASEEG1TLTAALAADR 

ETPSENCLPSPVNPTAQGEEGIH 

PDP11VLEQEDPTTAPHPQRLCQ 

QQQCQRPLCRLQPVWPH1VDLT 

PLTEIGSEEPVGELNFKHIRFEV 

SEDNMTFDASDQGPFFENYWQ 

LVLSATPGDVTWNGALGLHTP 

KSSSPDTCSAQQASQCWELSPG 

GRRJGTLLLPQESGASWLPPGV 

TSSLAAVRVIMNCGDKATPRN 

GGVRTLKKLSSLPLSKAGGKVL 

YGErNPEQEVQASLSFAALLES 

YG1FMETEFLVACLISQGGQLR 

NQDFS SSIYSLAPG PLDPSS VRA 

GAQRTAPPWGISPRSC/PVIKVN 

GKLQQSNPNRTTNGPDPSGMK 

VWVSPQGKNPQPTEVLAEGKG 

NTEWVVEEDTRNFGFGIQKHT 

D1GIKYDSSTGJYDLDFNVVLDR 

RASEEGITLTAALAADRETPSE 

NCLPSPVNPTAQGEEGIHPDPII 

VLEQEDPTTAPHPQRLCQQQQC 

QRPLC RLQP V WPH I VDLTPLTEI 

GSEEPVGELNFKHIRFEVSEDN 

Ivl I rUAaUyOrrrtN Y WQLVLS 

A 1 rOU V 1 WNUALULH 1 rKbbbP 


9365 


39733 


A 


9425 


56 


235 




9366 


39734 


A 


9426 


1 


515 




9367 


39735 


A 


9427 


138 


830 


AWAQLPSALGSTRVSPPPSARS 

QPPWRRRHK/CLLETEPLQGTD 

EDAVASADFSSMLSEEEKEELK 

AELVQLEDEITTLRQVLSAUCER 

HLVEIKQKLGMNLMNELK\QNF 

SKSWH\D\MQTTTAYKRTHDTL 

SHAGQKATAAFSNVGTAISKKF 

GDMSYSIRHSISMPAMRNSPTF 

KSFEERVETTVTSLKTKVGGTN 

PNGGSFEEVLSSTAHASAQSLA 

GGSRRTKEEELQC 


9368 


39736 


A 


9428 


3 


381 


LLETEPLQGTDEDALASADFSS 

MLYEEEKEEVKAELVQLEDEIT 

TLRQVLSAKERHLVEIKQKLG 

MNLMNfcLNyxNrbKbWHUIviy 1 

TTAYKKTHETLSHAGQKATA\A 

FSNWJTAISKXFGDMRRK 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
locution or first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop cot! on, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


9369 


39737 


B 


9429 


79 


426 




9370 


39738 


A 


9430 


I 


570 




9371 


39739 


A 


9431 


i 

* 


1677 


MLESVNVRLEDLITGPCWEAG 

WNAGYAFLVVAVEDFTIGKLF 

DKLEGTKLCLKNALPRVITQTE 

SHRQRLLQEAAANWHSWLIKV 

QKMKAVYHILNMCNIDVTQQC 

VIAEIWFPVADATRIKRALEQG 

MELSGSSMAPIMTTVQSKTAPP 

TFNRTNKFTAGFQNIVDAYGV 

GSYREINPAPYTIITFPFLFAVMF 

GDCGHGTVM LLAALWM 1 LN ER 

RLLSQKTDN E I WNTFFHG R YLI 

LLMGIFSIYTGLIYNDCFSKSLNI 

FGSSWSVQPMFRNGTWKTGTH 

DPHLAVLFKMGHVEGRDCVLR 

IVLAKIGYRNGFLRKIWNLASN 

KLTFLNSYKMKMSVILGIVQM 

VFGVILSLFNHIYFRRTLNIILQF 

IPEMIFILCLFGYLVFM1IFKWCC 

FDVHVSQHAPSILIHFINMFLFN 

YSDSSNAPLYKHQFNFGDVFV 

HQAIHTIEYCLGCISNTASYLRL 

WALSLAHAQLSEVLWTMVMN 

SGLQTRGWGGIVGVFIIFAVFA 

VI TVAII I IMFOI SAFI HAI Rl 

HWVEFQNKFWVGDGYKFSPFS 

FKHILDGTAEE 


9372 


39740 


A 


9432 


3 


933 


GTWPVSSAASIYAGTGGLGVSQI 

SMSCSTSFWGGLGSGGLATEM 

AGGLAEMGGIQNEKETMQSLN 

DHLDYLDRVRNLETENWRLES 

KIQEYLEKRPHVRDWGHYFKTI 

KELRAQIFANTVDNVHHLQIDN 

AQSSMRQELAMRQSVESNIHG 

LCKVIDDTNVTLLQLETEMGAL 

KEELLLMKKNHEEEVKGLQVQ 

IANSGLAVEVDAPKSQVLAKM 

EQLNRILLYLESK.LAQNWAEG 

QRKVQEYKDLLNIRVKLEAEIA 

TYRRLLEDSEGLNLGDALDSSN 

SMQTIQKTTTRQ1VDSKVVSEIS 

DTKVLRH 


9373 


39741 


A 


9433 


-> 


698 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9374 


39742 


A 


9434 


2 


479 


PRVRESTTVVTTQSAEVGAAET 

TLTELRRTVQSLEIDLDSMRNL 

KASLENSLREVEARYALQMEQ 

LNGILLHLESELAQTRAEGQRQ 

AQEYEALLNIKVKLEAE1A/TTY 

RRLLEDGEDFNLGDALDSSNS 

MQTIQKTTTRR1VDGKVVSETN 

DTKVLRH 


9375 


39743 


A 


9435 


1 


618 


AEHLLKPLPADKQIETGPFLEA 

VSHLPPFFDCLGSPVFTPIKADIS 

GNITKIKAGYDTN\QPRFRTLKT 

ILEGEKEMYGAKGPKVGATLA 

LMWLKRGLRF1QVFLQSICDGE 

RDENHPNLIRVNATKAYEMAL 

KKYHGWIVQKIFQAALYAAPY 

KSDFLKALSKGONVTFFFCLFK 

1RLFL VN YTATI D VI YEM YTOM 

NAELNYKV 


9376 


39744 


A 


9436 


1 


1569 




9377 


39745 


A 


9437 


21 1 


368 


ERNSLSOLOWDNPTPPATRRPS 

HSSLRGEHAO*GLLSFFERLSCT 
LSRFMPI 


9378 


39746 


A 


9438 


1435 


1703 




9379 


39747 


A 


9439 


1 


913 


MKNYNCWRRVFLFVVTPIPMG 

HIKHRQGPNKQQRGQKRDEQR 

MRKENRGHRKGCTWCGGGTE 

GTGWGKYEKSEVERGLVRYER 

KRRAYSGIQQYAAAALPTVYN 

QNLLTQQSIGAAGSQKEACAY 

AVMSLASRAPVYRSFDSEKAG 

DREVQRTMLELLNQLDGFQPN 

TQVKVIAATNRVDILDPALLRS 

GRIDRKIEFPMPNEEAR\AR1MQ 

IHSRKMNVS/TDTTLVALQMAL 

NVYNGKQAPYASCHIFELYQE 

DNGFLLEHTGFVSYDNPVSAQ 

A AIQSMNGFQIGM KRLKVQLK 

RSKNDSKPY 


9380 


39748 


A 


9440 


3 


438 




9381 


39749 


A 


9441 


1 


247 


AIAAIDSDSSDGSRQSEWKFWK 
GFTILDAIKNIYDSWEEVKMST 
LTEVWKKLIPTLMDSFEDFI\EE 
VTVDV WECT VLQTQI 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9382 


39750 


A 


9442 


93 


726 


TSLGLSLCPRQCKRCPHLSLQQ 

EEPDPANLEVDHDFFQDKVWP 

HLALRVPVAFETLKVQSAWAGY 

\YDYNTFDQNGWGPHP\LVVN 

MYFATAFSGHGLQQAP\GIGRj\ 

VAEMVLKGRFQTIDLSPFLFVTR 

FYLG\EKIQ\ENNIILRHVCSGIG 

LPLACNPWLCLKSLVCWLPIFP 

KVLCPGLLSPSPVSSSSQAGHW 

HPIWAGQGTGSEAEGQ 


9383 


39751 


A 


9443 


1 


849 


MSGALDVLQMKEEDVLKFHA 

AGTHLGGTNLDFQMEQYIYKR 

KSDG1YIINLKRTWEKFLLAAR 

AVVAIENPADVSVISSGNTGQR 

AVLKFAAATGATPIAGHFTPGT 

FTNQIQAAFREPRLLVVTDPRA 

DHQPLTESSYVNLPTIALCNTDS 

PLRYVD/ICNNKGAHSVDPEEIE 

KEEQAAAEKAVTKEEFQGEWT 

APAPEFTATQPEVADLSEGVQV 

PSVPIQQFPTDDWSTQPATENW 

S A A PT AQ ATE WKMQQQSTI LE 

AESSPHQTPNLPAPWSRTSQPPE 


9384 


39752 


A 


9444 


I 


1575 




9385 


39753 


A 


9445 


1 


2325 




9386 


39754 


A 


9446 


1 


1149 




9387 


39755 


A 


9447 


85 


1041 


REIVTMSGALDVLQMKEEDVL 

KFLAA\GTHLGGTNLDFQMEQ 

YlYKRKSDGIYirNLKRTWE\KL 

LLAAVRAIVA1ENPADVSVISSQE 

ILGQKGCAESFAAATGVATPICW 

ARFTPWNLSLTQIQGSPSGEPR 

AFLLVTDPQGLNHQPSHGGNL 

NV*PTLPLALVNPD/SPLRRYVD 

I\AIPCNNQGSSLQWGLMWW\M 

LASGSFCAMRGT\ISREHP\WEV\ 

MPVDLYFYRDPEEIEKEEPGCCL 

RSQVTKEEFQGEWTAPAPEFTV 

V 1 yrbVAUWbbO VyWraWrJQ 

QFP/TTEDWSAQPATEDWSAAP 

TAQATEWVGATTDWS 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9388 


39756 


A 


9448 


1 


762 


MGKVKVGVNGFGCIGRLVIRT 

ACNSGKVDIIAINDPFIDLSYMV 

YMFQYDPTHGKFHGTVKAENG 

KLV INGNPITI FQEPDPSK 1 K.WG 

DAGTEYVMESTGIFTTMENAG 

A H LQ WG A KRPQG\LQNI 1 P ATT/ 

GAAKAVRKVIPELNGKLTGMA 

LRVPTANVSVVDLTYHLEKPA 

KYDDIKKVVKQASEGPLKGILG 

GAGTALNDHFVKLISWYDNEF 
GYNNRVVDLMAHMASKE 


9389 


39757 


A 


9449 


93 


660 


DTMGK.VKVGVNGFGR1GRLVT 

RAVAFNSGKVDIVAINDPFIDLN 

YMVYMFQYDSTHGKFHGTVK 

AENGKLVINGNPIT1FQE\RDPSK 

IKWGDAG\AE\YVVESTG\VFTT 

MEK/ALGAHLQGGSQKGHSSL 

AP^n MPPMFVMnvN\wFkrnn 

NSI KUKTsIVA^CTTNIPl API AKA 

JOIN VrYOV^ I 1 1 ' V_^JLi/\i L//Alv\ 

VIHDTLVSGEGLKDHRALP 


9390 


39758 


C 


9450 


554 


715 




9391 


39759 


A 


9451 


193 


472 


RRVGVWRRPQFQQSRCSHGPN 
QGSAPWLNPTGAFGKETDLLLX 
nn^i v<UFfiKRRi \KRF^\/i\/r;/n 

ufOL v on vj ivrvrvL* \rvivi ojvj v \jf l/ 

RMASKNALNAQPDGPGLTCSL 
APNIISQL 


9392 


39760 


A 


9452 


1 


864 


GTRMG L AG VC A LRRS AG YI L V 
GG AG/WS VL APRA A A ARRCSE 
GEWASGGVRSFSRAAAAMAPI 
KVGDAIPAVEVXFEGEPGNKVK 
PG KSLFKGKKG VLFG VPGGPPP 
LGCS\KTHL A KGLWEQG * RLCK 
AKGKSRVVALF*VVNDALCDW 
AQWGQAPQGGKARFGLLAESP 
LGPFGK\ETDLL\LDESLVSHLL 
G 1 RRLK\RFS\M VVQDGI V\KAL\ 
N V EPDGTG LHLAA W A PN I IFTA 
1 EAI GPDI LPI PPPYS<5PPPAI C 
LGPLQFGNVGQISAINTLWVLR 
PKQKKKKKS 


9393 


39761 


A 


9453 


1 


239 


QCCSGGTHGNPAIGDRXMQKQI 
LPWAPAQMKIRFMAPPERKYS 
VWIAAPILASLSTSSRMWISKQE 
YDESGPSIVHRKCF 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, Sponsible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9394 


39762 


A 


9454 


2 


80! 


ASAPRAQSLAFADPPPVHTRRQ 

LTMDDDIAALVVDNGSGMCKA 

GFAGDDAPRAVFPS1VGRPRHQ 

GVMVGMGQKDSYVGDEAQSK 

RGILTLKYPIEHGIVTNWDDME 

KIWHHTFYNELRVAPEEHPVLL 

TEAPLNPKANREKMTQ1MFETF 

NTPAMYVAIQAVLSLYASGRTT 

G I VM DSG DG VTH TV P I Y EG Y A L 

PHAILRLDLAGRDLTDYLMKIL 

TERGYSFTTTAEREIVRDIK/EE 

AVLRRPGLRARDGHGVASSSSL 

EKSYELPDGQVITIGNERFRCPE 

ALFQPSFLG\MESCGIHETTFNSI 

MKCDVDIRKDLYANTVLSGGT 

HQFPLPCRPGC*KK1TALEP\AT 

\AI/"1\X>11 A \DDC A/^CTDI \1/XI D /"* A D 

IVIrvi\KJIA\rrbAyo I rLWNKOAr 

II \ A CI \/LJ1 DA VA/dl/TkAf CDCVn 

ESG PLPF VH RK\CFQLLPGEE LR 


9395 


39763 


A 


9455 


3 


108 




9396 


39764 


A 


9456 


1 


1430 


MKFLIFAFFGGVHLLSLCSGKAI 

CKNGISKRTFEEIKEEIASCGDV 

AKAIINLAVYGKAQNRSYERLA 

LLVDTVGPRLSGSKNLEKAIQI 

MYQNLQQDGLEKVHLEPVRIP 

HWERGEESAVMLEPRIHKIAIL 

GLGSSIGTPPEGITAEVLVVTSF 

DELQRRASEARGKIVVYNQPYI 

NYSRTVQYRTQGAVEAAKVGA 

LASLIRSVASFSIYSPHTGIQEYQ 

DGVPKIPTACiTVEDAEMMSRM 

ASHGIKIVIQLKMGAKTYPDTD 

SFNTVAE1TGSKYPEQVVLVSG 

HLDSWDVGQGAMDDGGGAFIS 

WE ALSL 1 KDLGLRPK RTLRLVL 

WTAEEQGGVGAFQYYQLHKV 

NISNYSLVMESDAGTFLPTGLQ 

FTGSEKARAIMEEVMSLL\QPL 

NITQVLSHGEGTDINFWIQAGW 

rUAwbLL/ULY tv T rr rxrirlorlvjL/ 
1 IVI I VriOIV^ 1 l^MtUL*L.L»Lrr WAV V 

VSYV\VADME\EMLPRS 


9397 


39765 


A 


9457 


2 


631 




9398 


39766 


A 


9458 


I 


406 


PTVCERELCVFAFQTLGVMNE 
AADEIATGAQVVDLLVSMCRS 
ALESPRKVVIFEPYPSVVDPNDP 
QMLAFNPRQLKFMHTPHQFLL 

i cenn a \s t?oxiCD A A l/ 1 1/ 1 r?/~> onrc 
LSSPrAKboNr KAAKKLrUb 1 r 

Ap/Ul lAfl A MYPi^fil VI <spX/|CC|C 
/A r/ 11 L-ilVjrVlVI IVJoVJI I L,oI IVIoOlkJ 

FGYSA 


9399 


39767 


A 


9459 


7 


257 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, ^possible nucleotide 
deletion, ^possible nucleotide insertion) 


9400 


39768 


A 


9460 


2 


649 




9401 


39769 


B 


9461 


50 


607 




9402 


39770 


A 


9462 


627 


1665 


EQAGQALSTAPVGDGHELLCE 

VGSSSFRDVLGTSMGLCGGY/G 

GAS/GMGGITAVTVNQNVLSPL 

NLEVDPNMQGMHTQEKEQVK 

TLNKSASFVDKVLFLEQQN KM 

LETN WSLLQQQKPAQSNM DN 

MFESYINNLLGQLEILGQEKLK 

LEAELGNMQGLCMFFVKEDFK 

KKYEDEINKPTEMENEFVLIKK 

DVDDAYMNKVELEFRLEGLTD 

EINFLRQLYEEEIPELQSQILDTS 

VVLSMDNSRSLDMDSI1AEIK.Y 

EELQTLAGKHWDDRRLTKTKIS 

EMNRNISRLQAE1EGLPQRPEQ 

RASLESVIADAEQRGELAIKDA 

KTKLSELEAAQQRAKQDMAHG 


9403 


39771 


A 


9463 


2237 


2656 


LSCSLFSGFAGTRFFGTSILRLPL 

MYCPVNDSGTAIIASSGPSATTS 

PP*TPAPGPMSITWSAARIASSS 

CSTTITVLPRSRRW1SVPNRRSL 

SRWCRPIDGSSSTYITPTRPAPI 

WLARRIRCASPPESVSAERESV 


9404 


39772 


A 


9464 


3 


2790 


EFVLIKKDWDEAYINKVELESR 

LEGLTDEINFLRQLYEEEIRELQ 

SWISDTSVVLSMDNSRSLDMNS 

VIAEVKAQYEEIANRSQAEAES 

MYQIKDEELQSLAGKHGDNLR 

CTKTKISEMNRNISRLQAENEG 

LKGQRA FLE AAI A DAEQCG EL A 

IKDANA KL/SELEA A LQRAKQD 

MAWQLRVLMNVRLALDIEIATY 

tflfl 1 CPCCCDI CG^'kjI/'WIKilCllJ'r* 

KNLLbUbkalvLbMjM(^NIViSlH 1 
KTTSGYASGLSSACGGLTSPGL 
SYGLGASSFSRT 



WO 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 

* Q Inn ffwlnn /~nncv i Kl »» nufl4»nti/lf» 

•fwp *.wjuii» /~-jiusaiuic nucicunuc 
deletion, \=possible nucleotide insertion) 


9405 


39773 


A 


9465 


2 


1516 


S A I PTSTP A STM S IR VTQKS Y K V 

STSGPRAFSSRSYTSGPGSRISSS 

SFSRVGSSNFRGGLGGGYGGAS 

GMGGITAVTVNQSLLSPLVXLE 

VDPNIQAVRTQEKEQIKTLNNK 

FASFI DKVRFLEQQN KMLETK 

WSLLQQQKTARSNMDNMFESY 

INNLRRQLET\LGQEKLKLET\E 

LVGNMQGLVEDFKNKYEDEINK 

RTEMENEFVLIKKDVDVDEAY 

MNK V ELESRLEGVLTDEIN F\LR 

QLYEEEIRELQSQISDTSVVLSM 

DNSRSLDMDSIIAEVKAQYEDI 

ANRSRAEAESMYQIKYEELQSL 

AGKHGDDLRRTKT*DLLR*TRN 

ISRLQAEIEGLKGQRASL\EAAI 

ADAEQRG\ELAAKDANAKL\SE 

LEA ALQRAKQDMARHLR* VTR 

ELD*TFKLGPGTFE1\ATYRKLL 

EGEESRL\ES\GMQNMSIHTKTT 

GGYAGGLSSAYGGLTSPGLSYS 

LGSS\FGSGAGSSSFSRTSSSRAV 

VVKKIETRDGKLVSESSDVLPK 


9406 


39774 


A 


9466 


1410 


3244 


PPCRRSH PRPPL RGEQKPRPSQP 

PFAVPAAPAPQV*\PQMIDLCNV 

GFQFYRSLEHFGGKPVKQEPIK 

PSAVWPQPTPTPFLPTPYPYYPK 

VHPGLMFPFFVPSSSPFPFSRHT 

FLPKQPPEPLLPRKAEPQESEET 

KQKVERVDVNVQIDDSYYVDV 

GGSQKRWQCPTCEKSYTSKYN 

LVTHILGHSGIKPHACTHCGKL 

FKQLS H LHTHM LTHQGTRPH K 

CQVCHKAFTQTSHLKRHMMQ 

HSEVKPHNCRVCGRGFAYPSEL 

KAHEAKHASGRENICVECGLDF 

PTLAQLKRHLTTHRGPIQYNCS 

ECDKTFQYPSQLQNHMMKHK 

DIRPYICSECGMEFVQPHHLKQ 

HSLTHKVLRGLWWGGRGLGK 

RSGALSRALGSRTPVPLCTLPR 

GGLQGEIQAQESEFSPVCNHSP 

GVIQAELKQGPSGVPEILPQLNS 

CPTKGTCRYYPEGSRLPSAGTI 

NKGPRLGFSRKGDHSLTSGAPL 

YVGKESKVHFRAYEDPGVKEH 

K.CGICGREFTLLANMKRHVLIH 

TNIRAYQCHLCYKSFVQKQTLK 

AHMIVHSDVKPFKCKLCGKEF 

NRMHNLMGHMRLA\RNGKPLK 

RL YCPSK FTLKGN LTRH M K V K 
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SEQII) 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


StQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 

*~StOD COdon. /— DOssihlt* nnrlrnliflf 

deletion, \=possiblc nucleotide insertion) 


9407 


39775 


A 


9467 


1 


1309 


MRJQQLCGHLWQQKKISLELM 

SSFHKILKNKMGCGVTPDSKEL 

LKYLSYCNSYPLTGSPQEAPVS 

DVPLPVSKCSHCSVQLIMCLRP 

EHIPNSPGIKGQGIKQHEEK.HPT 

LLHLDASHLMTCFVVEMTLYV 

LIAGFKSLCSIHSYPPRTLRHLC 

EKVWDSLLENERRHEKRGPAN 

FLHRLPAEHQWGIVQSSNIMAG 

LSARLQLFLEHRPFPVFELTAN 

GCPTKGLQGEIQAQESEFSPVC 

NHSPGVIQAELKQGPSGVPE1LP 

QLNSCPTKGTCRYYPEGSRLPS 

AGTINKGPRLGFSRKGDHSLTS 

GAPLYVGKESKVHFRAYEDPG 

VKEH KCG ICGREFTLL ANM K.R 

HVLIHTNIRAYQCHLCYKSFVQ 

KQTLKAHMIVHSDVKPFKCKK 

SFTAQGNSAPQEDAGSQGE/PV 

CLL/CPNWGQRKGRAWRHLRH 


9408 


39776 


A 


9468 


3 


4804 


KRLENIQKTLEVAFSEAVWMQ 

PSVVLLDDLDLIAGLPAVPEHE 

HSPDAVQSQRLAHALNDMIKE 

FISMGSLVALIATSQSQQSLHPL 

LVSAQGVHIFQCVQHIQPPNQE 

QRCEILCNVIKNKLDCDINKFT 

DLDLQHVAKETGGFVARDFTV 

LVDRAIHSRLSRQSISTREKLVL 

TTLDFQKALRGFLPASLRSVNL 

HKPRDLGWDKIGGLHEVRQIL 

MDTIQLPAKYPELFANLP1RQRT 

GILLYGPPGTGKTL 


9409 


39777 


A 


9469 


2 


1844 




9410 


39778 


A 


9470 


3 


772 


V PNPYTLLSQIPEE AE WFTV L D 

LKDVFFC1PVHPDSQFLFAFEDP 

LNPMSQLTCTVLPQGFRDSPHL 

FGQALAQDLSQLSYLDTLVLQ 

YVDDLLLAACSETLCHQATQA 

LLNFLATCGYKVSKEKAQLCS 

QQVKYLGLKLSKGTKALSEECI 

QPI LAY PH LKTLKQLREFLG ITG 

FCRIW/NFQALLLERPVLQLCTC 

ATLNPVTFLPDNEVEEYNCQQII 

SQTYATRGDLLEVPLTDPDLNL 

YTDGSSFVEKGPQKA 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQH> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknowo, 
*=Stop codon, possible nucleotide 
deletion, \=possible nucleotide insertion) 


9411 


39779 


A 


9471 


1 


6504 


MWGSDRLAGAGGGGAAVTVA 

FTNARDCFLHLPRRLVAQLHLL 

QNQAIEVVWSHQPAFLSWVEG 

RHFSDQGENVAEINRQVGQKL 

GLSNGGQELHAVSLEQHLLDQ1 

RJVFPKAIFPVWVDQQTYIFIQ1 

VAL1PAASYGRLETDTKLLIQPK 

TRRAKEN TFSKAD AE Y K K LH S 

YGRDQKGMMKELQTKQLQSN 

TVGITESNENESEIPVDSSSVAS 

LWTM1GSIFSFQSEKKQETSWG 

LTEINAFKNMQSKVVPL 


9412 


39780 


A 


9472 


2 


1658 




9413 • 


39781 


A 


9473 


1 


617 


MCSWTAPVSSILTHPNWPVLR 

MAGLTGCASVAMKKKIEHNCQ 

QVIAQTFTTRGDLLEIPLTDPGL 

NLYTDGSSFVEKGLRKAGYAV 

VSDNGILESNPLTPGTSAQLAEL 

IALTWAPELEEGKRVKRKKAI 

WREREFLTSEGTPIKHQEA1RRL 

LLAVQKPKEVAVLHCRGH/QE 

GNCQVDIEAKRATRSQVARGH 

KICDFPSCSYR 


9414 


39782 


C 


9474 


587 


715 




9415 


39783 


A 


9475 


96 


269 




9416 


39784 


A 


9476 


1 


1398 




9417 


39785 


B 


9477 


1 


1152 




9418 


39786 


A 


9478 


3 


241 




9419 


39787 


C 


9479 


202 


534 




9420 


39788 


A 


9480 


108 


199 




9421 


39789 


A 


9481 


125 


352 




9422 


39790 


A 


9482 


2 


325 


RRSLALSPRPDCGLQWHNLGSL 

QAPLPGFTPFSCLSLPSSWDYRR 

PPPRPANFLYFLVETGFHLVSQ/ 

SGLDLLTS\DPPASASQSAGITG 

VSHRARPQNLFFKVRCPE 


9423 


39791 


A 


9483 


184 


383 


LGLQ\WRNLGSLQAPLPGFTPFS 
\CLSLPSSWDYRRPQPRPANFFF 
FVFFLVKTGFHLVSQGVGVLDLL 
TS*SHPASAFQSAG\1IGVSHRRP 
AITLQF 


9424 


39792 


A 


9484 


1 


416 


MGRSFLGGGSTLMLLGGGQLH 

1 LTPSFPS WTETGN YTCEFCGKQ 

YKYYTPYQEHVALHAPIRNSA 

KDDHRSASILSENRGSHQ/SHAS 

CHHHYHCHYYHQHHHCLHHH 

SYHHHHCHHHRGIS4WRNWDTV 

LWIHQTQPVQD 
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SEQID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9425 


39793 


A 


9485 


-> 
J 


534 


GRRQRRSRHLLHRRQDRQSAP 

GSGSKIPQKAKVKLAADEDDDD 

DDEEDDFDDEETEEAPVKKSIQ 

DTPARNAQKSDQNGKVSKPSS 

TPRSKGQESFKKQEKTPKTPKG 

PRSVEDIKTKMQAS1EKAHGTV 

i nTTVfTKMPi p^rtWHPk'PHfiA a 

Lu I 1 VUlNlrLKUulN^DlvrnvJAn 
Kj V WruNJUVyl^l^^N^LyKL/ 
V i 3UO 


9426 


39794 


B 


9486 


44 


yz4 




9427 


39795 


B 


9487 


A 1 

4 1 


O 1 Q1 




9428 


39796 


B 


9488 


67 


1507 




9429 


39797 


A 


9489 


134 


311 




9430 


39798 


A 


9490 


5 


1545 


EK1QINTI/KNDKG1LPLDPTEIQI 

Tl REY YEH LY AHKL EN LEEI DK 

FLDIYTLPRLNQEELESLNRKPN 

TACSNLRDGSLLLGDGHGSSIQ 

A Al EVVGAGSV ATKG RG RQDD 

TDPSNRYHRPPYSQEEKEQCITL 

LLSWCLGDSQGPQCRPQLSLQE 

LRREFTVSLHLARKLLSEVRGQ 

AHRFVSPPNAAGAGDGQTPNPF 

WPPLTDLAPQAESHLPGVNLYL 

LPLGEQLPDVSLTFQAWRRLSV 

KCTAVRAYQTTRVVETSSCRL 

HVKGASNASTHRSPKEVTQGT 

N KSERRTRETQRA 1 RERN M AGC 

CTC ATDV L VTLQSLM EG L A LQ 

PQRTRALLLGSASIKASCAVTI1 

LMSENLGKGCSKKSEGMVRRY 

AKHKKQEIKPYYQRKSPSLERG 

QEEK.KVGREDREGSENQYLYG 

PSNISEARNRLPECGRMGLGYV 

a pi pi r;r)PRQ^TP<;FA<Jvnp<i<;i 

/\I\JL<r LivJ L-ZIvixoO 1 rornj I Ul uoL 
V 1 I vjnJvlVOV^Ix V OL/ll\ V I IvLAjrJN 

VGGPCKGTGIDLQCEREKKNEE 


9431 


39799 


A 


9491 


32 


2123 




9432 


39800 


A 


9492 


1 


911 


MSTLKGLIIKIIISVMIASEFILEE 

RIKTGLNAAKHCFAAPSQAASH 

T1SRPIPMPIRSASACSTPTHTPQ 

DSLTGVGGDVQEAFAQSSRRN 

LRNDLLVAADSITNTMSSLVKE 

LNSEVGSETESNVDSEFARTQF 

EDLVPSPTSEKAFLAQFHARKP 

G Yl HSG ATTSTMRGDM VTGNDA 

N P Y VQPEDEN Y ENDS VRQLEN 

ELQMEEYLKQKLQDEAYQMPL 

VPTKKE1HMEDFLSSLPEGAIAQ 

CPRTFIPDCRRKGASYSOTDDES 

NMKTGDDGEPCGHTEEEDSSL 

AAASPKRGTTTPSSS 
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SKQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9433 


39801 


A 


9493 


2 


2233 




9434 


39802 


c 


9494 


477 


737 




9435 


39803 


A 


9495 


2 


746 


GQATHFMAKEV*QWAHAHGIH 

WSYRVPHHPEAAGLIEWWDCL 

LKSRLQCQLGDNTLQAWGKVL 

QKAVYALNQCPIYGTVSP1DRI 

HG S RNQRVE VE VE V A PLT1TPS 

DPLAKFLLPGLTTLCSAGLQVL 

VPEGGM LPPGDTTTIPLNRKLR 

LPPGHFG LFLPLSKQAKMRVTA 

LAVVIDLDYQDEISLPLHNGDK 

FEYARSTfiDPLERLLVLPCPVIE 

VNGKLQQHNLGRTTNGPDPLG 

MKVWVSPPG 


9436 


39804 


A 


9496 


70 


532 


HVALLMPLQNSRSFSGYGFAYP 

ARNTFSKTTIHGLKECLIHHHG I 

PSSIASDQGTRFLPKEV/RKWAH 

AHGIHWSYHVPHYPEAASP/HS 

DPLAKFLLPVPTTLCSAGLAVL 

VPEGGMLPPGDATMIPLNLSSR 

SHLGMPTTSLKVVRMCSKDKY 


9437 


39805 


A 


9497 


51 


408 


CVPEPRTPSLGFQT/HPAAHAPG 

AQAPGSAH/DRLSSAGPGSRAA 

PRAPWRPWTIGYSESQPTVL\RP 

GOPWPGRGVSGSSAPSVPSALR 

GPPRSSRPSCCTWWCLWRCRH 

RDLGRDINFTL 


9438 


39806 


A 


9498 


3 


618 


SSCAFSH RSSRPSRCHTVRRSTA 

PCAAS*HSSRAPKRHWALPGSS 

G*S/WRETPSTHW*P*TLPRWRT 

ALRPSQ*PRPRVFRVRKPCSSRP 

PTITRCALASAQ* SCA A\PTSSL A 

QRKSSRSPRRTATTWGTA RRSR 

AHAVPAGRSPAPSASPAPPQAP 

RAWSAAAPASPSRLSSAGRGRO 

AAPRAPWRLRGPPRSCRPTCCT 

WWCP 


0410 


10807 


R 

D 


0400 

7477 


i. 1 J 


293 








c 


7JUU 


1 
J 


1 170 




9441 


39809 


C 


9501 


25 


481 




9442 


39810 


A 


9502 


27 


265 




9443 


39811 


A 


9503 


2 


326 


GRVGGRVGSDLGRGDMAKRT 
KKVGIVGKYGTRYGA/SRVRK 
MVKKIEISQHAKYTCSRCGKT 
KMKRRAVGIWCCGSCMKTVA 
GG A WTYNTTS A VTVKS A 1 RRL 
KELKDQ 



A 
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SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9444 


39812 


A 


9504 


2 


1125 


RVGRPPLPPRPTHPRRKPLPPNN 

VTGKPGSAGHSSGPITTPPLRST 

PRPTGTPLERIETDIKQPTVPAS 

GEELENITDFSSSPTRETDPLGK 

PRFKGPHVRYIQKPDNSPCSITD 

SVKRFPKEEATEGNATSPPQNP 

PTNLTVVTVEGCPSFV1LDWEK 

PLN DTVTE Y E V I SRENGSFSG K 

NKSIQMTNQTFSTVENLKPNTS 

YEFQVKPKNPLGEGPVSNTVAF 

STESADPRVSEPVSAGRDAIWT 

ERPFNSDSYSECKGKQYVKRT 

WYKKFVGVQLCNSLRYKIYLS 

DFLTGKPYNIGDQRGVHGEDHC 

KEGYFRAVRQEPVQFGEIGGHT 
QINYVQWYECGTTIPGKW 


9445 


39813 


A 


9505 


2 


385 


REAGSGGNDNFARRRNFSGNRG 
G\FGG\SRGG VWI WVAVGDG Y 
NGFG\NDGSNFG\GGGSY\NDF 

WCIN J INrwOvJJL/V^lNrVJr nCVJUClrU 

GQKLLA PYGG WRPNTFAKPTK 
PQGG\YGG\SSSS\SSYGKWPEDF 


9446 


39814 


A 


9506 


945 


2313 


TRVLLESRAGSQQSEGEASWQ 

RGYARPSCQAAISFPEHRRALR 

ALWAGDCRVADAGPGSSSSTPP 

SPPSLPKTSVSLGFLCFKKSLAA 

SCASGRERQLEA*VWASQPLSP 

TQWSEGQLGVRVWASQPLSPT 

QWSEGQ/PGGPSVGISTSLTYPV 

EGRT/GWGPECYVFCMLHRLPE 

QHDCTFDHMGRGREEAIMKM 

VKLDRKVGRSCQRIGEGGQED 

DVVASILVSMQPHSPRTPSPHLP 

YSKFKDFSSCNCARQGWKEMG 

AC VQRPSA VLGGTRPVS VQ A K 

QPLPCFLLGASALGSCGTGLGV 

KDRDIDR1VVMSVMKILRGNQR 

PSGDEQARGQRAREGLGGLGV 

RRACREQWAVLCPLVHRNWV 

CVSSFLIASQSNSPQQQHNCCY 

ANNSPOOFFfiMVGROAFTFI 1 

GGVRNRKPWVGVGRGLOGSH 

QQHIQGAVSSPSSPKKGVSKRE 


9447 


39815 


A 


9507 


3 


684 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


9448 


39816 


A 


9508 


15 


513 


RIRLEGLWGSSKTMNLCSKCFA 

DFQKKQPDDDSAPSTSNSQSDL 

FSEETTSDNNNTSITTPTLSPSQ 

QPLPTELNVTSPSKEEYSQSENE 

ASPVKRPRLLENTERSEETSRSK 

QKSRRRCFQCQTKLELVQQEL 

G\MCRCGYVFCMLHRLPEQHD 

CTFDPHGAVAGR 


9449 


39817 


A 


9509 


818 


1455 


SDY1TRDG ASFTKA LLTWKNPV 

PNFF WK KDTFK.L WGEV 1 RSTM 

WKT/DQSPSAAWMGGFGAQPP 

QGQ A PPP V 1 PPPNQAG YG M AS Y 

QTQILPSPHILAVFMLPERGPNP 

DPKRGFLDLARKNLGNWVSTIT 

FLSRFPGVQVLQEFVVPGTMPL 

LRPLELPMHFNPHFSTALASLIA 

DELYLLPQLSVSQMGESFPSFD 

MMAICAQASTNRLWMP 


9450 


39818 


A 


9510 


1 


1132 


MMEDDGQPRTLYVGNLSRDVT 

EVLILQLFSQ1GPCKSCKMITEH 

TSNDPYCFVEFYEHRDAAAAL 

AAMNGRKILGKEVKVNWATTP 

SSQKKDTSNHFHVFVGDLSPEI 

TTEDIKSAFAPFGKISDARVVK 

DMATGKSKGYGFVSFYNKLDA 

ENA1VHMGGQWLGGRQIRTNW 

ATRKPPAPKSTQENNTKQLRFE 

DVVNQSSPKNCTVYCGGIASGL 

TDQLMRQTFSPFGQ1MEIRVFPE 

KGYSFVRFSTHESAAHA1VSVN 

GTTIEGHVVKCYWGKESPDMT 

KNFQQVDYSQWGQWSQVLGN 

PKPSD\RYMANGWQVPPYELY 

GQPWNQQAFGV\DQSPSAAWM 

SGFGA\QPP\QGQAPPP\VIPPP1M 

QAOYGMXASYQTQ 


9451 


39819 


B 


9511 


1 


1212 




9452 


39820 


A 


9512 


1 


1032 





WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /—possible nucleotide 
deletion, \=possib1e nucleotide insertion) 


9453 


39821 


A 


9513 


17 


976 


SGRP/GGPGGPGMGKPRCF/RGE 

VFG1VIRGPGFPPGGRGRGR\GR 

GARGGKGPRIKGLGCPSTKLGX 

RLVKDH'RSKFPWRRSIYSYSG 

PLKESE\HDF\FLGGLLSKDEVFE 

RLCQVQEPEPVPGQRHQGSRHF 

VARGNYQWPTVGSGVLKCSQE 

/VW>TAHPVGPI1LAKLLHSSPC 

AEGYWGEQSIGKAP/HTVPCQ/ 

VWTGRCGSVLVRPHPWHPRGS 

GIVSAPVA\KKLLMMAGIDDCY 

T\S A RG CTATLG\N FA KA T\FD A 1 

SKTYSYLTPDLWKETVFTKSPY 

QEFTDHLVKTHTRVSVQQTQA 

PAVAYNIGFLYKKNKVN 


9454 


39822 


A 


9514 


1 


866 




9455 


39823 


A 


9515 


1 


1793 


MAAAAVSGALGRAGWRLLQL 

RCLPVARCRQALVPRAFHASA 

VGLRSSDEQKQQPPNSFSQQHS 

ETQGAEKPDPESSHSPPRYTDQ 

GGEEEEDYESEEQLQHRILTAA 

LEFVPAHGWTAEA1AEGAQSLG 

LSSAAASMFGKDGSELILHFVT 

QCNTRLTRVLEEEQKLVQLGQ 

AEKRKTDQFLRDAVETRLRMLI 

PYIEHWPRALSILMLPHN1PSSL 

SLLTSMVDDMWHYAGDQSTD 

FNWYTRRAMLAAIYNTTELVM 

MQDSSPDFEDTWRFLENRVND 

AMMMGHTAKQVKSTGEALVQ 

GLMGAAVTSPRSRRGGWWPLG 

EMPYANQPTVRITELTDEMVKF 

HENTDLAVANSIRRVFIAEVPII 

AIDWVQI DANSS VLH DEFIAHR 

LGLIPLISDDIVDKLQYSRDCTC 

EEFCPECSVEFTLDVRCNEDQT 

RHVTSRDLISNSPRVIPVTSRNR 

DNDPNDYVEQDDILIVKLRKGQ 

ELRLRAYAKKGFGKEHAKWNP 

1\AGVAF\EYDPDNALRHTV\YP 

KPEEWVPKSEYSELDEDESQAP 

YDPNGKPERFYYNVESCGSLRP 

ETIVLSALSGLKKKLSDLQTQLS 

HEIQSDVLTIN 


9456 


39824 


A 


9516 


3 


176 


FFFFFAETNSK*ITYQN1HIMVEI 
FQNS1FWDLYTKDKQIRGQEAA 
RREKRGLGRPL 


9457 


39825 


A 


9517 


1485 


1679 


RVGDAGHDDPGKPGPPGAGHR 
PEG*TGAHSLRAGLPACRAEPA 
GPGRAREGSttAPGHCAEELLQ 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possi blc nucleotide 
deletion, \= possible nucleotide insertion) 


9458 


39826 


A 


9518 


1 


232 


FFFFETESCSVAQAGVQWCDLG 
SLQTLPTG/SSRHSPASAFRVARI 
TGARYHVRLIFVFLVQTGLHHL 
GQADFDLLTS 


9459 


39827 


A 


9519 


1 


2408 


GTLVTKVAPVSAPPKVSSGPRL 

PAPQIVAVKAPNTTT1QFPANLQ 

LPPGTVLIKSNSGPLMLVSPQQT 

VTRAETTSNITSRPAVPANPQT 

VKICTVPNSSSQL1KKVAVTPV 

KKLAQIGTTVVTTVPKPSSVQS 

VAVPTSVVTVTPGKPLNTVTTL 

KPSSLGASSTPSNEPNLKAENSA 

AVQINLSPTMLENVKKCKNFLA 

MLIKLACSGSQSPEMGQNVftK 

LVEQLLDAKIEAEEFTRKLYVE 

LKSSPQPHLVPFLKKSVVALRQ 

LLPNSQSFIQQCVQQTSSDMVI 

ATCTTTVTTSPVVTTTVSSSQSE 

KS11VSGATAPRTVSVQTLNPLA 

GPVGAKAGVVTLHSVGPTAAT 

GGTTAGTGLLQTSKPLVTSVAN 

TVTTVSLQPEKPVVSGTAVTLS 

LPAVTFGETSGAA1CLPSVKPV 

VSFCWDHI\CKPVIGTPVQIKLA 

QPGPVLSQPAGIPTGSSSVKQLFS 

LFHVVQQPSGGNEKQVTTISHS 

STLTIQKCGQKTMPVNTIIPTSQ 

FPPASILKQ1TLPGNKILSLQASP 

TQKNRIKENVTSCFRDEDDIMD 

VTSMAGVNLNEENAC1LATNSE 

LVGTLIQSCKDEPFLFIGALQKR 

ILDf G KKHDITELNSDA VNLISQ 

ATQERLRGLLEKLTAIAQHRMT 

tv^ ACCMvn rcriTDcni i/ci c 
1 YKAocIN IlLUoLJ 1 KoyLIvrLc 

KLDQLEKQRKDLEEREMLLKA 
AKSRSNKEDPEQLRLKQKAKE 


9460 


39828 


A 


9520 


1 


637 


mlsnvkrgriclpngtwahdl 
vtpptasllllltepampsvafc 
hsili vtkgg vkrtrvpppnnss 
gartgnplkvkhisfktgdelif 
ldphttqtfvdteengtgndqt 
fhclqspqr\mn i lnldps v alg 
ffckeekdfdnwcslvqkeilk 
enlrmfelvqkhpshwppfvpp 

AKP\EVTTTGAEFI\DSTEQL\EEF 
ULXhbUr bILo V 


9461 


39829 


A 


9521 


3 


176 




9462 


39830 


B 


9522 


1 


792 





WO 01/075067 
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SEQID 

NO: 


SEQ 10 NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location oflasl 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


9463 


39831 


A 


9523 


2 


486 


NGHVGLGVKCSKEVATAIRGA1 

ILAKLSIVPVRRGYWGNK1GKP 

HTVPCKVTGRCGSVLVRLIPAP 

RGTGIVSAPVPKKLLMMAGIDD 

CYTSARGCTATLGNFAKATFD 

Alois. I YoYVLI rL>LUrwC\ 1 Vrl Ko 
r\ l^tL I UnLVN. I rl 1 fx Vov VJKi 
QAPAVATT 


9464 


39832 


B 


9524 


1 


2991 




9465 


39833 


A 


9525 


3 


263 


KHENWSTARQSLHACSRVTWQ 

IN KLlvLoIN Is. WIVlrori V LLLLr o/H 
or JU 1 oLoVINrrK 1 LlorrorlC 


9466 


39834 


A 


9526 


1022 


1201 




9467 


39835 


C 


9527 


1 


924 




9468 


39836 


A 


9528 


2 


837 


WKNCLEKRSM LTM H Rl LES * D* 

RQE/ILERHDAKYHSPKAEEKQ 

MKHKAGSQIVKKEEAKLALAL 

EGFCRFRNHHQTGFSPAGATQR 

GPLVAILSGPGGEGQSAVARJLT 

GEKKNHPGAQYANRLSPRVGR 

FINAAGTTGFPTGKRAWPPFRL 

FLPHKGFADWGPTINQDFRLLG 

QPS V ARFLNFSQG PAGEGQS A V 

ARLPGH PFITQPYPI LPG YAA AG 

1VJI/">A1 ADDDDII R4fCr\CI COXlI?/~*U 

SSAYYHLFRRSNQAFKGTNNCL 
KKITPRPATHRSTVVIH 


9469 


39837 


A 


9529 


3 


1137 


APAPSPVGSGSCCLSHMFFHPPS 

RAN RAF VD\YAPMDE1QN AE1N 

SQVRRYLEGTLDEIDVRNPSVT 

TMLSQPGPPSPGHTPTHALLAS 

EPHVNGCKTVSTVHEDYSGSSE 

SSNDESDSEDTDSDDSSIPRNRL 

QSVVAVPKNSTLPMEETSPCSS 

RSSQSYRHYSDHWEDERLESRR 

HLYEEKFESIASKACPQTDKFFL 

HKGTEKN PEI S FTQSSRKQ1DNR 

LPELSH PQSDG VDSTSHTDV KS 

DPLGHPNSEETVKAKIPSRQQE 

ELPIYSSDFEDVPNKSWQQTTF 

QNRPDSRLGKTELSFSSSCE1PH 

VLKjLrlootcLKJNbVJ WLJroV;C.IS.r 

N AEQ YGGTRD Y WQ ANG LLG S 


9470 


39838 


A 


9530 


1 


1857 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Slop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


9471 


39839 


A 


9531 


1 


989 


MEDWKVRGHQEKTLAFEVQSF 

SCSERETTLVLLLRSPAVPQLLL 

HGLCGPDLSTKAAQCHFKAIW 

QSLGNTLGAVSDQATPGHVKS 

LPPGAL1SRQGRGQFCSVDAVF 

LLHDSPELPSSLPHGASLPLASS 

DKQAEQTWLGAVGSVQCTS1T 

ACPRDLEDRPHLTEHPPAGVHC 

GQNPCPCHLIFTLYSKSLPLDLA 

CRI WDVFCRDGEEFLFRTALGI 

LKLFEDILTKMDFIHMAQFLTVR 

LPEDLPAEELFGPSIATIQMQSR 

NKKWAQEPGHELEWPDRSFRP 

RVLACPMGSREHRLQPACSGST 

GQGHTKALFPETCCQSPIFQDA 


9472 


39840 


A 


9532 


2013 


2270 




9473 


39841 


A 


9533 


3 


744 




9474 


39842 


A 


9534 


190 


991 


SVLSNKQNHCSQTAPPPPPPAA 

SGSRGWVWGLFWGLAAILEGS 

TGADWSQLPHSCCPSLLVPHVL 

SVVPLRPPHRDFPVEDVFTLPV 

YFSSDWLNEFWDALDVDDYRF 

VYAGPAGSWSPFHADIFRSFSW 

SVNVCGRKKWLLFPPGQEEAL 

RDRHGNLPYDVTSPALCDTHL 

HPRNQLAGPPLEITQEAGEMVF 

VPSGWHHQVHNLDDTI\SINHN 

WVNGFNLANMWRFLQQELCA 

VQEEVSEWRDSMPDWHHHCQ 

VIMRSCSGIKL 


9475 


39843 


A 


9535 


1 


885 


MKRRAVMGPPQVQAWKALDL 

WESSQVMEGKAVVPMGRNPM 

MRKATQGQLENSPALEKLLPPL 

QGN VG FA FTKEDLTEVRDLLL 

AN K VP A ATR AG AIG PCE VTVPA 

QNTG LG PEKI SFFQALGITTK I S 

RGTTEILSDVQLIKTGDRVGAS 

EATLLNTPN1SPFSFGLVIQQVF 

NNGSIYNPEVLDITEETLYSGFL 

EGVRNVAS\CLQTGYPPVASVP 

PSII/NGYKGCLALSVETDYTFPP 

APIfll^TFI AHPQAPVA A APVAT 
/VEK.IN. J rLnUronr VAAnrVA J 

TATAAPAAAAAPTKFENEESEE 
LDEDMGFGLFD 



WO 01/075067 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unltnown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9476 


39844 


A 


9536 


65 


988 


RTAVMPREDRATWKSNYFLKII 

QLLDDYPKCF1VGADNVGSKQ 

MQQIRMSLRGKAVVLMGKNT 

MMRKAIRGHLENNPALEICLLP 

H1RGNVGFVFTKEDLTEIRDML 

LANKVPAAARAGAIAPCEVTVP 

AQNTGLGPEKTSFFQALGITTK1 

SRGTIEILSDVQLIKTGDKVGAS 

EATLLNMLNISPFSFGLVIQQVF 

DNGSIYNPEV\LD\ITEETLHSRF 

LEGVRNVASVCLQIGYPVTVAS 

\/DTJCI IXI/^X/l/ n\/l Al CV/CTAVTC 

PLAEKVKAFLADPSAFVAAAPV 
AAATTAAPAAAAAPAKVEAKE 


9477 


39845 


A 


9537 


1 


993 


MREIALTQTRQCGKKIGAKVGI 

RGSEVPAPAYWVAREDVGSGS 

GLGGGWYVPCAVLVDLEPVT 

MDSLRSGPFGL1FRPTTSSLKLIE 

NADICTFCIDNEALYDIYSRTLK 

LPTPTYGDMNHLLSATMSGVT 

MCLGFPGQLNADLQKLSVNMV 

PFPRLHFFMPGFAPLTSRGSQH 

YQALTVAELTQQMFYAKNMM 

AARDPRHGRYLTAAAIFQGRM 

PMREVDEQMFNIQDKNSSYFA 

DWFPDNVKTAVCDIPPRG\LKM 

SGSFIGNNAAIQELRQCVSEQF 

I AMrl\i\Jw\\r Lli W Y 1 ObvjuVilJc. 

\MEFT\EAESNMND\LVSEYQQY 

QDATAQGGGG 


9478 


39846 


A 


9538 


231 


881 


SSLSGTKVGSLPFRLLHWMPVS 

YSSVTTRY YHRAG AEEGKDR1 1 

FVTKKDHETPSSAELVADDPND 

PYEEHGLILPNGNfNWNCPCLG 

GMASGPCGEQFKSAFSCFHYST 

EEIKGSDCVDQFRAMQECMHK 

YPDLYPQEDEDEEEEREKKPAQ 

aa PPT A PIP ATATtf PPPVPlAVKlP 

SKKVSFCCPVHYNIQNNLF 


9479 


39847 


A 


9539 


1 


804 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*-Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


9480 


39848 


A 


9540 


2 


3337 


SSLLEKMTSSDKDFRFMATSDL 

MSELQKDSIQLDEDSERKVVK 

MLLRLLEDKNGEVQNLAVKW 

LGVPLGAFHASLLHCLLPQLSS 

PRLAVRKRAVGALGHLATACS 

TDLFVELADHLLDRLPGPRVPT 

SPTA 1 RTL1 QC LG SVG RQ A G H RL 

GAHLDRLVPLVEDFCNLDDDE 

LRESCLQAFEAFLRKCPKEMGP 

HVPNVTSLCLQYIKHDPNYNY 

DSDEDEEQMETEDSEFSEQESE 

DEYSDDDDMSWKVRRAAA 


9481 


39849 


B 


9541 


1 


3178 




9482 


39850 


A 


9542 


190 


284 


LNAQPGTRRLWPAEIRPPPRRL 
GKGGQQVSHHPP1SCFYCECEE 
KRLCVNTHVWTK*T 


9483 


39851 


A 


9543 


62 


280 




9484 


39852 


A 


9544 


1 


1452 




9485 


39853 


A 


9545 


2 


998 


ITAGATPEERVICFVEYYLTAFH 

EGRKGALAKKPYNPIIGETFHC 

SWEVPICDRVKPKRTASR/PLLP 

AVMNTQWPMTLPKSYKLRFVA 

EQVSHH PP1SCFYCECEEKRLC V 

NTHVWTKSKFMGMSVGVSM1 

GEGVLRLLEHGEEYVFTLPSAY 

ARSILTIPWVELGGKVSINCAKT 

G YS ATV IFHTKPF YGG K VH RVT 

AEVKHNPTNTIVCKAHGEWNG 

TLEFTYNNGETKVIDTTTLPVY 

PKK1 RPLEKQG PMESRN L WRE V 

TRYM RLGDID A ATEQKRH LEE 

KQRVEERKRENLRTPWXPKYFI 

QEGDGWG1LQSPLESTLMGLEV 


9486 


39854 


A 


9546 


12 


740 


HFFLYKKL1PFVLKNCMFHFSP 

VRGTVVTNDRWGAGSICKHGG 

FYTCSDRYNPGHLLPHKWENC 

MTIDKLSWGYRREAGISDYLTI 

EELVQPLVETVFSAGNPLMDMG 

PHLDGTI\SVVFEERLRQMGSW 

LKVNGEAIYETYT\WRSQ\NDT 

VTPDV WYTSKPKEKL V Y A I FLK 

WPTSGQLFLGHP\KAILGAT\EV 

K\LLGHGQPLNWIFFGDKMGIM 

\VELP\OLTMHOMPCKWG\WAL 

A\LTNVI 


9487 


39855 


B 


9547 


1 


627 




9488 


39856 


B 


9548 


47 


504 





wo 
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SEQ ID 

NO: 


SKQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of las) 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»n, 
*=Slop codon, ^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9489 


39857 


A 


9549 


2 


379 


VDLVREFIERQ/HAKNRYYYYH 
RQYRRVPDITECKEED1MCMYE 
AEMQWKRDYKVDQEI1NIMQD 
RLKAFOOOSYRATOOGHPOAA 
SGGGSWRPLLOIFSf AA^A<;V 
RPGTS WONCRPPGPDLG KO 


9490 


39858 


B 


9550 


49 


707 




9491 


39859 


A 


9551 


3 


1162 




9492 


39860 


C 


9552 


342 


581 




9493 


39861 


A 


9553 


3 


513 


LLPHKPLAGFFKAYLPSEPPRV 

YVSSFWPQ/EYKPDTHQELFLQ 

EEIS/LLEDLNQVIENRLENKI/A 

FI RQHAI RVRIHALLL A RGLDPF 

IGPRRDWLVYPAVTGAVAFGF 

VEGLDPSOEHPRFOGTODNVSK 

DESTRKEOSVRLVGCGADDRK 

PRDLQILDRDRKGPELVQ 


9494 


39862 


A 


9554 


1 


1365 




9495 


39863 


A 


9555 


771 


1536 


PRPLSL WSRE AG KG VQDC Y I DN 

SQLCRKCDLCPTGSPQSLPPYAS 

IPPTPSPTIK/DPPSTQMV/QKET 

DKG VNN EPKSGNI PQ LCRLQ A V 

GGGEFGPARVRVPFSLSDLKQI 

KIDLGKFSDNPDGYIDVLQGLG 

QCFDLTWRDIMLLLNQTLTPNE 

KSAVITAAREFGNLLYLSQLRH 

WPVTLQPSAVPTPDSGTYDTKE 

CKIVOSVEMSMEVMIAVMSVO 

RQQGKQTQQQPLLVVVRSAEP 

AEESVPHKSSTRGAS 


9496 


39864 


A 


9556 


220 


249 


P*N* * PSTLTTGTGSTTT* QIRM 
KVN*MGN/DSPOGKNTPKMYS 
GEFSPVRVHVPFSLSDLKQIKID 
LG KFSDDPDG YIDVLQ 


9497 


39865 


A 


9557 


2 


385 




9498 


39866 


A 


9558 


84 


849 


PRPLSL WSRE AG KG VQDCY 1 DN 

SQLCRKCDLCPTGSPQSLPPYAS 

IPPTPSPTIK/DPPSTQMV/QKET 

DKGVNNEPKSGNIPQLCRLQAV 

GGGEFGPARVRVPFSLSDLKQI 

KIDLGKFSDNPDGYIDVLQGLG 

QCFDLTWRDIMLLLNQTLTPNE 

KSAVITAAREFGNLLYLSQLRH 

WPVTLQPSAVPTPDSGTYDTKE 

CKIVOSVEMSMEVMIAVMSVO 

RQQGKQTQQQPLLVVVRSAEP 

AEESVPHKSSTRGAS 


9499 


39867 


A 


9559 


66 


197 


ROWKG*KFVFOKM*DLGKYLO 
RQLFCLSSLVQPPWPVPTEIYP 


9500 


39868 - 


A 


9560 


1 


2340 




9501 


39869 


B 


9561 


1 


1776 





wo 
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SEQIU 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon. /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9502 


39870 


A 


9562 


1 


1349 




9503 


39871 


B 


9563 


107 


769 




9504 


39872 


A 


9564 


329 


2042 




9505 


39873 


A 


9565 


511 


1631 


HFGNHERTSKVMGNVPRKTKT 

PLRR1LENWEQFDPQTLRKKRLI 

FFCSAAW\PPEGSINYNTILQLD 

LFCRKGKWSEVP*VQTFFSLRD 

NSQLCKKCDLCPTGSLQSLPPY 

PSIP\TPSPLNKDPPSTQMVQKEI 

DKRVNSEPKSANIPQL*PLQAV 

GGREFGPARVHVPFSLPDLKQl 

KTDLGKFSDNPDGYIGVLQGLG 

QFFDLTWRDI\MSLLNQTLTPNE 

RSATITAARELGDLWYLSQVN 

DRMTTEERERFPTGQQAVPSAD 

PH*DTESEHGDWCCRHLLTCVL 

EGLRKTRKKAVNFSVMSTVTQ 

GKEENPTAFI FRI RFAI RKHT^ 

LSPDSIEGOI II KIKF1TRSAADI 

RKQTSKVHLRPGAKLKTPY 


9506 


39874 


A 


9566 


15 


178 




9507 


39875 


A 


9567 


3 


826 


RQLGTRNFLNGTKAKAFELSYL 

EKVPEGKDTVHKQSLLHHVGT 

MGGENFPDSSDLYSEIGAITRSA 

KDDFDQLQDNLCQMERRCIAS 

WDH LKA 1 AKH EM KPLLKQRM S 

ELLKDCAERII1LKIVHTRIINRF 

HSFLLFMGHPPYAIREVNINKFC 

RIISEFALEYRTTRERVLQQKQK 

RANHRERNKTRGKMITDSGKF 

SGSSPAPPSQPQGLSYAEDAAE 

HGFHFGCAFNI VPI OF^PAHTR 

SIVSAVFLLIP*HPVY*FKSVTPF 
LGKEQPL 


9508 


39876 


A 


9568 


1 


670 





1 c 



THIS PAGE BLANK (uspto) 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


9509 


39877 


A 


9569 


1 


2426 


MPKPSLEAGSCPRLEFPVEDAQ 

PVIKGEEFTPPPPNSYLALGD1ST 

EEWDLEVAQEYQERMPPQRAA 

L1CVFSWNLGRSLPAPAMRRPC 

QNFCVALSTFAGDPEPESEAEP 

EAEAGAGQVADEAGQD1ASAH 

EGAETEVEQALEQEPEERASLS 

EKERQNEGVNERDNCSASSVSS 

SSSTLEREEKEDKLSRDRTTGL 

WPAGVQDAGVNGQCGD1LTNK 

RFM LDM L YAHNRKSPDDEEKG 

DGEAGRTQQEAEAVASLATRIS 

TLQANSQTQDESVRRVDVGCL 

DNRGSVKAFAEKFNSGDLGRV 

FNAPQGLGWSQVPRGQPTFTK 

KKKTI RLF WNRN/VG LLTGH/G 

KNNRRCREFLWSKLEPIKVDTS 

RLEHLFESKSKELSVSKASKLV 

RPLFILTSACPFLSFPWKAPLHS 

STRQLHRG LS AQER WRCSG f RG 

MECLNGKGPLESRNPAYRKSE 

GTRQTGAGDMKDGVWQGVPA 

TPDTPQGMCTVCTVSFAIMDGL 

NVNSVGPLPFHEVAEPLLDLKE 

G1DQLDYTLGFFFLVSMLSGGG 

LLGGSASAKAFELSYLEKVPEV 

KDTVHKQSLLHHVCTMVVENF 

PDSSDLYSEIGAITRFHSFLLFM 

GHPPYAIREVNINKFCRIISEFAL 

CVDTTDCD\/T AAI^AI/ D A XIT I O f"7 

cYKl IRbRVLQQKQKRANHRE 
KNK. 1 KOKMl 1 NCVKJlCVRMrS 
UoorArrM^ryULoYAhDAAcH 


9510 


39878 


B 


9570 


164 


346 




9511 


39879 


C 


9571 


160 


339 




9512 


39880 


A 


9572 


54 


212 


SFPSVVLWKDLQNLKIQVPGLI 

LLGVGLISVPGGR1*LLRTGSRK 

PISQVCP 


9513 


39881 


C 


9573 


48 


185 




9514 


39882 


A 


9574 


2 


551 


ADRRGAVYPRSRDGGGVRGPC 

AMATSVLCCLRSCKDRGTGHFP 

LKDMLSVHMDTQHMGTDVVI 

VKNGRKIFGTGGCLASAPLHQN 

KSYFEFK1QSTGIWGIGVATQK 

VNLNQIPLGRDMHSLVMKNDG 

ALYHNNEEKNRLPANSLPQEG 

r\A/\/r*vT*\c* a ii nr Arc crvuTonD 
U/V VL)L)bAILL)Cyr5>br YH 1 rrr 

GFEKILFEQQIF 


9515 


39883 


A 


9575 




655 





wo 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknotvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9516 


39884 


A 


9576 


131 


1066 


SHSSSAAAHPLGLLPIAAQSLA 

VFIEPWSQASSRGQLQ/VSAPG1 

WGIGVATQKVNLNQIPLGRDM 

HSLVMRNDGALYHNNEEKNRL 

PANSLPQEGDVVLCWSNNGHS 

LCKEESLSPILPTSDGEERRRKR 

KKRKRKKRKQKQQQQQEAAA 

PAEADAEATAAEAAVEEAAAR 

KEEEEEGEEGEGNGEEEEEKAA 

AAARGDWSQQEKACKSSLQAI 

LFGHAKLEPGRLPRPTQCRVEA 

TVLVGTNSPLDNPLWSISWSLW 

QK. P VG rSQQQPLG L W 1 REFPLE 

GHLLTRNETFTEATPLIPEIGML 

SQMMSEEH1 


9517 


39885 


A 


9577 


1 


2363 


ELQRD1EKHSTGVASVLNLCEV 

LLHDCDACATDAECDSIQQATR 

NLDRRWRNICAMSMERRLKIE 

ETWRLWQKFLDDYSRFEDWLK 

SSERTAAFPSSSGVIYTVAKEEL 

KKFEAFQRQVHECLTQLELINK 

QYRRLARENRTDSACSLKQMV 

HEGNQRWDNLQKRVTSILRRL 

KHFIGQREEFETARDS1LVWLTE 

MDLQLTNIEHFSECDVQAKIKQ 

LKAFQQEISLNHNKIEQIIAQGE 

QLIEKSEPLDAAIIEEELDELRR 

YCQE VFG R VERYHK KLI RLPLP 

DDEHDLSDRELELEDSAALSDL 

H WHDRS ADSLLSPQPSSN LSLF 

ASLQPLRSER\SGRDTPG\SVDSI 

PL\EWDHDYDLSRDLESAMSRA 

LPSEDEEGQDDKDFYLRGAVG 

LSDVMIPESPEAYVKLTENAIK 

NTSGDHSALESQIRQLGKALDD 

SRFQIQQTENIIRSKTPTGPELDT 

S Y KG YM KLLGECSSSI DS VKRL 

EHKLKEEEESLPGFVNLHSTET 

QTAG VI DRWELLQAQALSKEL 

RMKQNLQKWQQFNSDLNSIW 

AWLGDTEEELEQLQRLELSTD1 

QTIELQIKKLK£LPESCWDHR\K 

AIILSINLCSPEFTQADSKESRDL 

QDRLSQMNGRWDRVCSLLEE 

WRGLLODALMOCOGFHEMSH 

glllmlenidrrkneivpidsnl 
daeilqdhhkqlmqikhell.es 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in OSSN 
09/540.217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


l Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9518 


39886 


A 


9578 


2 


3248 


ENAVGSWTDDLTQLSLLKDTL 

SAYISADDISILNERVELLQRQW 

EELCHQLSLRRQQIGERLNEWA 

VFSEkNkELCEWLTQMESKVS 

QNGD1LIEEMIEKLKKDYQEEIA 

1AQENKIQLQQMGERLAKASHE 

SKASEIEYKLGKVNDRWQHLL 

DLIAARVKKLKETLVAVQQLD 

KNMSSLRTWLAHIESELAKP1V 

Y ubUNobbiyKKLNbQQELQRD 

IEKHSTGVASVLNLCEVLLHDC 

DACATDAECDSIQQA 




J/OO / 


A 


7j / y 




1 yn 


to 1 bLMIKblviyiiC I I VRYHLTS 
A KM A 1 1 K K 5> KAN bKC W H G CUE H 
GTLLHCCNLWKERNVSYVSA 


9520 


39888 


c 


9580 


105 


215 




9521 


39889 


A 


9581 


1 

\ 


210 


MNSHFLKEDIQMANKHMEKCS 
\ 1 LLMlKbMQJKPl VRYHLTS AR 
MrllKKbKXNbKC WHGCGEHGT 

I I U/"' 






p 




Ho 






9523 


39891 


A 


9583 


3 


225 




9524 


39892 


A 


9584 


1 


549 




9525 


39893 


A 


9585 


367 


971 


GVCLLGAPAGRRGSLLSLGSLR 
GQG S Y LSKN V A VPSE ATT VREL 
HP**TSLQRPPSDPGGWVVLGF 
P\CNQFGHQENRQ\NE\EILNSLK 
V R SGPG GG FE AQLHGSSR KCE V 
\NG\SGAHPLFAFLR\EALPWPS 
UUurKAL'r IrKLIM WrSGVFA 
1 1 VA WNrrbKxLXVGrUGVPLR 
RYSR\A FQTI DI EPDI E ALLSQGP 


9526 


39894 


A 


9586 


1 


129 




9527 


39895 


A 


9587 


1 


406 


PTVCERELCVFAFQTLGVMNE 

AADEIATGAQVVDLLVSMCRS 

ALESPRKVVIFEPYPSVVDPNDP 

QM LA FN PRQL K FM HTPHQFLL 

Loorr AN.toNrKAAKK.LrGS I r 

AF/HLHGAMYGSGIYLSPMSSIS 

FGYSA 


9528 


39896 


A 


9588 


2 


634 


SSNRSH1VKLPVNRRLKFMHTP 

HQFLLLSSPPAKESNFRAAKKL 

FGSTFAFHGSHIENWHSILRNGL 

VVASNTRLQLHGAMYGSGIYL 

SPMSS I SFG YSG MNKKQK VS A K 

DEPASSSKSSNTSQSQKKGQQS 

QFLQSRNLKCXIALCEVITSSDL 

VYEDGQVGDANINTQEGGIHK 
EILRVIGNQTATG 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

inUSSN 

0!>/S40,2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codnn, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9529 


39897 


A 


9589 


3 


3623 


FGVCARGCLDSAGPWTMSRAL 

RPPLPPLCFFLLLLAAAGARAG 

G YETCPT VQPN MLNVHLLPHT 

HDDVGWLKTVDQYFYGIKNDI 

QHAGVQYILDSV1SALLEDPTR 

RFIYVEIAFFSRWWHQQTNATQ 

EVVRDLVRQGRLEFANGGWV 

MNDEAATHYGAIVDQMTLGLR 

FLEDTFGN DG RPRV A WH I DPFG 

HSREQASLFAQMGFDGFFFGRL 

DYQDKWVRMQKLEMEQVWR 

ASTSLKPPTADLFTGVLPNGYN 


9530 


39898 


B 


9590 


1 


3839 




9531 


39899 


B 


9591 


1 


513 




9532 


39900 


A 


9592 


1 


233 


KQELNEPPKQSTSFLVLQEILES 
ENKGDPNKPSGFRSWKAPVTK 
VAAS1GNAQKLPMCDKCGTVL 
QQASAAAFSLSV 


9533 


39901 


A 


9593 


3 


469 


LTVARSEHKVWSPLVTGEGKR 

HPYKMN LASEPQE V LHIG S A HN 

RSAMPFNASPASSTTARVITNQ 

YNNPAGLYSSENISNFNNVASSL 

VIDKESEVYKMLQEKQELNEHP 

KQSTSF WVLQEILES E EKG DPN 

KPSGFRSVKAPVTKVAASIGNA 


9534 


39902 


A 


9594 


1 


1146 


MTTQQI DLQG PG P WG FRL VG R 

KDFEQPLAISRVTPGSKAALAN 

LCIGDVITAIDGENTSNMTHLE 

AQNRIKGCTDNLTLTVARSEH/ 

KKVWSPLVTEEGKRHPYKMNL 

ASE\PQEVLHIGSAHNRSAMPFT 

ASPASSTTARVITNQYNNPAGL 

YSSENISNFNNC/ALESKDWLPA 

GVEANSRPLDHA\QPP\SSLVID 

KR1 LKV YKMLQEKQE\LNE\PPK 

QSTSFLGFCQEIL\ES\EEKGDPN 

KP\SGFRSV\KAPVT\KVA\ASIG 

KCSRKFAFCVDKCWHLGFLGV 

RLKLR\DRHRHP*VFMCCT\DC 

GHQT*KQKGPFLLWMDQ\IYCE 

ESMAPGSEVTsTHPEG\YESGST 

VCDDCnArkAni r\D7 CI DAr.l 1 I 

V rrrouAy^ULUrLr LrAVjLLL 

KLFLLKCSGPLSLS 


9535 


39903 


A 


9595 


65 


353 
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SEQIO 

NO: 


SEQ Il> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9536 


39904 


A 


9596 

\ 


1 


1974 


^4NGVPVGAQKRVDKEEV1CNG 

AIAELFSEDWSDCAYKANEVSR 

IRPLEESELLYPILGQSKLFVLSG 

EWSQSSEEASEEVAVTLIYQLA 

ESPTVICAQ1WQGCAKQALEKL 

EEKRTSQGDPKESPTMLPTFLL 

MNLLSLAGDVALQQLVHLEQA 

VSGELCQRRVLREEQEHKTKDP 

KEKNTSFETTMEEELGLVGAA 

DDTEAEL1RGFCKMELLDGKQT 

LAAFVPLLLKVYNNSGLYSNPD 

LSAAASPTLGKFCM1STTFCNSQ 

PHLLFTMLEKSPLPIVRSNLIVA 

TGDLAIHFPNLVDPWTPHLYAH 

LQDPAQPVWKTVGLVMTVHLIL 

KDMVKVKGQSKAL/RKMLGNF 

DCFGDKLSDESIFSSFLSVMGKL 

QHGAKPEGKAIIDEFEQKLQAC 

HARGLDGIEELEFNQAGSQRAP 

TAKKPSTVCRHQPLASAASDN 

DFVTPEPRRTTHRHPNTQQRAS 

EKKPKVVFSSDESSIKTEVEGLG 

YMKLRVATQRLSFVWVMNIA 

EGESAVLVTVAWPECEVAVMG 

SLGSAARGTGKRLQGEGNLQL 

NFVTIATKLEVSWTELGGGCVS 

ALFASVGTKREKAGFYQGCSF 

ASNIMKRGRVKEVEDVQKRL! 

KMTVEFNLAWSSLPPHMAMN 

GDQGGDRVTHESFLRCMTLMR . 


9537 


39905 


A 


9597 


785 


5049 


ACRSRMAPQMYEFHLPLSPEEL 

LKSGGVNQYVVQEVLSIKHLPP 

QLRAFQA A FRAQGPL AM LQH F 

DTIYSILHHFRSIDPGLKEDTLEF 

LIKGVYGSGVVSRHSQELPAIL 

DDTTLSGSDRNAHLNALKMNC 

YALIRLLESFETMASQTNLVDL 

DLGGKGKKA RTKA A HG FD WE 

EERQPILQLLTQLLQLDIRHLW 

NHSIIEEEFVSLVTGCCYR1LEN 

PTINHQKNRPTREAITHLLGVA 

LTRYNHMLSATVKI 


9538 


39906 


C 


9598 


134 


382 




9539 


39907 


A 


9599 


117 


235 


KIAAPQLHVFLPFLFFCMRPFAF 
WQPLPEPLELRP\RLSD 






D 




i 
1 


151 




9541 


39909 


c 


9601 


1 


420 




9542 


39910 


B 


9602 


110 


928 
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SEQII) 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


9543 


3991 1 


A 


9603 


1 


868 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWRJG 

EAADLVGVSLRLSEMPRKQGD 

YRTRIWKFEDGLSNVLVIQLNK 

LIICVMCLDLALKGLRVLLVEG 

NDPQGTASMYHGWVPDLHIHA 

EDTLLPFYLGEKDDVTYAIYFT 

CWPGLDIIPSCLALHR1ETELMG 

KFDEGKLPTDPHLMLRLAIETV 

AHDYDVIVIDSAPNLGIGT1NVV 

CAADVLIV PTP A ELFD YTS A LQ 

FFDMLRDLLKNVDLKGFEPDD 

PTGNRTVQLTWQPLPEPLELAC* 


9544 


39912 


A 


9604 


1036 


1119 




9545 


39913 


C 


9605 


I 


513 




9546 


39914 


A 


9606 


1 


890 


MSKSESPKEPEQLRKLF1GGLSF 

ETTDESLRSHFEQWGTLTDCVV 

M RDPNTKRS RG FG F VTY ATVE 

EVDAAMNARPHKVDGRVVEP 

KRAVSREDSQRPDYFEQYGKIE 

VIEIMTDRGSGKKRGFAFVTFD 

DHDSVDKTVIQKYHTVNGHNC 

EVRKALSKQEMASASSSQRGRS 

GSGNFGGGRGGGFGGNDNFGR 

GGNFSGRGGFGGSHGGGGYGG 

SGDGYNGFGNDGSNFGGGGSY 

NDFGNYNNQSSNFGPMKGGNF 

GGRSSGPYGGGGQYFAKPRNQ/ 

GGYGGSSSSSSYGSGRRF 


9547 


39915 


A 


9607 


1 


286 




9548 


39916 


A 


9608 


1 


1674 




9549 


39917 


B 


9609 


531 


744 




9550 


39918 


A 


9610 


1 


818 


YNRAMFHPHAVNKIALSLNNK 

NP\RSKVLFLELLAAVCLVRGG 

HKLFYLAFDNFKEVCGEKQRFE 

KLMEHFRNEDNN1DFMVASMQ 

FINIVVHSVEDMNFRVHLQYEF 

TKLGLDEYLDKLKHTESDKLSV 

VQIQAYLDNVFDVGALLEDAE 

TKNAALERVEELEENISHLSEK 

LQDTENEAMSKIVELEKQLMQ 

RNKELDVVREIYKDANTQVHT 

LRKMVKEKEEAIv?RQil LEK.KJ 

H ELEKQGTI Kl HKKGDG Dl AI LP 

VVASAHCPWGQKW 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
bod 


SEQID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9551 


39919 


A 


9611 


1 


937 


MALLTLKQQQNEDLQDISHFTT 

TRTPRQGTPVQKEKSEETRLEW 

ARRMLRRDQHSTKGKVVKRM 

RGFLVGLVYCDKQSGALESLLC 

LWNVSGNTTLSSLVEIGSKAAL 

GLVCGEKQRFEKLMEHFRNED 

NNIDFMVASMQFJNIVVHSVED 

MNFRVHLQYEFTKLGLDEYLD 

LLDTKSTDRKQTLLHY1SNVVK 

EQYHQVSLFYNELHYVEKAAA 

VSLENVLLDVKELQRGMDFTK 

REYTMHDHNTLLKEFILNNEGK 

LKKLQDDAK1AQDAFDDVVKY 

FGENPKTTPPSVFFPVFVRFVKA 

YKQAEEE/NMELRKKQEQALM 

EKLLEQEALMEQQDPKSPSHKS 

KRQQQELIAELRK\RQVK\DNR 

H V YEGK.DG A IEDI IT VSL EN VLL 

DVK.ELQRGMDFTKREYTMHD 

14X1X1 I l/CCU XIX1CY1VI l/" \/ 1 /*\r\r\ 
rilN 1 LLKCrlLiNlNtOKLKIvLi^UU 

AISJ /\\JLJj\r UUv V Is. Y rvjfcNrJs. 1 

TPP^VFFPVFVRFVKA YKOA FF 
ii r o v i i r vr v rvr v rv/\ i nv v^r\ L/t_* 


9552 


39920 


C 


9612 


47 


286 




9553 


39921 


A 


9613 


1 


423 





WO 01/075067 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codun for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9554 


39922 


A 


9614 


1 


2015 


MPSVSICAAAAALSGSPPQTEKP 

THYRYLKEFRTEQCPLFSQHKC 

AQHRPFTCFHWH/FPQTRRRRRN 

PLGRRDGTFNYSPDVYCSKYNE 

ATG VCPDGDECPY LH RTTG DT 

ERKYHVVRYYKTGTCIHETDAR 

GHCVKNRLHCAFAHGPLDLRP 

PVCDVRELQAQEALQNGQLGG 

GEGVPDLQPGVLASQAMIEKIL 

SEDPRWQALLPVALLRHRVAH 

FSD AN F VLGS Y KTEQCPKPPRL 

CRQGYACPHYHNSRDRRRNPR 

RFQYRSTPCPSVKHGDEWGEPS 

RCDGGDGCQYCHSRTEQQFHP 

EGPVRESGVRGVFCVQSRRPW 

LQTPVSGTQLKWSWHHVGHSR 

TINPEGDKPSRLG PA PEN I K RGN 

DFACDGRADAAGMAPHVCVFP 

IYKSTKCNDMRQTGYCPRGPFC 

AFAHVEKSLGMVNEWGCHDL 

HLTSPSSTGSGQPGNAKRRDSP 

AEGGPRGSEQDSKQGVRAHGV 

YVFEQNHLAVFAAVHPPAPSVS 

SSVASSLASSAGSGSSSPTALPA 

PPARALPLGPASSTVEAVLALE 

PTPSSPTSSAVQGVAGELGMGS 

GGQGCWSHVVGALAAVPAWT 

HSGDLEWDPSTIRTRVMVGGGP 

AARPAMTLAREPOLI VVGGCP 

TRNCSGPAASPQQLLDDAGQG 

GRGERDSSQRPLRPQTTHRQDT 


9555 


39923 


A 


9615 


2 


609 


IHSLCVSPCLSPCHCLSLSPASLL 

VSFFCCLFLMTLFPSLCVCGSLP 

VHLLPSL/HFLSQVLNEYFHNV 

CELDLVFNFYKVECFPLKSPVV 

PESKE1GSQVDGQSRMEQRSPA 

HTN RENDI AREGGSEETHSKPG 

KGNLEFRFRCSHLQLGECP1PP 

WOKFRTIAOGPEPEARAAVPA 

GRHDTRHAVNAGCALIGSLRRP 

WGGA 


9556 


39924 


A 


9616 


60 


277 




9557 


39925 


B 


9617 


43 


354 




9558 


39926 


A 


9618 


3 


309 


GGGQGRPGAGGQGRSDGGGQ 
GSPGGGSQGSPGGSGGVGQGS 
RGGOGKPGGGGGOGSPDGGGR 
PLAGGASG RRG SRG QAQ/CPI S V 
SATHLAF 


9559 


39927 


A 


9619 


36 


363 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540417 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9560 


39928 


A 


9620 


1 


512 


MLMPGLSACVRDCVAFLQAVV 
LGDPSPAAQCQDTWTLAASAD 
GTCKAVGTEDGSVYF1SVYDKE 
SPQVVHKAFLSESSVQHVVYD 
QQG 1 FLL VGTA EG K VFI IN ANSS 
SSFQIIGFT/DGGQRHFTDIHSVS 
FRN RHSG SDG AFL ASRSREKQ V 
GDVHTAYITATSFHNLC 


9561 


39929 


A 


9621 


1 


822 


MKLGV/QVVITDHEK.LDQIRQR 

ESDMTKERIQKILATGANVILTT 

GG1DDMCLKYFVEAGAMAVRR 

VLK/RJ A KASG ATI LSTL ANSNKA 

HTSASIILRGANDIMCGEMERSL 

HDALCVVKRVLESKSMVPGGG 

AVEAALSIYLENYATSMGSQKE 

LA1AEFARSLLVIPNTLAVNAA 

QDSTDLVTKFRAFKNEAQVNP 

EHKNLKWIGLDLSNGERGDNK 

QAGMFEPTIVKVKSLKFATEAA 

ITILRIDDLTKLHPESKDDK.HGG 

YEDAVHSGALND 


9562 


39930 


B 


9622 


625 


1162 




9563 


39931 


A 


9623 


202 


402 




9564 


39932 


A 


9624 


350 


652 


SAGGYPDGQGVHPGPPELFAAL 
GRLGHTLREHGHHLLRYHRPG 
HMG RRPLPCRMG H REPGSL H * 
QDCPRAWQWCWPHRPGHLQD 
VPPPGIHLQRLSQPGP 


9565 


39933 


A 


9625 


83 


1503 


SWNTPYNHWATKQ/LSSHYSR 

GGAKYEGEAVKQSLVESYTHP 

NSNETERSANIDTVMMWFTKE 

DFDFVTLCYREPDNVGHRFRPE 

AENRKLMIQQI DRTIRP WDDH R 

EEETQCQQDPLSNY1KFMDLVK 

FDIVGYGGFGMPLPKLGQEEAL 

YQALKNAYPHLHIYKKEGFPEH 

FH L AKHDRVLPI VMYAN FG Y SI 

NGISLLYFYTHLCDKYFNVHFF 

HEPLSLWRAQTTPSLSHRYISLV 

RHMDATNLDASEAQLPGSPYP 

DSAPGPANLDSTQDLPQRRLSW 

P YPRPRPPN A H PGPALQPAPRTL 

LLTLPPGPAPSLPPRTALGPPPL 

QSRPGFRPVSRQRCGPAHFMAP 

EENAGTELLLQSFERRFLAART 

LRSFPWQGGGGRAERPAGLAG 

VQGQTGWVSVLKPPALLPREFL 

GSPRSGPRDPVPVPGAWPKSLA 

PLLPRELAAEDEGVSTALGGQT 

RARCGVQFTIIFTTF 


9566 


39934 


B 


9626 


1 


1177 
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SEQID 
NO: 


SEQ ID NO: 

of nrntiflp 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

Inrafinn nf firct 

IVknllvll vi III Jl 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*— Xton endon /— no«cilil«» m»e*lt*e\tlttt^ 
deletion, ^possible nucleotide insertion) 


9567 


39935 


A 


9627 


1 


283 




9568 


39936 


A 


9628 


1 


708 


MPKGKEAKGKKLALAPAFVKK 

QEAKKVVNPLFEKRPKNFGIGQ 

DIQPKRDLTCFVKWPRY1RLQW 

QRSILYKQLK\PETKQEKICWRL 

LAQAE/SVGKGDLPMKRLPVFR 

AGVNTVTTFVDNKKAPLVVTT 

HDMDPIELTVFLPVLCHKMGA 

TCCIIKGKARLGCLVHRKTYTT 

VDFTQ VN S EDKG A L A KJL V E A I 

GTNYNARYDETHCHWDGNVL 

GPKSVAH1AKLEKAKAKELAT 


9569 


39937 


A 


9629 


1 


836 


GTRPKMPKGKKAKGKKVAPAP 

AVVKKQEAKKVVNPLFEKRVPK 

NFGIGQD1QPKRDLTRFVKWPR 

YIRL\QRQRA1LYKRLKEPPAIN\ 

QFTQAL\DRQTATQLLKLAHK\ 

YRP\ETKQEK\KQRL\LARAEKK 

AAVGKGDVPTKRPPV/LFRAGV 

KQPSPPLVE\NKESFSLVVISH\D 

VDPiELVVFLP\ALCRKMGVPYv 

CIIKGKARLGRLS\HKKTCTTVA 

FTQVNSEDKGALAKLVEAIRTN 

YNDRYDEIRRHWGGNVLGPKS 

VARIAKLEKAKAKELATKLG 


9570 


39938 


A 


9630 


3 


119 




9571 


39939 


B 


9631 


1 


711 




9572 


39940 


B 


9632 


97 


942 




9573 


39941 


A 


9633 


1 


588 




9574 


39942 


A 


9634 


1 


1029 




9575 


39943 


A 


9635 


1 


1031 


MADQKEARHSASQWKCFVGFL 

SFRGHMQVAWEADRCKGPGRP 

LLAEALQDLWPSPRRSQRDPVP 

ERPCRRPQQSPLPRFGSLSAPLH 

RENNFIK.DFPQLADGLLVIPLPV 

EEQCRGVLSEPLPDLQLLTGDIR 

YDEAMGYPMVQQWRVRSNLY 

RVKLST1TLAAGFTNVLK1LTKE 

SSREELLSFIQHYGSHY1AEALY 

GSELTCHHFPSKKVQQQLWLQ 

YQKGFLGEPKK1LGSSLPRRTQF 

LWKNNHL1TKQTVSILSCGEAFI 

LRKGQQISFSSDSQLLSELEFLR 

PGAGDQSLPTHLVKVIPFPPQFS 

L/LCEMGTFILFCNINCAWGRG 

RGERYSQSC 



i r 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

nod 


SEQ ID NO: 
in USoIN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9576 


39944 


A 


9636 


3 


4091 


FASASAVSAAASSSSFATAATA 

AAARSTAAPPAMAAAGARLSP 

GPGSGLRGRPRLCFHPGPPPLLP 

LLLLFLLLLPPPPLLAGATAAAS 

REPDSPCRLKTVTVSTLPALRES 

DIGWSGARAGAGAGTGAGAA 

AAAASPGSPGSAGTAAESRLLL 

FVRNELPGRJAVQDDLDNTELP 

FFTLEMSGTAADISLVHWRQQ 

WLENGTLYFHVSMSSSGQLAQ 

ATAPTLQEPSEIVEEQMHILHIS 

VMGGLIALLLLLLV 


9577 


39945 


A 


9637 


2 


398 


SDARVDALNKIKIWERIKKHLE 

GHSTNLSLDIAKLKEQIFEASQA 

HLTLMPGTGVLEGAADRLSAS 

NPLKWIKTLGSSVISMMIVLLIC 

VVCLCVVCRCRS*LLREVAHRD 

KAAFAFIALQIKEGEHVGNST 


9578 


39946 


A 


9638 


201 


495 


WKKTLMPGTGVLEGAAN/GLA 

AINPLKW1KTLGDSVISMMIVLL 

IC/VCLC1VCRCRSRLLREVAHC 

DKATFAFIISEKMWYFGFCFCN 

NSLRVIASSCIH 


9579 


39947 


A 


9639 




409 


GI Y1LHQKKTWEK\LLL A ACA1 V 

AIENPADVSVISSRKTGQKATPL 

FAAVTGATLVAGCFTPRTFSNQ 

ISAAFREPQLLVVTDPRADHQP 

LTEASYINLPTIALCXTDSPLHYV 

GLAIQCNNKGAHSGGLTC1MLS 


9580 


39948 


A 


9640 


3 


438 




9581 


39949 


A 


9641 


288 


489 


SFRPLSVLGDCVVRGPTKPSGK 
CSPASRSLFVRRHILLLHPQGLH 
NLDQNKATPPPQPL\GHQTCAC 


9582 


39950 


C 


9642 


23 


411 




9583 


39951 


A 


9643 


1 


209 


SPSTTAVCCPPRPSIDFHSSGSSR 
VSAALLIQ/QRFPLPLWIGLKAR 
HCSCGLRQRQVSWQETEEDGK 
AG 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 

*— StOD codon. /=rWK«ihli* niirlpntirlr 

deletion, \=possible nucleotide insertion) 


9584 


39952 


A 


9644 


28 


925 


PEAGTRSWREPDPEDLRRFLLS 

AACRSFPQWLPGGGGGQVSSC 

SDTDVPYLLLAVKSEPGRFAER 

QAVRETRRKPTS\GIRLLFLLGS 

P VGE AG PDLNSLV A V/ESRR YS 

DLLLWDFLDVPFNQTLKEP/VL 

WLPG WAG PCPTG SF V LRAQDD 

AFVHTPALLAHLRALPPASARS 

LYLGEVFTQAMPLRKPGGPFY 

VPESFFEGGYPAYASGGGYVIA 

GRLAPWLLRAAARVAPFPFED 

VYTGLC1RALGLVPQAHPGFLT 

AWPADRTADHCAFRNLLLVRP 

LG PQ A S I RJL WKQLQ DPRLQC 


9585 


39953 


A 


9645 


1 


1612 


MIFVV1ILMVVLSPEGGSGLDSS 

PFLSEANAERIVQTLCTVRGAA 

LKPYPPTGPNFRYSHGVPPHLF 

AYFPPGSTVSQDNSFISPQLQHI 

FERVRQSADFMPRWQMLRVLE 

EELGRDWQAKVASLEEVPFAA 

ASIGQVHQGLLRDGTEVAVKIQ 

YPGIAQSIQSDVQNLLAVLKMS 

AALPAGLFAEQSLQALQQELA 

WECDY RREA AC A QN FRQLL AN 

DPFFRVPAVVKELCTTRVLGME 

LAGGVPLDQCQGLSQDLRNQIC 

FQLLTLCLRELFEFRFMQTDPN 

WANFLYDASSHQVTLLDFGAS 

REFGTEFTDHYIEVVKAAADGD 

RDCVLQKSRDLKFLTGFETKAF 

SDAHVEAVMILGEPFATQGPYD 

FGSGETARRI\QDLIPVLLRHRL 

VSP\P EG DL WP WH RKLVAG AFL 

ACAHLRDHIACRDHKPGHLPPL 

LGQSPA RRSHCRQPPHQRGTPG 

WIPHDSLHGGFSPQSRPYPAVV 

PLIPSPSALGQRSPLGLPSLAWL 

SSLAQELR1PGAGELPTSCPRSC 

TSPLESEVSEN 


9586 


39954 


A 


9646 


930 


1123 


GVRRDGSSASVTVGQPCRDTSL 

AFETVAGPYLA*KT*TSGKPGS 

D*RASKVAGGVQNGTRTTAT 


9587 


39955 


A 


9647 


719 


1346 
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SEQID 


SKQ ID NO: 

of peptide 
sequence 


Mel 

hrt/t 

noo 


SEQ ID NO: 

in IICQIV 

in UOOlN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X»Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9588 


39956 


A 


9648 


1 


823 


MKKVLIAALIAGFSLSATAAET1 

RFATEASYPPFESIDANMQIVGF 

DVDLAQALCKE1DATCTFSNQA 

FDSLIPSLKFRRVEAVMAGMDI 

TPEREKQVLFTTPYYDNFALFV 

GQQGKYTSVDQLEGKKVGVQ 

NGPTHQKF1MDKHPEITYVSDE 

SYQNAKIADLQNGCAARAAPG 

SRRYGGWTIQASTARPSDVLLT 

ADSVSFAVRSRGAAATAYHRC 

CLSGVMVNAATACEHSTASQG 

RASRTVTDSADPHPRSVRRRAS 

FRRSG RG FCGTVR 


9589 


39957 


A 


9649 


583 


730 




9590 


39958 


C 


9650 


333 


439 




9591 


39959 


A 


9651 


2 


171 




9592 


39960 


A 


9652 


1 


826 


MGGLFWRSALRGLRCGPRAPG 

PSLLVRHGSGTIMGVFVAVGTI 

PVPSRVPCIEADTLKPGGPSWT 

RERTLVAVKPDGVQRRLVGDV 

IQRFERRGFTLWGMKMLQAPE 

SVLAEHYQMDLRRKPFPPCPSSR 

YMSSGPVVAMVWEGYNVVRA 

SRAMIGHTDS\AEAAPG\TIKGV 

DFSVHISRNVIHASDSVXEGAQR 

EI\QLWF\QSSELVSWA\D\GGQH 

SSIHPGLRLRAALTTPSPTQDPT 

YPPLARTPSPTSKPALSPNPLTS 

PVSPLAPPQAQREF 
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SEQ ID 

NO: 


SEQ II) NO: 

of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
* = StUD codon. /=DOSsihlp nurlp/itiilp 

deletion, \=possible nucleotide insertion) 


9593 


39961 


A 


9653 


144 


1650 

\ 


NCETTTKGSA I LRN V DPSTLLPL 

RRAGSSPGLM\PVEEEME1DEEK 

QMK.GFLDDSERMAFLVSLHLG 

A A ERWF1 LQME VGEPLSH ENKS 

FLRRSQGIYDSLSEIDILSAVLC 

HPKQGQKSVRQYATDFLLLAR 

HLSWSDAILRTRFLEGLSEAVT 

TKMGRIFLKVAGSLKELIDRSL 

YTECQLAEEKDSPGNSSQVLPT 

ACKRNNEEAMGNELSSQQQTE 

EHQHVSKRCYYLKEHGDPQEG 

LHDHLGQSTGHHQKAHTNNVA 

ATKKVVQQLQLEAGLNSVKVS 

QAATEPQTIISPPNALQEPSG1E 

WEQFPKAQIPSEPQENLCPFVST 

MNS1KGLHEDYQGNAGKVLST 

VPGRRYALQNLGTAIVQGEER 

KQSSLCPGEEGKRHELRSGSHS 

LVMKHAMVLFNVGFETKDQIH 

LPTRLGMAEVETLCIYAKQLPH 

KLIAKLRLLKGTRPLSLNNEHIL 

TH PG LEG WLHTEFFRILSINN K Y 

HLSAYLVQSIVLHVMGFHRKT 


9594 


39962 


A 


9654 


8 


440 


VFERSTPPTLETV RS KQEWETR 

LNGVRIMKKNVRDQFNSHIQL 

VRNGAKLSSLPQIPTPTLPPPPSE 

TSCFRCFNPVPLWLLGCPSPLG 

RQTGEDPGEAADPVPTVQ*GPD 

DQHSSADQDSTYHHGRPDHGG 

TYPVGCCTTGRT 


9595 


39963 


C 


9655 


89 


389 




9596 


39964 


A 


9656 


1 


184 




9597 


39965 


B 


9657 


1 


942 




9598 


39966 


A 


9658 


424 


614 


NDGPDWGGRRRETDVNRKRGF 
KISKTLYLYSDIYSCHVHFYY1G 
NVCIESLYSNVRK*NYVYY 


9599 


39967 


A 


9659 


1 


717 




9600 


39968 


A 


9660 


103 


374 




9601 


39969 


A 


9661 


1590 


2051 


SYPVSEERSQAEQPSSNPYSHFT 
STPIRDRLH ASG VSTQSLSG SSD 
ALLHWAGHNAHGYAQCRSPLL 
VFPNPEPCPFPAQPAFLTPSWLP 
WQK*PWLGFPCQPPRSTHAPCR 
LHPTSP\GLGGVKASAETPRPQP 
VD/ETGEDPGEAADPVPTVQ 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*— StOD codon. A=iM>ssible nucleotide 
deletion, \=possible nucleotide insertion) 


9602 


39970 


A 


9662 


1 


2912 


MAQALPWLLLWMGAGVLPAH 

GTQHGIRLPLRSGLGGAPLGLR 

LPRETDEEPEEPGRRGSFVEMV 

DNLRGKSGQGYYVEMTVGSPP 

QTLNILVDTGSSNFAVGAAPHP 

FLHRY YQRQLSST Y RDLRKGV 

YVPYTQGKWEGELGTDLVSIPH 

GPNVTVRANIAAITESDKFFING 

SNWEGILGLAYAEIARPDDSLE 

PFFDSLVKQTHVPNLFSLQLCG 

AGFPLNQSEVLAS VGGSM 1 IGGI 

DHSLYTGSLWWTPI 


9603 


39971 


A 


9663 


1 


902 


MSAKEKGKFENMAKADKVHY 

VREMKTYIPPKQETKKKFKDPN 

APKRPPFS/SEYCPKIKGVEHPGQ 

STGDVAKKLGEMRTNSAADDK 

WPYEKKAAKLKEKYRKDTAV 

YRAKG KPDA AKKGD V KA EKS 

KKRKNEKDEEDEEEDEEEDEE 

DDDNEYADNECTGFSGFVYKT 

FNSPVHNSLFLNVEIHALGFDEL 

LESIFCILLVVEVFSLQKGVAML 

EEVVVNGERSGRSLPWLPAAPS 

LPVPVPLGLRHPPSQSDNHSLQ 

LTFLTALRLLRPRLGAVLEETV 

EDGRTKTNLPDENSVPFSPET 


9604 


39972 


A 


9664 


146 


733 


LNMGKGDPKKPRGKMSSYAFF 

VQTCREEHKKKHPDASVNFSEF 

SKKCSERWKTMSAKEKGKFED 

M AICADKAR YEREM KTY 1 PPKG 

ED/TKKKFKDPN\APKRPPSAFF 

LF\CSEY/RAPKIKGEHPG\LSIG\ 

DVAEETGEEM W\NNTAADDKQ 

PYEKKAAKLKEKYEKDIAAYR 

AKG KPDA AKKG V V K AEKRSTR 

PRIPDL 


9605 


39973 


A 


9665 


30 


359 




9606 


39974 


C 


9666 


418 


555 




9607 


39975 


B 


9667 


550 


1717 




9608 


39976 


B 


9668 


1 


1705 




9609 


39977 


B 


9669 


328 


484 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*—Stop codon, /—possible nucleotide 
deletion, V=possible nucleotide insertion) 


9610 


39978 


A 


9670 


5 


1215 


IIVLPKMSMPVVSAQLTITS1PP 

WAVE/WGNVTLSVQGIPQNLIS 

YN WLRG ATTNQVTRJ LNFNFFS 

HGYTLGPAHTGRETGRADGSLI 

IIDVRASDNGIYTLHLISSGEXKV 

A1MLCYLSLLVAPWHFHKTPR 

WRFPWGPRAASQRASCSQPQS 

WSSGCSK/VSQAALYIQKIPEQP 

QKNQDLLLSVQGVPDTFQDFN 

WYLGEETYGGTRLFTYIPG1QR 

PQRDGSAMGQRDIVGFPNGSM 

LLRRAQPTDSGTYQVA1TINSE 

WTMKAKTEVQVAEKNKELPST 

HLPTNAGILAAT1IGSLAAGALL 

1SCIAYLLVTRNWRGQSHRMAT 

TEKPELGPAHDAGDNNIYEVM 

PSPVLLVSPISDTRSINPARPLPT 

PPHLQAEPENHQYQQDLLNPDP 

APYCQLVPTS 


9611 


39979 


A 


9671 


1 


558 


EGGLRTPSNPYHVD1SQTKPCH 

♦TNHCIQKEYSKNYGKYEEGNE 

MFFKEFNQYLTSALN1TLESSIL 

LQIKHI1RNCLLSVEPA1STKHLP 

\YQSFQLFGFDFMVDEELKVWL 

IEVNGAPACAQ*ACTSLCFYKW 

EVGSAVG1VCGYKCSHFDCCEG 

GCHSDRRPLGGLYLAGGFAESL 

PFLFPRV 


9612 


39980 


A 


9672 


1 


534 


MVGVDVTFKVISREERQTQRL 

GSSSPKRCPLEQEFEHEYSSFFG 

RNCLLSVEPAISTKHLPYQSFQL 

FGFDFMVDEELKVWL1EVNGA 

PACAQSPAKSL/CATSSSLFLSPP 

PWTCQQHSRQPTALAELLSCH 

GWTRGAGQACLWAFVLSVTC 

VWNPHHHYHHHHQPYRGWLL 

LYQNIL 


9613 


39981 


A 


9673 


624 


805 


SGG HPGH WLPPNPMASPG ATT 
PVGEG/ELQYASLSFQMVKPWD 
SRGQEATDTECSEIKIH R 
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SEQID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540417 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Srop codon, /^possible nucleotide 
deletion, \=possihlc nucleolide insertion) 


9614 


39982 


A 


9674 


1 


1005 


MENRRKVKGEWIAVPQPVKEL 

RGVLNAATTLSKTREILRGKCF 

QLTSPTGNEPSHLSWTPRKRSR 

DGHPGCPDPLAASGARPLRSSS 

AFAAAAADSGSTVQVWDKGV 

LRVADVWSTIEPVTHVNLGWA 

AKVGPIISHGSAVISAFSKEGMF 

RIFSERKTLLAKLRDFQNTQLR 

KLFSEMEKAAGRSQSGVSFGQ 

KGLGDRACEEMSENPQKGRKK 

PICA PQE VSFRENGN W KTP\S I FF 

SPKTPRKKKSFS\KEELMS\SD\L 

EETRWQAPSIPKRKKSTPKEET 

V N DPLE\ A G H KASG SKKKRK FS 

K\EEPV\SSGPEEAAGKSSSKKK' 

KKFHKASQED 


9615 


39983 


A 


9675 


1 


2742 




9616 


39984 


A 


9676 


1 


405 


MADIPQEARQYRHKQAYAYSI 

QGEGVEDDDER1VRFHTRWPL 

QNADGTVAEYNGYHVVFALA 

GSPKDADDTSIYMFYQK.VGDN 

SIDSWKNAGR/VLKDSDKFDAN 

DPILKDQTQEWSGSATFTGSVF 

LAFGCYSK 


9617 


39985 


A 


9677 


3 


642 


G KG LFD DEDEESDLFME A PQD 

RQAGASVKEESSSSKPGKKIPA 

GAVSVFLGDTDVFGAASVPSLK 

EPQKPEQPTPRKSPYGPPPTGLF 

FFSAPHSKPSKTRKVQSTADIFG 

DEEGDLFKEKAVASPEATVSQT 

DENKARAEKKVTLSYSKNLKP 

Sbb I KATQKGLr S DEEDS EDLFS 

CAP A C\1I i/ri ipi ¥ T\/~> is i ivrpi »o 

oQbAbN LK.GASLLPGKLPTS VS 
WFDDEDEEDNLLGVQ 


9618 


39986 


B 


9678 


175 


1422 




9619 


39987 


A 


9679 


1 


3096 


MVTHQQPAARKPNMTSKKPKP 

MGPKAHGIFSGTRKNNLEIYMD 

QTRTGIAKTKLSKNNKSGGMT 

LPDFKLYYKA1VAKIACGGSMY 

NSDTDEDEETEPSSSGQQ1 1 ENS I 

TMNKMKLLKAKMKNMNLSKK 

HITQVSDEEEDDDGCDLFADSE 

KEEKDIED1EENTRPKRSRPTSF 

ADELAARJKGDAVGRVDEEPTT 

VSYEDDRRGKNQDAYTEGGLS 

1 IK. 1 VNCbSSL\PMjbAKLRK YU 

KbKICbivK 1 PbUDb 


yozu 




A 

A 




1 


2925 




9621 


J7707 


A 






uoo 




9622 


39990 - 


A 


9682 


i 


1005 




9623 


39991 


B 


9683 


i 


588 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9624 


39992 


A 


9684 


1 


2763 




9625 


39993 


A 


9685 


2 


1075 


NSDEELLFSHKLQKDNDPDVDL 

FAGTKKTKLLEPSVGSLFGDDE 

DDDLFSSAKSQPLVQEKKRVV 

KKDHSVDSFKNQKHPESIQGSK 

EKGIWKPETPQ\AHQVSLHLKP 

NEPSTR1GKIQANLAINPAALLP 

T\AASQIS\EVKPVLP\ELAF\PSS 

EHRRSHGL\ESVPVLPGSGEAG 

VSFDLPAQADTLHSANKSRVK 

M RG KRRPQTRA A RRL A AQESS 

EA EDMS VPRGPI AQWADG AISP 

NGH\* PQLRAASG EDSTEEALA 

AAAAPWEGGPVPGVDTSPFAK 

SLGHSRGEADLYDSGDIFSRAP 

GSQ/SVERPNPRQRSRDLPPPG W 

KQRPRSGKQPRKRPSP*QPKHP 

LPKGRTSSPW 


9626 


39994 


A 


9686 


1 


4086 


VTPR A A WLG LG F RG S A VLGLC 

WQPRSPPSRAAGMMNRTTPDQ 

ELVPASEPVWERPWSVEEiRRS 

SQSWSLAADAGLLQFLQEFSQQ 

TI S RTH E 1 KKQ VDG LI R ETKATD 

CRLHNVFNDFLMLSNTQFIENR 

VYDEEVEEPVLKAEAEKTEQE 

KTREQKEVDLIPKVQEAVNYG 

LQVLDSAFEQLDIKAGNSDSEE 

DD ANG R VELI LEPKDLYIDRPLP 

YLIGSKLFMEQEDVGLGELSSE 

EGSVGSDRGSIVDTE 


9627 


39995 


A 


9687 


1930 


5781 


RAKSPAN11MTGSNSH1TILTLN 

VNGLNSPIKRHRLASWIKSQDP 

SVCCIQETHLMCRDTHRLK1KG 

WRKIYQANGKQKKAGVAILVS 

DKTDFKPTKIKRDKEGHYMMV 

KGSIQQEELTILNMYAPNTGAP 

RF1KQVLSDLQRDLDSHTLIMG 

DFNTPLSTLDRSTRQKVNKDTQ 

ELNSALHQADLIDIYRTLHPKST 

CVTCCC A DUUCVCI/IfMJTI PCCA 

bYTrrbAPHHaYbKlDHlLuScA 
LLoKCRKl ell 1 N YLbUri^AIivL 

CI DIf"MI T/^OD 

bLRJKNL I QoK 






A 


7O00 


1 
1 






9629 


39997 


A 


9689 


1 


5127 




9630 


39998 


A 


9690 


1 


3663 





WO 01/075067 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 

* =; StOp codon, /— DOSSiblr nnrlf*ntirlf 

deletion, \=possible nucleotide insertion) 


9631 


39999 


A 


9691 


1 


3210 


MVKGSIQQEELTILNIYAPNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDLIDJYRTLHPKS 

TEYTFFSAPHHTYSKIDHIVGSK 

ALLSKCKRTEI ITNCLSDHSAIK 

LELRI KNLTQN RSTTWK LNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYQNLWDTFKAVCRGK 

F1ALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQ 


9632 


40000 


A 


9692 


1 


3489 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLTDIYRTLH 

PKSTEYTFFSAPHHTYSK1DHIV 

GSKALLSKWKRTEIITNYLSDH 

SAIKLELRIKNPTQSRSTTWKLN 

NLLLNDYWVHNKMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIPLNAHK.RKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITKI RAELKEIETQKTLQKINESR 

SWFFERJNKTDRPLARLIKKKR 

EKNQIDTIKNDK 


9633 


40001 


A 


9693 


1 


3235 




9634 


40002 


B 


9694 


1 


3300 





WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9635 


40003 


A 


9695 


I 


2563 


MKAEIKMFFETNENKDTTNQN 

LWDAFKAEEVESLNRPITGAEI 

GAI1NSLPTKKSPGPDGFTAEFY 

QRYKEELVPFLLKLFQSIEKEEI 

LPN SF Y E A S 1 1 LI PKPG RDTTK KE 

NFRP1SLMNIDAKILNKILANRI 

QQHIKKLIHHDQVGFFPGMQG 

WFNIRKSINVIQHINRAKDKNH 

MIISfDAEKAFDKIQQPFMLKTL 

NKLGIDGTYFKIIRAIYDKPTAN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLLFNILLEVLARAIRQEKEIK 

GIQLGKEEVKLSLFADDMIVYL 

ENPIVSAQNLLKLISNFSKVSGY 

KIN VQKSQAFL YTSN RQTESQI 

MSELPFTIASKRJKYLGJQLTRD 

VKDLFKENYKPLLKE1KEDTNK 

WKNIPCSWVGRJNIVKMAILPK 

VIYRFNAIP1KLPMTFFTELEKTT 

LKFIWNQKRAHJTKSILSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYCYQNRDIDQWNRTEPSEITP 

HTYNYLIFDKPEKNKQWGKDS 

LFNKWCWENWLAIWRKLKLD 

PFLTPYTKINSRWIKDLNVRPKT 

IKTLEENLGITIQDIGMGKDFMS 

RTPKAMATKAKIDKWDLIKLK 

SFCTAKETTIRVNRQPTTWEKJF 

ATYSSDKGLISRIY1MELKQIYKK 

IS. 1 IN IN r J IS. IS. WcJFwI^lVJNrvnrorvilL/ 

KTTMRYHLTPVRMAIIKKSGNN 


9636 


40004 


B 


9696 


1 


3420 




9637 


40005 


A 


9697 


1 


3579 


MPGHNLKWKLNRGTVLIETG1 

QLSTSTILGSASEPPSAPIPKAQV 

SSTEKLRNCIDDLKPFPALASEL 

SRRAKALQIAGFPPMKVPRDTI 

SKVCLDKTVGKLCHSGEESRK 

CTLICNNKHYPIQDNLQGYKTQ 

NKFLNKEILELSALRRNAERRE 

RDLMAKYSSLEAKLCQIESKYL 

ILLQEMKTPVCSEDQGPTREVI 

AQLLEDALQVESQEQPEQAFV 

rvrrlL Vot Y VI Y vj r K 1 V rcUUtt 

EKLVAKVRALDLK 


9638 


40006 


A 


9698 


1 


4371 





WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unfcno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


9639 


40007 


A 


9699 


1 


1825 


MVKGSIQQEELTILNTYAAHTG 

APRLIKQVLSDLQRDLDSHTIIM 

GDFNTPLSTLDRSTRQKVNKDT 

QELKSALHQADLTDIYRTLHHK 

STEYTFFSAPHH1YSKIDHILGSK 

ALLSKCKRTEIITNYLSDHSAIK 

LELW1KNLTQNHSTTWELNNLL 

LNDY WVHNEMKAEIKM FFETN 

ENKDTTYHNLWDTFKAVCRGK 

F1PLNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQE1TKIR 

AELKEIETQKTLQK1NESRSWFF 

ERINKIDRLLARLIKKKREKNQI 

DAIKNDKGDITTDPTEIQTTIRE 

YCKHLYANKLENLEEMDKFLD 

TYTLPRLNQEEVESLNRP1TGAE 

IVAIINSLPTKKSPGPDGFTAKF 

YQRYKEELVPFLLKLFQS1 EKE 

GILPNSFYEASHLIPKPGRDTTK 

KENFRPISLMNIDAK1LNKKLA 

KR1QQHIKKLIHHDQVGFIPGM 

QGWFN 1 RKSINVIQH INRAKDK 

NHMIISIDAEKAFDKIQQPFMLK 

TLNKL\GIKYLG1HLTRDVKDLF 

KENYKPLLKEIKEDRNKWKNJP 

CSWVGRINIVKMA1LPKNILITL 

QLLLVLPELSTLIPLWLPALAGQ 


9640 


40008 


A 


9700 


1 


4449 




9641 


40009 


A 


9701 


824 


3693 


AWKGTTDRSTRQKVNKDTQEL 

NSALHQADL1DIYRTLHPKSTE 

YT/FFSAPHHTYSKIDHIVGSKA 

LLSKCKRTE1ITNYLSDHSAIKL 

ELRJKN FTQSRSTTWKLNNLLL 

NDYWVKNEMNAEIKMFFETNE 

NKDTTYQNLWDAFKAVCRGK 

FIALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEI ETQKTLQKINESRS WFF 

ER1TKSDRPLARLIKKKREKNQI 

DTIKNDKGDIT 


9642 


40010 


B 


9702 


1 


2858 




9643 


40011 


A 


9703 


1 


3354 




9644 


40012 


B 


9704 


288 


3301 




9645 


40013 


A 


9705 




3457 




9646 


40014 


A 


9706 


j 


4794 




9647 


40015 


B 


9707 




3384 




9648 


40016 


A 


9708 




3345 




9649 


40017 


A 


9709 




3780 




9650 


40018 


A 


9710 




3720 




9651 


40019 


A 


9711 




3894 





wo 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 

*~St©D Codon. ^DOSsible niirl*ntirli» 

deletion, \=possiblt nucleotide insertion) 


9652 


40020 


A 


9712 


1 


3335 


MVKGS1QQEELTILNIYAPNTG 

APRF1KQVLSDLQRDLDSHTL1 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLID1YRTLH 

PKSTEYTFFSAPHHTYSK1DHIV 

GSKALLSKCKRTEIITNYLSDHS 

A1KLELRIKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKF1ALNVYKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQ 


9653 


40021 


A 


9713 


1 


3780 




9654 


40022 


B 


9714 


1 


3855 




9655 


40023 


A 


9715 


1 


3345 




9656 


40024 


A 


9716 


965 


4362 


T WKGTTSTSRCK1 M PK YRSTRQ 

KVNKDTQELNSALHQADL1DIY 

RTLHTKSTEYTFFSAPHHTYSK1 

DHIVGSKALLSKCERTEIITNYL 

SDHSAMKLELRIKNLTQNCSTT 

WKLNNLLLNDYWVHNEMKAE 

IKMFFETNENK.DTTNQNLWDA 

FKAVCRGKFIALNAHKRKQERS 

KJDTLTSQLKELEKQEQTHSKA 

SRRQE1TKIRAELKEIETQKTLQ 

KINESRSWFFERINK1DRPLARLI 

KKKREKNQIDT 


9657 


40025 


A 


9717 


1 


3921 




9658 


40026 


A 


9718 


1 


3988 


MTGSNSHITILTLNINGLNSA1K 

RHRLASWIKSQDPSVCCIQETH 

LMCRDTHRLK1KGWRKIYQAN 

GKQKKAGVAILVSDKTDFKPT 

KFKRDK.EGHYIMVKGSIQQEEL 

TILNIYAPNTGAPRFIKQVLSDL 

QRDLDSHTLIMGDFNTPLSILDR 

STRQKVNKDTQELNSALHQAD 

L1DIYRTLHPKSTEYTFFSAPHH 

TYSKIDHIVGSKALLSKCKRTE1 

ITNYLSDHSAI KLELRIKNLTQS 

RSTTWKLNNL 


9659 


40027 


A 


9719 


32 


583 


GPHGAFTHGRR/RFGRDPYEGP 

RRTGKRKQKSARGC1VDANLSI 

LNLVIVKKGEKDIPGLTDTMVP 

CHLGPKRASRICKLFSLSEDDD 

VHQCVVRKALNKEGKKPRTKA 

PTTKYLVTPHVLQHEWWHIAL 

KKQR1KENKE V A A E Y AKL LA K 

RMKEAKEKHQEQIAKRRRLSSL 

RASTSKSESSQK 


9660 


40028 " 


A 


9720 


318 


605 





wo 
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SEQ ID 

NO: 


SEQ ID NO: 

of npnttrlp 

sequence 


Met 
hod 


SEQ ID NO: 

111 UOOl^ 

09/540,217 


Nucleotide 

lucaiion oi iirai 
codon for peptide 
sequence 


Nucleotide location of lasl 
vuuun lor ium hihiihi hciu 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, ^possible nucleotide 
deletion, \=possihlc nucleotide insertion) 


9661 


40029 


A 


9721 


1 


649 


MGLKGQGVEGGLLRQSGSVSL 

QPLSREDLGRSQSESLGPEFQGL 

WEWLPVERVERENLSDYCVLG 

QRPMHLPNMNQLASLGKTNEQ 

SPHSQIHHSTPIRNQVPALQPIM 

SPGLLSPQLSPQLVRQQIAMAH 

LINQQ1A/S*PAPGSPASSSHQPA 

VPEPS/IPSPEQLSQSQPTLPWKS 

LQI STSKSEMS* RGPVCPKLSLQ 

EWHSTAHRNLKTWK.K.D 


9662 


40030 


A 


9722 


15 


272 


KPQWPGIPSGPPPPGSCFKC*KS 
GHWAKECLQPRIPPKPCPICAGP 
HWKSDCSTHLAATPRAPGTLA 
QGSLTDSFPDLLGLAAEG 


9663 


40031 


A 


9723 


96 


531 


VQPADLLRPLHTDTCNIWCQRP 

GTEGLLRETGPLSS/PLTP/MRRS 

TYDLRSSDQPKEHLTDFKSGSC 

FKCRKSGHWTKECQQPRJPPKP 

CPICAGPHWKSDCPSCPAATPR 

APGTLAQDSLTDSFPTDPKGSLI 

DYFPDLLCLVAED 


9664 


40032 


A 


9724 


3 


567 


GRLQTGADPAWRVHGTWRSTS 

AADAIDQMWP\PVMRTWRLNE 

RHYGGLTDLGKAETAAKHGEA 

QVKIWSNISKDRRYADLTDDQL 

SSCESLKDTIASALPFWNKEIVP 

QIKEGKWVLIAAHGNSLRGIVK 

HLEGLSEEAIMELNLLTGIPIVC 

KLDKSSKPIRCMEFLGDEGTLC 

KAMEAVAAQGKAKK 


9665 


40033 


A 


9725 


2 


801 


GGVPHPQPAAMAAYKLVL1RH 

GESA WNLENRFSG WYDA DLSP 

AGHEEAKRGGQALRDAGYEFD 

ICFTSVHLY\AIRTLWTVLEMPL\ 

SEMWLPVVRTWRLNERHYGG 

LTGLNKAETAAKNGEAQVKIW 

RRSYDVPPPPMEPDHPFYSNISK 

DRRYADLTEDQLPSCDRLKDTI 

ATALPFWNEEIVPQIKEGKRVLI 

AAHGNSLRGIVKHLEGLSEEAI 

MELNNLPTGIPIVYELDKNLKPI 

KPMQFLGDEETVRKAMEAVAA 

QGKAKK 
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SEQ ID 

NO: 


SEQ 11) NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9666 


40034 


A 


9726 


3 


573 


VAPVVQVWKEMHKLLPFSPDS 

VWTHGDI S I DSG I FDQDKLIGRI 

D VG R VG I ACGCQD V A I V WN YL 

AACSVDRNTCRIMRPNCRPEVE 

ETPGLKEEKELSQPKEGEATDL 

KKEVEKISSSEEEETVNLKEEVE 

KIPPPEEETMDLKEEKEEIPPPEL 

RDQKLMHVLKDLEPVSAVPHK 

DSLFHGQLTTVPV 


9667 


40035 


A 


9727 


2 


685 


TLYCRVFLLDGTEVSVDLPKHA 

KGQDLFDQIVYHLDLVETDYF 

GLQFLDSAQVAHWLDHAKPIK 

KQMKIGPAYALHFRVKYYSSEP 

NNLREEFTRPKITKMDFKKSKL 

TLVVVEDDDQGREQEHTFVFR 

LDSARTCKHLWKCAVEHHAFF 

RLRTPGNSKSNRSDFIRLGSRFR 

FSCFS/ERENAHSTGNSPALRER 

PGDGSVSREGRWVDEGWPQRP 

GGRGQNALCSVP 


9668 


40036 


A 


9728 


1 


419 


MSKFGRATRGLRKPEVGDVIRT 

IVRAGLAMPGPPLGPVLGQRRA 

SINQFCKEFNERTKDIKEGIPLL 

TK.IFLKPDGTFEIKIGQPTVSYF 

VKAAAGIEKGARPT/DLSSEEFA 

AFQKEQAIFLAAQKKADLATQ 

EEAAKK 


9669 


40037 


A 


9729 


97 


826 


SQLPRJMSKLGRAARGLRKPEV 
GGVIRAIVRAGLAMPGPPLGNN 
VLGQRGVSINQFCKEFNERTKD 
1KE\G1PLPTKIL\VKPD\RTFEIKJ 
GQPTVS Y FLKA AAG I EKG\ARQ 
TG KEV AG L VTLKH V YEI A RIKA 
SGLRAFALQD VPLSS V\VRS I IGS 
ARSLGTSRGERTSSSEELAAFQ 
KxK A 1 r L\A AQKAhADFGLPKKE 
A A JVC I Ur L» r ti r U r V^lv t V olA^ 

KLCPRGG RRSHQYDDGFHDFE 


9670 


40038 


B 


9730 


273 


418 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ 10 NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9671 


40039 


A 


9731 


69 


1565 


RRRRFQASGAAAMLSSRAEAA 

MTAADRA1QRFLRTGAAVRYK 

VMKNWGVIGGIAAALAAGIYV 

1WGPITERKKRRK.GLVPGLVNL 

GNTCFMNSLLQGLSACPAF1RW 

LEEFTSQ Y SRDQKEPPSHQ YLS 

LTLLHLLKALSCQEVTDDEVLD 

ASCLLDVLRMYRWQ1SSFEEQP 

HFQDGLVQLRVGVVCRHYPEK 

WEAASWTSQNCGADDAHELF 

HVITSSLEDERDRQPRVTHLFD 

VHSLEGHPLTLDHCLHHFYTQSE 

SVRDVVCDNCTK1EAKGTLNG 

EKVEHQRTTFVKQLKLGKLPQ 

CLCIHLQRLSMVQP\GTPLKRHE 

HVQFNEFLMMDIYKYHLLGHK 

PSQHNPKLNKNPGPTLE/HAGW 

AGSPHTSSESARGPQNTDFYEW 

RLLPIFIANAVSADALPSPSCSR 

LQLLHI PLPADGQLSSTMGDMA 

LWDTLFIYRRSPPSARNPLSTSN 

QWLWVSDDTVRXASLQEVLSS 

SAYLLFYERVLSRMQHQSQEC 


9672 


40040 


A 


9732 


1 


1393 


PLQLQPRHIGAQIQLGPLLQRV 

QAIRLGSFHMVLSLW/VMQSAR 

VEILEPPPRLQRMYGKAWRJSL 

CPQGLSTVMRSELTASSTPQVQ 

EILPPQSPEYLGPKGITERIHKIM 

HVKGLAKLPANRNQPSPGVSG 

KRLVNCVSASAVDSEPAAVPEP 

DVCAGIVIKKQCFPVIARCNKT 

KQVDSIPHRAYAKPSPFFPAVV 

VVTSESKDPRVKQNPTHPLLAE 

GSNAAHFHKTKISQSLKWLPVG 

YLNSTTYEYRDLTKGLSLLCSL 

LLGVEADIPSMAGLHVRHLMQ 

VPQQPCIAFAVSSPLHQGGKET 

EDAWSFHIPSTIHRWPTSPSVQL 

SSLRASTQLLCLH INLAKCFIWG 

ILAQVLSCHHHRITQFVGMLTF 

VCAGDSSKLSPDIRTLVRRLTS 

YLVSASVLLKSKQMALCSASR1 

LDVSVSPGDHVASEARARCAP 

DLVAPRPMPHQNQGSLEWTEE 


9673 


40041 


A 


9733 


44 


282 


FSCL1LHDAFPCLILHDAFPCSL 
CSVTGSLVLSRVPLRGTHQKSA 
1 ATSTK I A LSNM/K 1 LKH HTD A Y 
FKKQQLFFDVSKK 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9674 


40042 


A 


9734 


3 


381 


EQQGQR/SQWWRGAARVSRTV 
KRVLCE/VVECPLKSACPDVDM 
YWAALQRLASLLKADGNLVT 

X 4 i at 1 |PTT\/i Jlf/ l ioi/i/rin/ i «t lint** 

MAALHSHYMVGSKKFFGLHPE 
KETVEKAMQEAGCQVQRCA/S! 
SCSETCS1NDGICFVAACKGPSV 


9675 


40043 


A 


9735 


2 


209 


CRHSTQHCVS/HHGHSQYK/DS 
HQHYSHYHHHnHPHHHHQSPY 
LHHHH YDCHLHHHHrfN DH YH 
RHISVYD1 


9676 


40044 


A 


9736 


197 


3348 


RVVQTDMIKGMLETSLLK1SLD 

QAFIR1CLNSTCFRPKGKLVIK/C 

EKSINSASLVSTSQRISCRPKTHI 

SKNYGNNFLNSSLLTQKQEVH 

MREKSFQCNESGKAFNYSSVLR 

KHQIIHLGAKQYKCDVCGKVF 

NQKRYLACHRRCHTGKKPYKC 

NDCGKTFSQELTLTCHHRLHTG 

EKH YKCS ECGKTFSRN S A L VIH 

rvAlri 1 ucrvoYKA^NbCOK I 

SYLVYHRRLHTGEKPYKCEEC 

DKAFSFKSNLERH 
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SEQID 

NO: 


SEQ 10 NO: 

sequence 


Met 
hod 


SEQ ID NO: 

in IJSSN 

09/540,217 


Nucleotide 

IfiratiAn £\f ft ret 

location ui iirai 
cod on Tor peptide 
sequence 


Nucleotide location or last 

riutnn fur Incl nminn nriti 
VIKJUII IOC ld>l UIIIIIIU dllU 

of peptide sequence 


Amino acid sequence ( \=Unknown, 
#= Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9677 


40045 


A 


9737 


1 


1665 


MAGACWLMAFQYWVLKLLVV 

KSA/SWPRQSSLKWNWNFKGC 

QDLETWGKKETRKFYGYRRNE 

EAQKYSCRIPRKPD*WCHCWQ 

W**WLMAFQYWVLKLLVVKS 

AYGLVKALSNG1GISKVAKTW 

KPGGKKRLENFMAIEEMKKHR 

STHVGFPENLTNGATAGNGDD 

GLIPPRKSRTPESQQFPDTENEE 

YHRDFSKLCLGSAANGVVHVE 

VKMCVYNGKGERQEEKMKGLI 

SMNLVVEEEMKKHESNNVGLL 

EN LTNG VTAGNG DNG LIPQRKS 

RTPENQQFPDNESEEYHSLGDK 

SKTSFQNSNNNNNKQQEQQQQ 

NPTFSNTRKLTKLYKAPIPPSIIL 

SGCPNINDSNWQEIEHGMQTA 

GLPTRPLSHGLQQKGAAFRCLG 

CKCSEPFTGSLILQKAKTNTQK 

WQATYPKSQNEQLVPSVGKSY 

RCSTPAQPMKTAVGHKPCKAT 

GAELPKALGAQPLHPCALDVG 

QGFKKGNFGAVGLNGLLGLEF 

HGVSGVLLVGPGDGGLISEGVV 

REDLMCGVWSAGTWSVGTAE 

RCLEKPGALHVIEGPLDSWDGP 

VMPNGPVKSRQSSCLDGPGRC 

CSEILTGQSHGNKKPARASSKS 

SQSINDRPLAVLTNQYQCEQLA 

SERQPSSNSCSIR1DSA 


9678 


40046 


A 


9738 


1 


115 


RRTARG PQQTSTDGLGTSPC RN 

AS EHTADILELSTLI V* RRQ* ICL 

CLDFLYY/LIPEGRCFCRACDLV 

HNF\DTIILQQHRTLTSQGVDDF 

LKAKATFKASDFIDALVLSKVA 

SPRILIQGGRMGA*DQVSDQAS 

VYGRCSSSGAEAAKRPKSAWL\ 

LLGYDSRASGLY*ILYNLTKHP 

D/YRECCQPVMQES*S*RRTAR 

GPQQTSTDGLGTSPCRNASEHT 

AD1LELSTLIV 


9679 


40047 


A 


9739 


1 


506 


MVIVGLAAGVLLVGPGDGGLIS 
EGVVREDLMCGVWSAGTWSV 
GTAERCLEKPGALHVIEGPLDS 
WDG PVM PNG P VKNHKGEQQE 
VPSKHPQMALEICLCLDFLYY/L 
IPEGRCFCRACDLVHNFXDTIILQ 
QHRTLTSQG VDDFLKA KATFK 
ASDFIDALVLSKVASPGS 
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SEQIO 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9680 


40048 


A 


9740 


1 


380 


KFSRPSVNMLRIVKPCITRG/YP 

NLKSVNKLIYKHGRGKINKKR1 

ALTDNTLIDQSHGQYGIICIEDLI 

HLLY\LWPFKLbSPQSGMKKKT 

i HFVENGAAANREGQIHRLLIR 

MNCGVYRDYFSNLVS 


9681 


40049 


A 


9741 


3 


279 




9682 


40050 


B 


9742 


23 


197 




9683 


40051 


A 


9743 


2 


402 


CGDRGALRPPSCAGRSGPGPPR 

PPRPPRPLPWHPAPPAHGAPLA 

RPGARARRSEKPPSEKPRLRRSS 

PRAQEEGPGEPPPPELALLPPPP 

PPPP1 PA\PRRPRRP\PGPGRAAG 

ALGDVPbAAEAYLERVPPSSC 


9684 


40052 


A 


9744 


1 


660 




9685 


40053 


A 


9745 


1 


1035 




9686 


40054 


A 


9746 


J 


2575 


MRAAGGAMLCGKQGRWDPEG 

EGAHPGFIPKLACSSQGVFRQL 

HLRTAVTAAVSRHFPQPSWRY 

DPGPQFLGEKSGFKPRCPGVAV 

CQFQSMNAFIHWFRNKAWASS 

CDRIKIPVPPEATFVEPNCLPGEI 

GQLLRQLQSGRNLKEWLREQF 

CDHPLEHCEDTRLHDAAYVGD 

LQTLRSLLQEESYRSRJNEKSV 

WCCG WLPCTPLRI A ATA G HGS 

C VDFL I RKG AE VDL VD V KGQT 

ALYVAVVNGHLESTQILLEAGA 

DPNGSRHHRSTPVYHASRVGR 

ADILKA LI RPA ACDRS VS ITA DT 

HFRYLIKVVPAMFRSRKAIPFLS 

SCTAWRCADELQFIQPVPLVDT 

SGSGKTVSNVITESHNSDNEED 

DQFVVEAAPQLSEMSEIEMVTA 

VELEEEEKHGG L VK K I L ETKKD 

YEKLQQSPKPGEKPSATGWHG 

ECLGTRNRAQGALVGWGWLY 

SERHSGMLRAITLKYKGGGRQ 

GIQA/AWKSETFRSRAAPENPL 

GRWGFALLSKIIS*RQVL\KLHF 

SLSPQARVNSRFPGSGKAGLGL 

WMEGARPSGHVPKERVVAGK 

RPQVPTKAHHTCVRETAGNQE 

GNGEGALQQEQRLGVAEAGSN 

GEGALQQEHRITDCAVEPLKAE 

L AELEQLI KDQQDKICA VKAN I 

LKNEEKIQKMERSLFESAWKKE 

KDIVSKEIEKLRTSIQTLCKSAL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


r Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possihle nucleotide insertion) 


9687 


40055 


A 


9747 


2 


1739 


MKGLYTDAEMKSDNVKDKDA 

KISFLQKAIDVVVMVSGEPLLA 

KPARfVAGHEPERTNELLQUGK 

CCLNKLSSDDAVRRVLAGEKG 

EVKGRASLTSRSQELDNKNVRE 

EESRVHKNTEDRGDAEIKERST 

SRDRKQKEELKEDRKPREKDK 

DKEKAKENGGMRHREGERERA 

KARARPDNERQKDRGNRERDR 

DSERKKETERKSEGGKEKERLR 

DRDRERDRDKGKDRDRRRVKN 

G EH S WDLDREKNREH DKPEKK 

SASSGEMSKKLSDGTFKDSKAE 

TETEISTRASKSLTTKTSKRRSK 

NSVEGDSTSDAEGDAGPAGQD 

KSEWPETPE1PNELSSNIRRIPRP 

GSARPAPPRVKRQDSMEALQM 

DRSGSGKTVSNVITESHNSDNE 

EDDQFVVEAAPQLSEMSEIEMV 

TAVELEEEEKHGGLVKKILETK 

KDYEKLQQSPKPGEKERSLFES 

AWKKEKDIVSKEIEKLRTSIQTL 

CKSALPLGKIMDYIQEDVDAM 

QN ELQM\ Y HS ENRQH A E A LQQ 

EQRITDCAVEP\LKAELA\ELEQ 

LIKD\Q\QDKICAVKANILKNEE 

KIQKMVYSFNLTSRR 


9688 


40056 


A 


9748 


93 


800 


RANLPTQPYCHCGLAPAALTRI 

VGGSAAGRGEWPWQVDLWLR 

RREHRCGAVLVAERWLLSAAH 

CFDVYGDPK/QWAAFLGT/HVP 

ERRGGAVERVAR1YKHPFYNL 

YT/FDYDVALLELAGPVRRT/SL 

VRPICLPEPA/HATPDGTRCVIT 

GWG/YGS/TGAQLQKAAVRLLS 

EQTCRA/LYPVQISSRMLCAGF/ 

LQGGVDSCSGDAGGPLACREPS 

GAPVPGQPRTCTAPARWPRRSA 

LSPAPL 


9689 


40057 


A 


9749 


107 


378 


N L VP* LRSGD/SPLGDQSPVLLI F 
TP*ERSTYNLKSSD*PAQETS/PP 
ISNPDPTEN/PDCSTHLAATPRA 

D/^"TI A C 1 THOCDTM I CI A A C 

D 


9690 


40058 


A 


9750 


2 


286 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
nod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


9691 


40059 


A 


9751 


215 


631 


GTQSCNQKVLNSANNLQELGIG 

PKFQMRLKPQLAPMQPNRGTS 

LGRSIPCPPVLCSMRKIHLRPQV 

LRPTSPRJMISP1LNRVSEVSDHA 

GTPALVLHP*RQVPLFWGRGK 

YPNPFSLCLYPFSAFLGGKKHP 

TPSPSP 


9692 


40060 


B 


9752 


1 


933 




9693 


40061 


A 


9753 


1 


2283 


MLPNRLGSSETITDAELRVTLT 

VEELNG LRA VQDMFVKQI LKA 

ARSLRVIT1PNLKYPGTQTLRKA 

AAPDPNTTGLIFLEKLCE1AAAI 

ASYVAVPSLEINHRKKANPNLL 

LRRSGSGSVSLQLLAEKIWEGV 

REP W A R VL VL WE WLPDQN PLS 

GLTKSNSTSRHELPHGRA1QLH 

LSGWELWSEPSNLLDLVVTGDI 

ENTSLAPEDPTFLTMPSGSHCPE 

SPSDGPGLSSLVALVWFLVED 

WLSRKRLESEPAELPLGKAGEV 

VFDTLPLPSRRTHFSGFLGHFCY 

SFSDGYSTN RA A PDGSSTKAEK 

HGSCRKQPPYTLQCRDKAGLR 

VHGNSPVSAYGWLFSEERPGKP 

TRTPFSWEGDPPGLLTADETSL 

VVHLELPVFPSFLKRAGNSRHS 

GMGSPLEAEEAYSTVVMADVS 

QYPVNEPLVAAVVCQEPERAQ 

PDVHFFQ/CLRLGGHAGGVAAR 

PLPAAETPPLQRRPSVRA*SAP* 

SGARAADDPRRTHS\QAEEAQR 

PEPD1LN H VFDD VESF/VSRLQK 

SAEAARVLEHR/rCRGRRSRRRA 

AGEGLLTLR/AKPPSEAEYTDV 

LQKI K/H AFS LL A RLRGN 1 ADPS/ 

SSELLHFLFGPLQM1V/QPSGGP 

EFASSVRRPHLT/RDAVALLRD 

NVTPRE/RRLWTSLGDSWTRPG 

LELSPEEGPPY/1PEFFSGWEPPV 

TDPQSAPGRTQLRNSYSTSGGA 


9694 


40062 


B 


9754 


1 


930 




9695 


40063 


A 


9755 


76 


247 


QLKTDTAQLPRKLFVESHNYH 
CSWPGLQSGLPHYSGYHTSSS* 
LYLSDPADIHPISP 


9696 


40064 


C 


9756 


95 


301 




9697 


40065 


A 


9757 


352 


545 


DILNHVFDDVESFVSRLQKSAE 
RPGCWRRRTRPQKPAPGVAG* 
RGTWRGI*TPPDLFQMSPLSP 


9698 


40066 


B 


9758 


406 , 


602 




9699 


40067 


A 


9759 


1 


543 
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SEQ ID 


SEQ ID NO: 

v% pcptiuc 
sequence 


Met 

hrul 


SEQ ID NO: 

III UvJOll 

09/540,217 


Nucleotide 

IvCmIIUII ui hih 

codon for peptide 
sequence 


Nucleotide location of last 

ro/inn Tnr ln«t amino Arid 

of peptide sequence 


Amino acid sequence ( X=Unkiio\vn, 
deletion, \=possiblc nucleotide insertion) 


9700 


40068 


A 


9760 


2 


138 


LDDFVGRMLTLMGCPIPEC/PR 

VPSPLREGRKTQAALSVRRGRS 

HRR 


9701 


40069 


A 


9761 


1 


417 




9702 


40070 


A 


9762 


830 


1029 


YLPHLSLRLLPCPPPLPLSKPNS 
LP*LRPSLLQRDYLSIFILILNMP 
SISSTTMLLYGQKEISSLH 


9703 


40071 


B 


9763 


40 


980 




9704 


40072 


C 


9764 


419 


700 




9705 


40073 


A 


9765 


271 


1185 




9706 


40074 


A 


9766 


2 


1655 


RGRRSRRRAAGEGLLTLRAKPP 

SEAEYTDVLQKIKYAFSLLARL 

RGNIADPSSPELLHFLFGPLQMI 

VNTSGGPEFASSVRRP\LVTSD\ 

AVALL\GNNVTPRENELWTSLG 

DSWTR/LRA/EELSPEEGPPYRP 

EFFSGWEPPVTDPQSRAWEDPV 

EKQLQHERRRRQQS A PSGRCQ 

WVTGDLEPESEPQLESETAGK 

WVLCNYDFQAVRNSSEAVRSSS 

GDVL\EVL\DDSR\KWWKVRDP 

AGQEGYVPYN1LTPYPGPRLHH 

SQSPARSH\DSTPPPPPAPAP/VP/ 

LPPALARPRWDRPRWDSCDSL 

NGLDPSEKEKFSQMLIVNEELQ 

A RLAQGRSG PSRA VPG PRA PEP 

QLSPGSDASEVRA WLQAKGFSS 

GTVDALGVLTGAQLFSLQKEEL 

RAVSPEGG\ARVYSPVTVQRSL 

LEDKRES\SELEAVMEKQKEEG 

GRRGGNGGHLTCQAPFAKSDE 

APWENGPPQTLPNSGSRSSEGW 

P1CSGPGLPPLPVDRLNDPCCSP 

SGEDLD WLG VG RA WRQSTES A 

SRPPRGCSGALSIVILRPSP1NMP 

PCLAKKKKK 


9707 


40075 


C 


9767 


565 


762 




9708 


40076 


A 


9768 


1 


401 


SPLRPLLLALALASEPCAQGAC 

PASADLKHSDGTRTCAKLYD\C 

S DP Y YENCCGG A ELSLESG ADL 

PYLPSNWANTASSLVVAPRCEL 

TVWSRQGKAGKTHKFSAGTYP 

R LEE YRRG 1 LGD WSN A I S AL YC 

RCS 



wo 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Slop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


9709 


40077 


A 


9769 


1 


1489 


MPQLLQNrNG 1 1 E AFRR YA RTEG 

NCTALTRGELKRLLEQEFADVI 

VKPHDPATVDEVLRLLDEDHT 

GTVEFKEFLVLVFKVAQACFKT 

LSESAEGACGSQESGSLHSGAS 

QELGEGQRSGTEVGRAGKGQH 

YEGSSHRQSQQGSRGQNRPGV 

QTQGQATGSAWVSSYDRQAES 

QSQERISPQIQLSGQTEQTQKAG 

EGKRNQTTEMRPERQPQTREQ 

DRAHQTGETVTGSGTQTQAGA 

TQTVEQDSSHQTGRTSKQTQEA 

TN DQNRGTETHGQG RSQTSQA 

VTGGHAQIQAGTHTQTPTQTVE 

QDSSHQTGSTSTQTQESTNGQN 

RGTEIHGQGRSQTSQAVTGGHT 

QIQAGSHTETVEQDRSQTVSHG 

GAREQGQTQTQPGSGQRWMQ 

VSNPEAGETVPGGQAQTGASTE 

SGRQEWSSTHPRRCVTEGQGD 

RQPTVVGEEWVDDHSRETVILR 

LDQGNLH-nSVSSAQGQDAAQS 

EEKRGITARELYSYLRSTKP 


9710 


40078 


A 


9770 


2 


3031 




9711 


40079 


A 


9771 


6288 


6584 


TA VSLPAPLFSDLQI PPRKRSLK 
ETVM A PEN LTN * RA PPQSS AR V 
FQ*EALYVPGP*ALDPPEVCSSY 
SSVCGLHQLSHSSSESSSTLGSL 
LGSFQML 


9712 


40080 


A 


9772 


884 


1032 


ESRPNTTTRLRKTSSWSFQS*TA 
TQTKGPRDPGASMTKPGATSER 
SASG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon fur peptide 
sequence 


Nucleotide locution or last 
codon Tor Inst amino acid 
of peptide sequence 


Amino acid sequence ( \=UnUno\vn t 
* = Stop codon, /=possible nucleotide 
deletion, Y=possiblc nucleotide insertion) 


9713 


40081 


A 


9773 


1 


1457 


RSAQKEKTAAKEQQGEKTEVL 

SSDDDAPDSPV1LE1PSLPPSTPP 

STPTYKKSLRLSSDQIRRLNLQE 

GANDVVFSVTTQYQGTCRCKA 

TIYLWKWDDKVVISD1DGTITK 

S\DALGH1LPQLGKDWTHQGITS 

LYHKIQLGQLVMPLDARPERP 

MDGMKVRAFMERLLFVRRGT 

DKRWSVRMYVTCSQSSNLNEE 

IYINQVVIQANMKLQLWAMRT 

DDARGLSSLGDTEPSPCPSVVP 

GLQPKPAPVCAGDALLQAQIPG 

VLLGTLFSGAAFYSGLYGGSEQ 

FLDHLLHPARAAPPPPLVGPGP 

APRVPGSPSAPELAGPAVWRFA 

AAASRGVVVAASGWGRGGEA 

SQTFQTGKEPGGTRHPTRMPLG 

STGCIFPGTLEKSQGYERYNAM 

RADPALCFLEKVGMPDEKSLSA 

EQG VTDGTSDI PERA RQNEEQL 

TSFGLLWPTPQGSTDHIDNHPR 

ERYPEMRWELDVPLPDIDYMEI 

PVDWWDA 


9714 


40082 


A 


9774 


3 


4804 


KRLENIQKTLEVAFSEAVWMQ 

PSVVLLDDLDLIAGLPAVPEHE 

H SPD A VQSQRL AH ALNDM I KE 

FISMGSLVALIATSQSQQSLHPL 

LVSAQGVHIFQCVQHIQPPNQE 

QRCEILCNVIKNKLDCDINKFT 

DLDLQHVAKETGGFVARDFTV 

LVDRAIHSRLSRQSISTREKLVL 

TTLDFQKALRGFLPASLRSVNL 

HKPRDLGWDKIGGLHEVRQIL 

MDTIQLPAKYPELFANLPIRQRT 

G ILL YGPPGTG KTL 


9715 


40083 


A 


9775 


1 


897 




9716 


40084 


A 


9776 


486 


800 


CLQLSWLSLGQAQVHWLGRA 

VHTAFCMD*VLLFGESFGFLVR 

LTPGILLGLL*P*KQGHCHSVSL 

GEVRJ/CGIIS*TFITSWAFSVLQ 

GKASAQPVKVSTQNSRY 


9717 


40085 


C 


9777 


332 


497 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mcl 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


9718 


40086 


A 


9778 


I 


6504 


MWGSDRLAGAGGGGAAVTVA 

FTNARDCFLHLPRRLVAQLHLL 

QNQAIEVVWSHQPAFLSWVEG 

RHFSDQGENVAEINRQVGQKL 

GLSNGGQELHAVSLEQHLLDQI 

R1VFPICA1FPVWVDQQTYIF1QI 

VALIPAASYGRLETDTKLLIQPK 

TRRAKENTFSKADAEYKKLHS 

YGRDQKGMMKELQTKQLQSN 

TVGITESNENESEIPVDSSSVAS 

L WTM IG S I FSFQSEKJCQETS WG 

LTE1NAFKNMQSKVVPL 


9719 


40087 


A 


9779 


1 


5421 




9720 


40088 


B 


9780 


124 


273 




9721 


40089 


A 


9781 


84 


493 


IHANNCS*L*KAALNFVLLLLQ 

KRL*GEKHLTLSETGREGNKVG 

GVGS*VTGTGQETELGSLGRCH 

SPLSVLHLLPFFS/1LLGRTHLNA 

LLIRDYFASSCKYL*EVLLSLSD 

GSG*NLMSVWMAGNSSAEYVR 


9722 


40090 


A 


9782 


1 


5954 


MDGMTEACIKGGIEACYAAVS 

CVCTLLGALDELSQGKGLSEGQ 

VQLLLLRLEELKDGAEWSRDS 

MEINEADFRWQRRVLSSEHTP 

WESGNERSLDISISVTTDTGQTT 

LEGELGQTTPEDHSGNHKNSLK 

SPAIPEGKETLSKVLETEAVDQP 

DVVQRSHTWPYPD1TNFLSVDC 

RTRSYGSRYSESNFSVDDQDLS 

RTEF\DSCDQYSM\AAEJCDSGRS 

DVSDIGSDNCSLADEEQTPRDC 

LGHRSLRTAALS 


9723 


40091 


A 


9783 


1 


2217 




9724 


40092 


A 


9784 


1 


1360 




9725 


40093 


A 


9785 


1 


777 


MNIKNPIAAQHLDNLPIVKASSI 

GMTWGLVRNGVSAPTQKSCIRI 

HILARCTGAVAFEKLYFKSPAN 

QA H ARK VGKQ VQDC YIGRDI V 

AKAGAIIHLNVGKGTPVCCPLL 

EEGINSEVWTTEGQYGRAKVNA 

RPVQVKLKDSTSFPYQRQYPLR 

PKA/LTKGFQKIVKDLKAQGLV 

KPCSNPCSTPILGVQKPNRQWRI 

EALKLQIVLQMEPQMQSMTKI 

YHGPLGRPASPCSDVNDIEGNP 

TKEISTAPPLLCPNSAGSS 


9726 


40094 


A 


9786 


1 


415 





WO 01/075067 PCT/liSOl/08631 



SEQID 

NO: 


SEQ ID NO: 

of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSiN 
09/540,217 


Nucleotide 

lUvallUII Ul Illol 

codon for peptide 
sequence 


Nucleotide location of las 

j»jvrf si n fnr lad am inn a<*tH 

of peptide sequence 


r Amino acid sequence ( X=Unknown, 
*=Slop codon, /=nossible nucleotide 
deletion, \=possible nucleotide insertion) 


9727 


40095 


A 


9787 


I 


451 


MVHFISRLLYSDGLDVPGDPIQ 

DSDDAALSVSPHCSPDSRVSTT 

KHLWVSPRLLRVAVRVKNIDIT 

NFSSSW\NDGLAFCALLHTYLP 

AHIPYQELNSQDKRRNFMLAFQ 

A A ES VG I KSTLD J NEM V RTERP 

DWQNVMLFVIUIYKYFET 


9728 


40096 


A 


9788 




605 


DEWPPERIJQYNEPTTWH/EDGL 

WGYRTRFYMINQIIW/LQAILEII 

TNKTDRALTILAQQETQMRNAI 

NQNRLALDYLPAAEGGICGKF 

NLTNCCLHVDDQGQVVEDIVR 

DMIKLSHVPMQVWHGFDPGA 

MFGKWFPVLGGFKTLI1GVILVI 

GTCLLLPCLLPVLLQMIKSF1AT 

LVHQNASEQLYYMNHYRSVLQ 

EYMGS 


9729 


40097 


A 


9789 


3 


876 


GAGGGFGSPMDIFDMFRGGGG 

RMHRERRGKNVVHQLSVTLED 

LYNSATRKLALQKNAICDKCE 

DRGGKKGGVEYCPNCRGTGM 

QIRiHQIGPGKVQQIQSVCVECQ 

GHGEQISPKDRCESCNGRKILR 

EKKILEFHIDKGMKYGQKITFH 

GEGYQEPGLEGEDIJIVLDQKD 

DAVFTRQGEDLFMCQIVKHGDI 

KCVINEGMPIYPRPYEKGRLIIE 

FKVNLPENDFLSPDKLSLLEKL 

LPKRKEVEETDEMDQVELVDF 

DPNQERWHHYNGEAYEDDEH 


9730 


40098 


A 


9790 


199 


410 




9731 


40099 


A 


9791 


134 


1369 


KMVKETTYYDVLGVKPNATQE 

ELKKAYRKLAL\KY\HPDKNPN 

EGEKJFKQISQAYEVLSDAKKRE 

LYDKGGEQAIKEGGAGGGFGS 

PMDI\FDMFFGGGGRMQRERRG 

KNVVHQLSVTLEDLYNGATRK 

LA LQKN V I C DKCEG R/SG RFK E 

QGAVRSACPNCRGTGMQIRJHQ 

IGPGMWQQIQSVCMECQGHGE 

RIRPKDRCKSCNGRXIVREKKIL 

EVHIDKGMKDGQKITFHGEGD 

QEPGLEPGD1IIVLDQKDHAVFT 

RRGEDLFMCMDIQLVEALCGF 

QK PI STL DN RTIWITS H PG\QI VK 

HGDIKCVLNEGMPMYRRPYEMC 

GRLMIEFKVNFPENGFLSPDKLS 

LLEKLLPEVRKEVEETDEMDQV 

EL\VDFDPN\QERRRHYNGEAY 

EDDEHHPRGGVQCSDLLMGPV 
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SEQIU 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ 10 NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possi hie nucleotide insertion) 


9732 


40100 


A 


9792 


3 


337 


GYSQAPRKR/GGECSSLSQPFSK 

AQPDAASLEPPSLETPAGRTPA 

TLTQGSPPAAVREPLSPGHNAK 

ARLRSRPARPPWIPDPDPPGHFV 

TDFCAPESLQGETRTSRSFQLL 


9733 


40101 


A 


9793 


1 


346 


SGS*QLQMCSGLPAHTQDETH1 
SSCGQLDLALPPLLPPLPPSPLN 
TLPPQGLCTC 


9734 


40102 


A 


9794 


1 


1110 


MEGEEAAGAAGPDPVGHRKKC 

GFHPVCEREAPSTFAAVMIHLV 

VQYIGEICRYLLKQPVREAERR 

HRVRLAVGNGLRPAIWEEFTER 

FGVRQIGEFYGATECNCSIANM 

DGKVGSCGFNSRILPHVYPIRL 

VKVNEDTMELLRDAQGLCIPC 

QAGEPGLLVGQINQQDPLRRF\ 

NGYVSESATSTKIAHSVFSKGD 

SAYLSRDALMMDELGYMYYR 

DRSGDTFRWRGENVSTTDVEG 

ELSRLALGQTDVAVYGVAVPGK 

LGLQGVVLRHGVEGKAGMAA 

VADPHSLLDPNAIYQELQKVLA 

PYARPIFLRLLPQVDTTGTFKIQ 

KTRLQREGFDPRQTSDRLFFLD 

LKQGHYLPLNEAVYTRICSGAF 


9735 


40103 


B 


9795 


28 


376 




9736 


40104 


A 


9796 


3 


461 


VRQCRGIRDPYRFKKRTELFIA 
AEGJHTGQFVYCGKKAQLNIGN 
VLPVGTMPEGT1VCCLEEKPGD 
RGKLARASGNYATVISHNPETK 

xr TT> 1/1/ i no /^pi/ \ f \ /TO O A *k Tit A \ / \ / 

KTRVKLPSGSKKVISSANRAVV 
G/VVSGSS*MLRAVGEHAVSAG 
GQPVARLGPWNSITCCSKTWV 


9737 


40105 


A 


9797 


1 


701 


MQE VPGM FERN YPH PAITFKPS 

VPVSRSLDYAPLPGGVFRDPYW 

FKKRTELFIAAEGIHTGQFVYC 

GKKAQLNIGSVLPVGTMPEGMI 

VCCLEEKPGGRSKLSWASGNY 

ATAISHNPETKKTRVK.LPSGSK 

KVVSSANRAVVGVVAGGGRT 

DKPILKACQAYHKYKAKRNW 

WrlvV WIJV AIVllNr IVIDrlrrVjUOlN 

HQH1GIPSAI/SRDDPAGCKMGL 
IAARQTGRLWGTKTVQEKEN 



WO 01/075067 
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SEQ ID 

NO* 


SEQ ID NO: 

itf ftp r&f i if a 
VI VCfHIUC 

sequence 


Met 


SEQ ID NO: 

ill Uaoi^ 

09/540,217 


Nucleotide 

■ucaiion oi iirsi 
codon for peptide 
sequence 


Nucleotide location of last 
or peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
aiop couon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


9738 


40106 


A 


9798 


1 


910 


QCGG1RRTGPVAMGRVIRGQR 

KGAFSVFRAHVKHRRGAARLR 

AVDFAERHGYIKGIVK/DAERW 

PGREGKGRPAGTPHSRRLCPQD 

11HDRGR\GAPLA\RVVFRDPYRF 

KKRTELF\IAAEG\1HTGQF\VYC 

GKK\AQ\LN1GNVLPVGT\MP*\G 

T1VCCLEEKPGD\RGK\LARASG 

NYATVIS\HNPETKKT\RVKLPS 

GSKKVISSANRAVVGVVAGG\G 

\RIDKPIFEGWPGRYHKYKAKR 

NC* PRI RG V\AMNPVEHPF\GGG 

NHQH IGK\PST\1 RRDAPVAG RKV 

GLIA\ARRTGRLRGTKTVQEKE 


9739 


40107 


A 


9799 


I 


405 


LEISIMAAS1SGYTFSAVCFHSA 
NSNADHEGFLLGEVRQEETFS1S 
DSQISNTEFLQ VI\KV IG W Y RFR 
RNTQQQMSYREQVLHKQLTRJ 
LGVPDLVFLLFSFISTANNSTHA 
LEYVLFRPNRRYNQRISLA IPN 


9740 


40108 


A 


9800 


1 


232 




9741 


40109 


A 


9801 


1 


420 




9742 


40110 


A 


9802 


3 


1272 


EISIMAASISGYTFSAVCFHSAN 

SNADHEGFLLGEVRQEETFSISD 

SQUSNTEFLQVIEIHNHQPCSKL 

FSFYDYASKVNEESLDR1LKDR 

RKKVIGXWYRFRRNTQQQNMSY 

K\EQVLHKQLT\RILGVPDLVFL 

LFSFISTANNSTHALEYVLFRPN 

RRYNQRISL Al PNLGNTSQQEY 

KVSSVPNTSQSYAKVIKEHGTD 

FFDKDGVMKD1RAIYQVYNAL 

QEKVQAVCADVEKSERVVESC 

QAEVNKLRRQITQRKNEKEQE 

RRLQQAVLSRQM PSESLDPAFS 

PRMPSSGFAAEGRSTLGDAEAS 

DPPPPYSDFHPNNQESTLSHSR 

M\ERS V FMPRPQA VG\SSNYUS 

TSAGFEVFLGSGADLPPPQRAA 

GDSGEDSDDSDYENLIDPTEPS 

NSEYSHSKDSRPMAHPDEDPRN 


9743 


40111 


A 


9803 


3 


513 


GAYGGGYGACDNYNGYGYGF 

GSDRFGRDLNYCFSGMSDHKY 

GDGGSTFQSTTGHCIYWHIEIGP 

DGRVTGEADVEFATHEDAVAA 

MSKDKANMQHSYVEPFLNCAA 

GASGTAYGSQMMGGMGLSIQS 

SYGGPASPQLSGGYGGGYGGH 

SSMSGFDQVLQENSCDFQSDIA 


9744 


40112 * 


B 


9804 


73 


1127 





wo 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location offirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*— Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


9745 


40113 


A 


9805 


1 


3647 


MRVRHVGQAALELLTSVRESR 

ATSAFQVSPYEDEPCRPCNCDP 

VGSLSSVCIKDDLHSDLHNGKQ 

PGQCPCKEGYTGEKCDRCQLG 

YKDYPTCVSCGCNPVGSASDEP 

CTGPCVCKENVEGKACDRCKP 

GFYNLKEKNPRGCSECFCFGVS 

DVCSSLSWPVGQVNSMSGWLV 

TDLISPRKI PSQQDALGGRHQVS 

INNTAVMQRLAPKYYWAAPEA 

YLGNKLTAFGGFLKYTVSYDIP 

VETVDSNLMSHADVI1K 


9746 


40114 


B 


9806 


141 


236 




9747 


40115 


B 


9807 


66 


266 




9748 


401 16 


A 


9808 


1 


330 




9749 


40117 


A 


9809 


1 


792 




9750 


40118 


A 


9810 


129 


311 




9751 


40119 


A 


9811 


3 


538 




9752 


40120 


B 


9812 


96 


536 




9753 


40121 


A 


9813 


1 


2090 


MSSNQKSPTKTSKSPGTANVLD 

VNNSTLMFVGGLGGQIKKSPA 

VKVTHFKGCLGEAFLNG1CSIGL 

WNYIEREGKCRGCFGSSQNEDP 

SFH FDGSG YS VVEKSLPATVTQ 

HMLFNTFSPNGLLALYLGSYGT 

KDFLSIELFRGRVKVMTDLGSG 

PITLLTDRRYNNGTWYK1AFQR 

NRKQGVLAVIDAYNTSNKETK 

QGETPGASSDLNRLDKDPIYVG 

GLPRSRVVRRGVTTKSFVGC1K 

NLEISRSTFDLLRNSYGVRKGC 

LLEPIRSVSFLKGGYIELPPKSLS 

PESEWLVTFATTNSSGIILAALG 

GDVEKRGDREEAHVPFFSVMLI 

GGNIEVHVNPGDGTGLRKALL 

HAPTGTCSDGQAHSISLVRNRR 

IITVQLDENNPVEMKLGALVES 

RTIN VSN L Y VGG I PEGEGTSLLT 

MRRSFHGCIKNLIFNLDHGFVD 

SVEQKRFCGVPSCARESARGRA 

QAQDTAQELQSESACDK.RSPQP 

PGKGKHMYGGVLQPQSLFQKN 

LLLFYDEVLDLQPNGKEKEFSV 

GANHNAFMVVHWGVCGFCLF 

PSGEWLASPFCVHPQITIHPPDR 

FQASVTDEGYLFLAKPTQPAPA 

CPLDPIRPLLLGHAQQPLLTDQ 

HTDAAVTPSSAVTARAANYCA 

GGRNERKKTGREKRHLTGGPC 

VALRTFTVLHISSHHQVDG1RA 

GYVQRDGLQPTNRQIVM 
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SEQ II) 

NO: 


SEQ ID NO: 

of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cotton for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*— Stoi> codon, /=nossible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9754 


40122 


A 


9814 


1 


8705 


MRGGVLLVLLLCVAAQCRQRG 

LFPAILNLASNAH1STNATCGEK 

GPEMFCKLVEHVPGRPVRNPQ 

CRICDGNSANPRERHPISHAIDG 

TNN W WQSPSIQNG RE YH WVTI 

TLDLRQVFQVAYVIIKAANAPR 

PGNWILERSLDGTTFSPWQYYA 

VSDSECLSRYN ITPRRGPPTYRA 

DDEVICTSYYSRLVPLEHGEIHT 

SLINGRPSADDLSPKLLEFTSAR 

Y 1 RLRFERJ RTLN ADLMTLSHRE 

PKELDPMLPR 


9755 


40123 


A 


9815 


I 


564 


MGDLEDKLVPFIGELPRHLDQN 

SEQLKQVVQRELKELHETCQQ 

HQLCQASTSGEPKERDKEEGK 

DSKPRSLRFTWSMKTTSSMDPN 

DMMREIRKVLDANNCDYEQKE 

RFLLFCVHGDARQDS/LPCQWG 

DGKSCQVGPRLS\LNGV\RFKRI 

S\GTSYCPLKNIA\SKIAYNELKP 

VKKSQIYQVQGRYIHI 


9756 


40124 


A 


9816 


2 


451 


ANAHGFIMELQDGYSTETGEK 

GAQLSGGQKQRVAMARALVR 

NPPVLILDEATSALDAESEYLIQ 

QAIHGNLNQKHTVLHAHRLSTV 

EHAHLIVVLDKGRVVQQGTHQ 

QLACPRAGFYGKLVQRQMLGL 

QPAADFTAGHNEPVANGSHKA 


9757 


40125 


A 


9817 


1 


498 


MVKY/YLGQGVLRSSW/DQVV 

PA/FWQRYRNPVQRYLTED1VH 

RENQTMTTFTWNINHARPMVV 

EERCVYCVNSDNSGWTEIRREA 

WVSSSLCGVSRAVWEFGLAQF 

KSNVTKTLKGFEYILAKLQGEA 

ASKTLIKTAREAKEKAKETALA 

ATEKAKDLASKAATKKQQQ 


9758 


40126 


A 


9818 


3 


231 




9759 


40127 


B 


9820 


94 


375 




9760 


40128 


A 


9821 


45 


439 





wo 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
cod on for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


9761 


40129 


A 


9822 


304 


1557 


DRQNVMEQFNPGLRMLINLGK 

NYEKAVNAMILAGKAYYDGV 

AKIGEIATGSPVSTVELGHVLIEI 

SSTHKKLQRESLMENF\KKFHK 

El I HELEK KI EL\DVKYMN ATLK 

RYQTEHKNKLESLEKSQAELK 

KIRRKSQGSRNALKYEHKEIEY 

VETVTSRQSEI\QKS1ADGCKEA 

LLER£RGASCFPGLNKHCGFA/ 

NTH I H Y Y H LQS A ELLNS\KLPR 

WQETCVDAIKVPVEKIMNMIEEI 

KTPASTPVSGTPQASPMIERSNV 

VRKDYDTLSKCSPKMPPAPSGR 

AYTSPL1DMFNNPATAAPNSQR 

VNNSTGTSEDPSLQRSVSVATG 

LNMMKXQKVKTIFPHTAGSNK 

TLLSFAQGDVITLLIPEEKDGWL 

YGEHDVSKARGWFPSSYTKLL 

EENETEAVTVPTPSPTPVRSFSG 


9762 


40130 


B 


9823 


1 


1128 




9763 


40131 


A 


9824 


1 


434 




9764 


40132 


A 


9825 


92 


319 


SIPPYP1PPPVDRJCEID*LEGMQT 
SGLFQQTSG*EEGVGSIMASGR 
PPHPEPLKADFICKREVRLAFSI 
ACIWMR 


9765 


40133 


A 


9826 


1 


851 




9766 


40134 


A 


9827 


227 


305 


LVIFSIFNLVG*NISDCIILICQLK 


9767 


40135 


A 


9828 


66 


808 


YCWQSQGAKPRDLLGPDLIPLN 

HSPRVSHLLCHRHIRKAGGVFV 

ADEIQVGFGRVGKHFWAFQLQ 

GKDFVPDIVTMGKSIGNGHPVA 

CVAATQPVARAFEATGVEYFN 

TFGGNSPVSCAVGLAVLNVLEK 

EQLQDHATSVGSFLMQLLGQQ 

KIKHPIVGDVRGVGLFIGVDLIK 

DEATRTP\ELKRHVYLVSRLKE 

NYVLLSTDGPGRNILKFKPPMC 

FSLDNARQVVAiCLDAILl DMb 

EKVRSCENR 


9768 


40136 


A 


9829 


3 


597 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

1 ru* ft tin n nffircf 

ItAillllUII Ul III 91 

codon for pcplide 
sequence 


Nucleotide location oflasi 
codoti for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
oiup iuuimi, '~|n»5ioie iiucieofiue 
deletion, \=possible nucleotide insertion) 


9769 


40137 


A 


9830 


1 


3281 


MGFHHVGQAGLKLLTSGTPQL 

LALVQHWVPGARLVEELPHEL 

VLVLPYTGAHDGSFATLFRELD 

TRLAELRLTGYGISDTSLEEIFL 

K V VEEC A ADTDM EDG/TLRA A 

PMHRHCWPRRNPTAQDAATGD 

SAG\DGEPAGSAPETDQGSGPD 

AVGRVQGWALTRQQLQALLL 

KRFLLARRSRRGLFAQ1VLPALF 

VGLALVFSLIVPPFGHYPALRLS 

PTMYGAQVSFFSEDAPGDPGR 

ARLLEALLQEAGLEEPP 


9770 


40138 


A 


9831 


1 


684 


RTRGPPPQSRSGGRRRRIPLYLP 

TSCIKELVAGGVAVESWPGRD 

AAQLLLCSCLLSPPPVMTETRE 

PAETGGYASLEEDDEDLSPGPE 

HSSDSEYTLSEPDSEEEEDEEEE 

EEETTDDPEYDPGYKVK*RLGG 

GRGGPSRRAPR\AAQPPAQPCQ 

LCG RSPLG E APPGTPRCTGTSCC 

MPGVRCRQSPHTGSLAEGVGW 

EEGAEEJGVVTVVMGDGVLPV 

CVVLEVDV 


9771 


40139 


A 


9832 


1 


670 


MESDIGRKGGKDPEAGPEHSSD 

SEYTLSEPDSEEEEDEEEEEEET 

TDDPEYDPGYKVKQRLGGGRG 

GPSRRAPRAAQPPAQPCQLCGR 

SPLGEAPPGTPPCRLCCPATAPQ 

EAPAPEGRALGEEEEEPPRAGE 

GRPAGREKEEEEEEEGTYHCTE 

CEDSFDNLGELYTGTSCCMPGV 

RCRQSPHTGSLAEGVGWEEGA 

EEIGVVTVVMGDGVLPVCVVL 


9772 


40140 


A 


9833 


3 


512 




9773 


40141 


A 


9834 


3 


815 


MLYSRGPQPMGHGPVLVCGLL 

GTGCTAGAQELREAYTSISSQ1D 

QAEERISE1EDKLNE1KREDKITE 

KRMKRNEQSLQEIWDYVKRPN 

LRLIGVPKSDVENGTKLENTLQ 

DIIQENFPNLARQANVQIQE1QR 

TPQR YSS RRATPRH 1 1 VRFTK V E 

MREK\M LRA A REKG R VTHKG K 

PVRLTADLSAETVQARREWGPI 

FNILKGKNFQPRISYPAKLSFISE 

G EI K YFTDKQM LKDF VTT/RP A 

LKELLKEALNMERNNWYQPLQ 

KHAKL 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

nou 


SEQ ID NO: 

in ll<v<5M 
in U^-Jl^t 

09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 

n e\tlan ft\f Ificf flftliflfl nCld 
CUUUH lul l«U* rfiiiiiiu (IViu 

of peptide sequence 


Amino acid sequence ( X=Unknown, 

*—Vt An mtif\n /snACeikl* ninvlA/ilida 

luuuiif /~jjv»ii>ic nucicoiiue 
deletion, \= possible nucleotide insertion) 


9774 


40142 


A 


9835 


1 


561 


MVNGR1PQAPSQFSHLARLHPA 

PSPNSDPSPFLAELLLMPSV1GL 

TPSYPSRFSSESTFLQEAFPDLC 

QAEDPVYANGGLNYSYRGYGA 

LSSNLQPPASLQTGNHSNGPTD 

L\SM KGG AFTTSTTPTPTPSSTST 

SRPVPTAQLSPTE1SAVRQLIAG 

YRESAAFLLRSADELENLILQQ 

NRPRRHL 


9775 


40143 


A 


9836 


2 


226 


KGVQFQFSSYG*PVFPTPF1K*G 
VLSPLFVFLRFLKDQMVVDV*H 
YF*GLCSVPLVYISVLVLVPCCF 
FFTVAL 


9776 


40144 


A 


9837 


2 


350 


YKVSKPKAQLCSQQVKYLWLK 

LSKGTRALSEERIQPILAYPHPK 

TLKQLRGILGITGFCRJWIP\R*S 

SPTGQE/FSLYVTEETG1ALGILT 

QVQGTSLQPMEYLNKEIDELDQ 

GRTH 


9777 


40145 


C 


9838 


213 


365 




9778 


40146 


A 


9839 


1 


1923 
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SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of firs 1 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


9779 


40147 


A 


9840 


1 


2091 


MVLVVVAVVVVVLVVAV1VV 

VVVVVAAVVVGAVVVVVVVV 

MVVVVVVVVVEEDNQHKTGA 

INNNNTAKNPQQSPFHSPATST 

GAEATQMRRNQKTNPHMMTK 

QVSLTPPK1TLAHQQWIQTKKK 

YL1YLKKHSGVNK1PRMPTYEG 

CEGPFQGELQTTAQQNKGGHK 

QTEDHSMLMDRKNQYCENGH 

TAQAVPNPYTLLSQIPEDAEWF 

TVLDPKHAVFCIPVHPDSQFLF 

AFEDPSNPMSQLIWTVLPQGFR 

NSPHLFGQALAQDLSQFSYLDT 

LVLRYMDDLLLATHSETLCHQ 

ATQALLNFLATCGYKVSKPKA 

QLCSQQVKYLGLKLSKGTRTLS 

EERIQPILGYPHPKTLKQLTAFL 

GITGFCQIW1PRYSK1ARPLNTRI 

KETQKANTHLVRWTPEAEVAF 

QALKKALTHAPVLSLPVGQNFS 

L Y VTEKYTG 1 A LG V LT/PGTS AQ 

LAELIALTRAPELGEGKRVNIY 

ANSIGREREFLTSKGTLVKHQE 

AIKRLLLAVQ1CPKEVAVLHCW 

GHQKGKEREIEEMRQADIEARR 

AARQDPPLEMLTEGPLAFELA 

MATARAELSLAIHHCCLPPPPQ 

TRCWLPSLRJRQGVCCIPDPAR 

AITLTAWPKIPFLGIRKAKWPQV 

REHEACHHLGSGLPPFWKWPT 

TILGALGARTPGNTGSTYTFIGY 

TYTSPV1FILSWQYVYFHGLYY 


9780 


40148 


A 


9841 


1 


1284 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in UooiN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 
sequence 


Nucleotide location of last 
COO on lur hiiniiu «niu 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 

OlUjl llMJIJll, /— 'JJU95IDIC IIUCIcOIKIC 

deletion, \=possible nucleotide insertion) 


9781 


40149 


A 


9842 


1 


1522 


MVAPGSVTSRLGSVFPFLLVLV 

DLQYEGAECGVNADVEKHLEL 

G KKLL A AGQLA DALSQFH A A V 

DGDPDNY1AYYRRATVFLAMG 

KSKAALPDLTKVIQLKMDFTA 

ARLQRGHLLLKQGKLDEAEDD 

FKKVLKSNPSENEEKEAQSQLI 

KSDEMQRLRSQALNAFGSGDY 

TAAIAFLDK1LEVCVWDAELRE 

LRAECF1KEGEPRKA1SDLKAAS 

KLKNDNTEAFYKISTLYYQLGD 

HDCSFSEFRDVLNLDQDHKR\C 

F AH YKQ VKKLN K LIES AEELI R 

DGRYTDATSKYESVMKTEPSIA 

EYTVRSKER1C\HCF\SKDEK\PV 

E A IXRVCSEVLQMEPDN VN ALK 

DRAEAYLIEEMYDEAIQDYETA 

QEHN\ENDQQIREGLEKAQRLL\ 

KQSQKRDYY\KILGVKRNAKK 

QEIIKAYRKLALQWHPDNFQNE 

EEKKKAEKKFIDIAAAKEVLSD 

PEMRKKFDDGEDPLDAESQQG 

GGGNPFHRSWNSWQGFMPFSS 

GGPFRFKFHFN 


9782 


40150 


A 


9843 


5 


519 


LTCQEEHKKKHPDSSVNFVEFS 

KKCLERWKTTSAKEK/SKFEEK 

AKSDKARCDREIKNYIPPKCKK 

GRPPSAFFLFCSEHRPKIKSGHP 

GLFVVETAKKLGEMWSGQSAK 

DKQPYEQKAVKLQERYEKGIA 

AYRAKGKSEAGKKGSKKNKPE 

DEEEEEEKEDEDEEEEGEDEE 


9783 


40151 


A 


9844 


1 


3140 


Y S I A TV L A AEEKL DPRRD E A K R 

LRPQRNFNITFTHGTVFRPLTLE 

STFFNSALLFTTIKQDLPPLPKTI 

1TNAFHRFRNHHQTGFKLSAAN 

QRGPLAATLSGPGGEGQSAVA 

RLTGEKKNHPGAQYANRLSPR 

VGRFINAAGTTGFPTGKJRARSD 

SSLAKENNQKAYKETYGVSHIT 

RHDMLQIPKQQQNEKYQVPQF 

DQSTIKNIESAKGLDVWDSWPL 

QNADGTVAEYNGYHVVFALA 

GSPKDADDTSIYMFY 
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SKQ ID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 

*— StOD COdon. /— DOSSlhlp nnrlrntiri** 

deletion, \=possibl( nucleotide insertion) 


9784 


40152 


A 


9845 


2 


604 


FLELPPAAAAAVLSASPGALER 

EARSPRSPQTADTSPRPRAPAC 

APSRARAMPSDRPFKQRRSFAD 

\RCKEVQQIR\DQHPSKIPV\IIER 

YKGEKQLPVLDKTKFLVPDHV 

NMSELVKIIRRRLQLNPTQAFFL 

LVNQHSMVSV\STPIADIYEQEK 

DEDGFLYMVYASQETFGF*ASS 

PCLSAHLPLTHPRLCPPPGPAHP 


9785 


40153 


A 


9846 


3 


303 


RDQHPSK.IPVIIERYKGEKQLPV 

LDKTKFLVPDHVNMSELVKHR 

RRLQLNPTQAFFLLVNQHSMVS 

VSTPIADIYEQEKD\EDGFL\YM 

VYGLPGKPFGF 


9786 


40154 


A 


9847 


254 


2110 




9787 


40155 


A 


9848 


234 


1904 




9788 


40156 


A 


9849 


5 


189 




9789 


40157 


A 


9850 


1 


1546 


MASASSQPSLAVGFSSFDPGAP 

SCTASSASGILSPTASEVPYASG 

MPIKKTGHRGVDSSGETTYKKT 

TSTALKGAIQLGITYTVGSLSTK 

PERDVLMQDFYVVESIFFPSEGS 

NLTPAHHYNAFRFKTYAPVAF 

RYFRELFGIPPDDYLCSLCSEPLI 

ELCSSGASGSLFY VSSDDELII K 

TLQHKEAEFLQKLLPGYYLNLS 

QNPRTLLPKFFGLYCVQTGGKN 

IR1 V VMNNLLPRS VKM H 1 K. Y DL 

KGSTYKRRASQKEREKPLPTFK 

DLDFLQDI PDGLFLDA DTYN A L 

CKTLQRDCLVLQSFKIMDYSL 

WLSIHNIDHAQREPLSSDTLQV 

SI DTQRLAPQKALYSTAMEFIQ 

GEARLGDTMEADDHMGGIPAQ 

NSKGERLLLYIGIIDILQSYTFLK 

KLEHSWKAVVHDGDAVSVHR 

PGFYAERFQHFMCNA VFKKI PL 

KPSPSKKFRSGLSFSLHTGSSGN 

SCITYQPLVSEEH KSQVIKVQVE 

PGVHLGRSDVLPQTSE\PPLEE1T 



wo 
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SEQ ID 

NO' 


SEQ ID NO: 

of nenttrlp 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oClasI 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9790 


40158 


A 


9851 


233 


2051 


AGPGAGSTCLREARRGRGGGP 

QNAGSVKRRWEDSIPRRGRTGL 

KESQAAEGEGAAKMASASSGP 

SSSVGFSSFDPAVPSCTLSSASGI 

KRPMASEVPYASGMPIK.K.IGHR 

SVDSSGETTYKKTTSSALKGAI 

QLGITHTVGSLSTKPERDVLMQ 

DFYVVESIFFPSEGSNLTPAHHY 

NDFRFKTYAPVAFRYFRELFG1 

RPDDYLYSLCSEPL1ELCSSGAS 

GSLFYVSSDDEFIIKTVQHKEAE 

FLQKLLPGYYMNLNQNPRTLLP 

KFYGLYCVQAGGKNIRIVVMN 

NLLPRSVKMHIKYDLKGSTYK 

RRASQKEREKPLPTFKDLDFLQ 

DIPDGLFLDADMYNALCKTLQ 

RDCL VLQSFKIM DYSLLMS I HN1 

DHAQREPLSSETQYSVDTRRPA 

PQK\ALYSTAMESIQGEARRGG 

TMETDDHMGG1PARNSKGERL 

LLYIGIIDILQSYRFVKKLEHSW 

KALVHDGDTVSVHRPGFYAER 

FQRFMCNTVFKKIPLK.PSPSKKF 

RSGSSFSRRAGSSGNSCITYQPS 

VSGEHKAQVTTKAEVEPGVHL 

GRPDVLPQTPPLEEISEGSPIPDP 

SFSPLVGETLQMLTTSTTLEKLE 


9791 


40159 


A 


9852 


30 


298 


EPFIFLFIYLF1YLFFETESRPVIQ 
AG VQ WCN LSSLQPLPTGFKQFS 
\CLSPLTS WDYRHPPPCPAN FCS 
FSRDGVSPCWPGWSQTPDLR 


9792 


40160 


A 


9853 


3 


938 




9793 


40161 


A 


9854 


208 


870 


LGMAGRLFTVNLQSPLNPSTLL 

AEVCVEQCTLMDSKMKPLW1M 

YSNEEAGSGGRVSVSLK.RDDD 

LWQDMLTMQT1RLMDVPDT1A 

N1QLNNRNMDGGNEEFTLSCA 

GYCVATYVLGIGDRHSDNIMIR 

ASGQLFHIDFCHFRQRVPFILTY 

DFVHVIEQGKTNN/SEKFERFRG 

YCERA\YTILRRHGLLFLHLFAL 

MQAAGLPELSCSKDIRYLKDSL 

VHPL 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SCQ ID NO: 

of npnlidp 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 

* = Nfnn riiftnn / = nn c c i h» 1 ntiKlaniuia 
>jiu|f iuuvu t / |/ua5iuic nilCICOIlUc 

deletion, \=possible nucleotide insertion) 


9794 


40162 


A 


9855 


1 


790 


VEE LSKK.L A DSDQ AS K VQQQ K 

LKVGQLGEWVWPLDKGGKLFS 

KLWGRGGLVYKWFLLIYKISY 

ATGIVGYMAVMFTLFGLNLLF 

KIKPEDAMDFGISLLFYGLYYG 

VLERDFAEMCADYMASTIGFY 

SESGMPTKHLSDSVCAVCGQQ! 

FVDVSEE/EDH*EHRCS/CFHEF 

CIRGWCIVGKKQTCPYCKEKV 

DLKRMFSNPYPLLGSLLGVGCG 

KJCVLASVTCIWVLLGPSLLPPT 

RTCQTMNNKKIMKVMMRIKR 

MMTDTMAS 


9795 


40163 


A 


9856 


1 


1005 


FRGRAVKMAAVVEVEVVGGA 

AGERELDEVDMSDLSPEEQWR 

VEHARMHAKHRGHEAMHAEM 

VLILIATLVVAQLLLVQWKQRH 

PRSYNMVTLFQMWVVPLYFTV 

KLH W WRFLVI Wl LFSA VTAFVT 

FRATRKPLVQTTPRLVYKWFLL 

IYKISYATG1VGYMAVMFTLFG 

LNLLFKIKPEDAMDFGISLLFYG 

LYYGVLERDFAEMCADYMAST 

IGFYSESG MPTKHLSDS VCA VC 

GQQIFVDVSEEGDHXETTYRLSC 

NHVSHEFCIRGWCIVGKKQTCP 

YCKEKVDLKRMFSNPWERPHV 

MYGQLLDWLRYLVAWQPVIIG 

VVQGFNYILGLE 


9796 


40164 


A 


9857 


28 


267 


LNIGKGDSKKPRGKMSSYAFFV 
QTCREEHKKQHPDASVNFSEFS 
YKKDIAAY*AKGKPDAAKKGF1 
KAEKSKKKKEEEED 


9797 


40165 


A 


9858 


1 


194 


MGKGDPKKLRGKMSSYAFFVQ 
TCQEEHKKQQPDASVNFSEF/S 
KKCSERWKTMSAKEKSEDMA 
KL 


9798 


40166 


A 


9859 


241 


958 


HQIFILFFRKITKHGQRRSLRSPR 

GKMSS\FAFF\VQTCREEHKKRH 

PDASVN\FSEFSKKC/SQRGWKT 

MS\SKEKGKF*RYGQKRDKAR 

YER\EMKTYYPS\KGGDQKRSF 

KDPNAPQGGPPFGPSFLRCSEY 

RPKIKREDHPGLSIGDVAKKLG 

EMWELTLLQ/SDKQPYEKKAA 

KLKEKYEKD1AAYRAKGKPDA 

A KKG V VKA EKSKKKKEEEE DE 

EDEEDEEEEEDEEDEEDEEEDD 



wo 



01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
* s= StOD codon* /— nossihle nucleotide 
deletion, \= possible nucleotide insertion) 


9799 


40167 


A 


9860 


2536 


2909 


KSGVPGSRFSSSDKSDTGVTGL 

FSTYFLKSDFQLQLIDISASTAS 

KSLFSAVLFQEYILSFGLSE1ISIL 

SSAVCWREAPKLSMVGCLAAG 

GKLTGC*AAGCLATDGRTETL 

DAAPAAAALSAV 


9800 


40168 


A 


9861 


5 


1752 


KCT1CLRNS/IAVCCGCGQGLSG 

YLNGEGADGAERGGGGSGVEC 

LRAPVCGQAASSLAASQLAAG 

GQAANHAQLRCLSPADCA LM L 

FIQVEVLTNSIAMVSVHLEKQP 

LKLVLG ELGFRSPAGEEQATPV 

VGGEGLGCIEDSAAVAEGG1AI 

GGIVGINTALQEVLKPHTIKMQ 

RNNAQLSRRKEPKEGLCGERG 

QDRMSRAKGSSSKGKELPPGCR 

RVTMKPLLVRETQEGQAAERG 

AEEQLQTLGPFAVYRDSPSKNF 

YKRDKMLKGLEEAKVNFVWR 

TNEGFLEEDAGQEFGIQKAVTP 

ALCPSRKAEVPLSCLTLKLSED 

GKAKKAPYNTGPLGLLHLSMC 

SHSRKGFEQLWQLNSGKLLQG 

PRDSVEGSARRAETAVHCPAVL 

H FAPALLL A A L RCQRDLES A A A 

PSHTRSCQHPRLLSGAVQTAGF 

SNPPKVVIQIKWNFLVMLLNFP 

GSTKLIARLKQQMNYKEMASQ 

RLTQSMLPHRSRLIGAGPCNRC 

VHPEPVIVTLFGQKVFARFIKKN 

QTCLLCSQIWCAHYQQGWICA 

WLAGFGKIYIFST1GVIDTLSSG 

H1HLQPNCTARDSASWESPA 


9801 


40169 


A 


9862 


1 


668 


MWRLVIQDAKDENGVLVGNR 

VLAHSSLAVLSCLALNNRRISG 

WTP/CGPSGSPPGFMGRRGTST/ 

RLPTG**CPEGQPPRCPCG*ASG 

CASSPAECRMPATHLPGNSGRV 

PFPPGPVNYSPLRLQAPEQVTG 

S/SPWPFS/RPVLGPLPLEGS\PPP 

F/RLPPRPRPAGVAAGSSWGHS 

AASVRRSPGRRPEGES1HPRPPA 

SRLPWLRATREEEAGAPKLGED 

SYPNF 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


9802 


40170 


A 


9863 


2 


624 


FM G RRGTSTPFPL A DN A P RG S P 

PGAHVVGGWDPDLRRAPVTGF 

SCSGSCSQRGAADWESFPRSPP 

CRASGC ASSPAECRM PATH LPG 

NSGRVPFPPGPVNYSPLRLQAP 

EQVTGS/SPWPFS/RPVLGPLPLE 

GSVPPPF/RLPPRPRPAGVAAGSS 

WGHSAASVRRSPGRRPEGESIH 

PRPPASRLPWLRATREEEAGAP 

KLGEDSYPNF 


9803 


40171 


A 


9864 


51 


225 




9804 


40172 


A 


9865 


1 


276 


AFAAIPTNTLLLEQKALDEPAE 

TESVSKDNTL*PPVETPTTLPRA 

AGRETKYANLSSPTSTVSESQ/P 

D*AWSNSPSTCKIQNITEKRGGS 

L 


9805 


40173 


A 


9866 


3 


441 


QTNFKGCSKVTSSKLNMSLLW 

TPTGR*GCDRKVEQGPPGDLGT 

AAVRPKSLAISSSLVS/ACSASK 

TQGTDLKTSSHPEM LHG MAPQ 

QKHGQQYKTKSSYKAFASIPYK 

H1AFGTEDS/STTLPRAAGRETK 

YANLSSPTSTVSESQAD 


9806 


40174 


A 


9867 


123 


417 


SLDLDLFTVSGLLSLDSSGILTR 
NLE VS AN * V W VGSLLTVGTN V 
KIRGLASEPPAETVSFSSKFLFN 
KLLFSRFSSSILKENEKERKNER 
HRGSNSV 


9807 


40175 


A 


9868 


153 


1624 


TTRRKSMNPTLSGKYLEDNSDL 

FSEQALDEPAKTESVSKDNTLE 

PPVELYFPAQLRQQTEELCATID 

KVLQDSLSMAPSLSPTKQASSS 

LAYMNVERTPSPTLKSNTMLSL 

LQTSTSSSVGLPPVPPSSSLSSLK 

SKQDGDLRGPENPRNIHTYPST 

LASSALSSLSPPINQRATFSSSEK 

CFHPSPALSSLINRSKRASSQLS 

GQELNPSALPSLPVSSADFASLP 

NLRSSS/ A PSCQS AHPGAPAQS L 

SS A PT\CG SGTLPSRLG KSESTTP 

NHRSPVSTPSLSISLTRTEELISP 

CALSMSTGPKNKKSKTPTTLPR 

AAGRETKYSKSNDYLTLNAGS 

QQERDQAKLTCPSEVSGTILQE 

REFEANKLQGMQQSDLFKAEY 

VLIVDSEGEDEAASRKVEQGPP 

GGIGTAAVRPKSLAISSSLVSDV 

VRPKTQGTDLKTSSHPEMLHG 

MAPQQK.HGQASAYKGEESNbt 

DWTILKSSRMTNPRKLSDNKI 


9808 


40176 


A 


9869 


1 


762 





WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9809 


40177 


A 


9870 


1 


537 




ao i n 

9810 


A A 1 TO 


A 

A 


Attn I 

9871 






MOLVLLH VutvLoSSWLKNGSQ 
b 1 AOyilorLbbWHDTGAGAAL 
DFSPGLSCLPVR*GSRRAAPH 


9811 


40179 


C 


9872 


258 


527 




9812 


40180 


A 


9873 


1 


2865 


MLPAFEHQTPSSSAFGLLNLQQ 

WFVRGSRAFGHRLKAALSGSL 

LLKFSDSDWLPCSSACRGPIVG 

LHLVIVYVKSHQNAYRHKNIQL 

KQTLLSCNTTKVRSFIIEVSETR 

NPPAGTNSGHILGTCPGYRYAK 

GKETGKEIIKGPQNPPGYRLCPL 

QAVGGGEFGPTQVHVPFSLSDL 

KQIRVDLGKFSDDPDRQYPLRP 

EAHEGLQDILRYLKVQGLVRK 

CSSPCNTRJLGVQKPKGQWRLV 

QDLRFINEAVIPL 


9813 


40181 


A 


9874 


3 


177 




9814 


40182 


A 


9875 


255 


1299 


AAVFPLWCWRTRGKCHSLEWR 

PCTVCSWPDSPPKVSAGQALCG 

SETLPLTQTPDIQVPATLESGHP 

ANLLWSAAWKSRKSLIFSWTW 

GTVISLGPRTPHFSEITIIPLPWS 

HGSSITFQVTFPRFHVTTEMTIQ 

LNVSSPVALENATSLSVLKNQS 

LRFVYVTDSNPPARLSWTWEG 

QALNLSQSSESAVLELPPVESC 

DGGEFVCQAQHPLGSQHVSISL 

S VQSDSVISI EEGVLQTLGFTL1 R 

GILMGTSCTFICGFTWICCTSPVI 

PKPGTQSCFSTRDSATLPDACG 

orUrKKV WMCabSriyPLCA Vr 

DEDEQELHYAVLHFHKVQPQE 

PKVTDTEYSEIKIHK 


9815 


40183 


A 


9876 


27 


385 


ASTTTGSGTSTAA ARCTA WSPG 
PLVTAVEK.FEAEAAALGQRIST 
LQKGSPDPLQVRMLNDQLMLL 

C D TCI XIDD A CDCC D WCl_T\/I \\t A 

b R 1 r LNr KA r r bbK Y Y an VL W A 
/rbHULKanlrUvLoNACbKAKJJ 1 
ASGSEAWAEG 


9816 


40184 


A 


9877 


160 


480 




9817 


40185 


A 


9878 


19 


433 


GLDHGWAG DR WRTRP V VG AG 
EGRAPRLNSPSGQIRSPGPGDLS 
IYDNWIRYFNRSSPVYGLVPXGF 
SSHQAVARTAGSVILRLSDSFFL 

"LIS. V oU ioCI Llxor Lr^/\/\V(5v'-^^ 

GALLEQHSISLGPLVTAVEKFE 
AKAAAL 
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SKQ ID 

r*KJ. 


SEQ II) NO: 

of peptide 
sequence 


Met 
noo 


SEQ ID NO: 

In UNIi 

09/540,217 


Nucleotide 
locution oi iirsi 
cod on Tor peptide 
sequence 


Nucleotide location of last 
couon tor i»m hijiihu atiu 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
— oiup touuiit /- |tuasiuic nucieonue 
deletion, \=possible nucleotide insertion) 


9818 


40186 


A 


9879 


1 


996 


M A LS K E RST VTRTQ W A R KTM L 

QGETIQISESVSTYLRPYSVSGT 

VLGTNMSKTSARIYPTYHTAFD 

TFDYVDKFLDPGFSSHQAVART 

AGSVILRLSDSFFLPLKVSDYSE 

TLRSFLQAAQQDLGALLEQHSI 

SLGPLVTAVEKFEAEAAALGQR 

ISTLQKGSPDHVLWA/PSHGLRS 

HI PG\LSN ACSRARDTASGSE A 

WAEVQRQLSIVVTALEGSVEAL 

HEVLQLPAALRACPPLRKALAV 

DAAFREGNAARLFRLLQTLPYL 

PSCAVQCHVGHARREALARFA 

R A FSTPKGQTLPLG FM \TN LL A 

WMDSGKHGTCARPTGCPWTER 

RELCS 


9819 


40187 


A 


9880 


66 


744 


RAHEDRERSGVQIRTQSWNGG 

KREKDFLHQSGVLETLLMKGC 

WRKSKTSARJYPTYHTAFDTFD 

YVDKFLDPGFSSHQAVARTAG 

SVILRLSDSFFLPLKVSDYSETL 

RSFLQAAQQDLGALLEQHSISL 

GMHSPDPEVRMLNDQLMLLER 

TFLNPRAFPEERYYSHVLWA/PS 

HGLRSHIPG\LSNACSRARDTAS 

GSEAWAEVQRQLSIVVTALEG 

AAATLRPVADL 



WO 01/075067 



PCT/US01/08631 



SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9820 


40188 


A 


9881 


2 


2241 


PRVRRMQWTKVLGLGLGAAA 

LLGLGI1LGHFAIPKKANSLAPQ 

DLDLEILETVMGQLDAHRIREN 

LRELSREPHLASSPRDEDLVQL 

LLQRWKDPESGLDSAEASTYE 

VLLSFPSQEQPNVVDIVGPTGGI 

IHSCHRTEENVTGEQGGPDVVQ 

PYAAYAPSGTPQGLLVYANRG 

A E EDFKELQTQGI KL EGTI A LTR 

YGGVGRGAKAVNAAKJHGVAG 

VL V YTDP A DIN DG LSSPDETFP 

NSWYLPPSGVERGSYYEYFGDP 

LTPYLPAVPSSFRVDLANVSGF 

PPIPTQPIGFQDARDLLCNLNGT 

LAPATWQGALGCHYRLGPGFR 

PDGDFPADSQVNVSVYNRLEL 

RNSSNVLGIIRGAVEPDRYVLY 

GNHRDSWVHGAVDPSSGTAVL 

LELSRVLGTLLKKGTWRPRRSI 

VFASWGAEEFGLIGSTEFTEEFF 

N K LQE RT V A Y I N V D I S VF AN AT 

LRVQGTPPVQSVVFSATKE1RSP 

GPGDLSIYDNWIRYFNRSSPVY 

GLVPSLGSLGAGSDYAPFVHFL 

GISSMDIAYTYDRSKTSARIYPT 

YHTAFDTFDYVDKFLDPGFSSH 

QAVARTAGSVILRLSDSFFLPLK 

VSDYSETLRSFLQAAQQDLGAL 

LEQHS1SLGPLVTAVEKFEAEA 

/\/\L»Vj v^tvlo I LV^J\Uorl/rLy V rvlVl 
1 MHOl MI I PRTFI lSJPRAFPPPP 

YYSHVLWAPSHGLRSHIPGVLS 


9821 


40189 


A 


9882 


1 


1962 




9822 


40190 


A 


9883 


1 


166 


MEYYAALKKDEFMSFVGTWM 
K.LE1 1ILSKV\LQGQKVKHHMFS 
L 1 UALLVKOrWA 


9823 


40191 


A 


9884 


1 


378 




9824 


40192 


A 


9885 


I 


681 




9825 


40193 


A 


9886 


1 


3174 


MEYYAAIKNDEFMSFVGTWM 

KLETIILSKLLQGQKTKHRMFSL 

IGSI I VK VPSSLQAHLQLSGKEV 

DVNSEVHVQEMAEARXDDVV 

TVTDA EKALDKIQH LFMVKTLS 

KIGIQGTYLNVIKAIYDKPTAN1I 

LNGEKLKAFPLRNETRQGCPLS 

PLLFNTVLKVLARAVRQEKE1K 

GIQIGKEEVILSLFADDMIVHLE 

NPIVSAQNLLKLIDNFSKVSGY 

MSELPFTIASER 


9826 


40194 


B 


9887 


1 


352 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9827 


40195 


A 


9888 


•% 


430 


FFFFLPVAGLRRPRPRLGPVPPR 

PRVPPPQDRAATMKKFFQEFKA 

DIKFKSAGPGQKLKESVGEKAH 

KEKPNQPAPRPPRQGPTNEGTD 

GSRCCPQP/WLEQKQSRAWGPH 

IAGHHPKPGEKGTSSRSHRQRE 

PRGPRDQRGI 


9828 


40196 


A 


9889 


1 


1062 


MKKFFQEFKADIKFKSAGPGQK 

LKESVGVWGRPNGLMSVKGN 

CECGNLWLLYPEVAALAAEAE 

GPEVGSVEDQRRQQGYFVRLG 

SLSARIRHLAYEHSVGKLRQSK 

HRAQDTLAQLQETLELVDHMP 

CG VTPTAPARPGKVHEL WG E W 

RQRPP/REPPPE\QAELETLVLAR 

SLTHELQGTVEALEFSVWGLPA 

GAQEKVAEVRRSVDALQTAFA 

DARCFRDVPAAALAEGRGRVA 

HAHACVDELLELVVQAVPLPW 

L VG PF APIL V ERPEPLPDL A D L V 

DEVIGGPDPRWAHLDWPAQQR 

AWEAEHRDGSGNGDGDRMGV 

AGD1CEQEPETPSCPVKHNPDA 

RAG LLTHGPVEAG 


9829 


40197 


A 


9890 


1 1 


285 




9830 


40198 


A 


9891 


2 


138 


FFFLGFHVFYSIPLIPRDNSF*GV 
FSSLDLITAVFVTLAELRSVT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


(Viet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkti6wn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9831 


40199 


A 


9892 


121 


2320 


EMAFQKAVKGTILVGGGALAT 

VLGLSQFAHYRRKQMNLAYVK 

AADC1SEPVNREPPSREAQLLTL 

QNTSEFD1LVIGGGATGSGCAL 

DAVTRGLKTALVERDDFSSGTS 

SRSTKLIHGGVRYLQKA1MKLD 

IEQYRMVKEALHERANLLEIAP 

HLSAPLPIMLPVYKWWQLPYY 

WVG1KL\YDLVARKANCLKSSY 

VLSKSRALEHFPMLQKDKLVG 

AIVYYDGQHNDA\RMNLAIALT 

AA\RYGAATANYMEVVSL\LKK 

TDP\QTGK\VHVSGARCKGCPST 

GQEFDVRAKCVINATGPFTDSV 

RKMDDKDAAARCQPSAGVHIV 

MPGYYSPESMGLLDPATSDGR 

VIFFLPWQKMTIAGTTDTPTDV 

THHPIPSEEDINFILNEVARNYLS 

CDVEVRRGDVLAAWSGIRPLV 

TDPKSADTQSISRNHVVDISESG 

LITIAGGKWTTYRSMAEDTINA 

AVKTHNLKAGPSRTVGLFLQG 

GKDWSPTLYIRLVQDYGLESEV 

AQHLAATYGDKAFEVAKMAS 

VTGKRWPIVGVHLVSEFPYIEA 

EVKYGIKEYACTAVDMISRRTR 

LAFLNVQAAEEALPRIVELMGR 

ELNWDDYKKQEQLETARKNFL 

YYEMGYKSRSEQLTDRSEISLL 

p<i n i n r vk k r fh vc f n a nni^ n fi 

TIVDVQRVLESINVQMDENTLH 
EILNE VDLNKNGQVELN EFLQL 
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* 



seo n> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9832 


40200 


A 


9893 


1 


2020 


MLKPLMGGGAHRRAAAGARK 

WDGTAIIASTSGLEVLWVTTSR 

SKTVESVGLAKPGQHNDARMN 

LA1ALTAARYGAATANYMEVV 

SLLKKTDPQTGKVRVSGARCK 

DVLTGQEFDVRAKCVINATGPF 

TDS VRKM DDKDAAAI\CQA\S A 

GVHIVMPGYYSPESMGLLDPAT 

SDG R V IFFLP WQKMTI AGTTDT 

PTDVTHHPIPSEEDINFILNEVR 

NYLSCDVEVRRGDVLAAWSGI 

RPLVTDPKSADTQS1SRMHVVDI 

SESGLIT1AGGKWTTYRSMAED 

TINAAVKTHNLKAGPSRTVGLF 

LQGGKDWSPTLYIRLVQDYGL 

ESEVAQHLAATYGDKAFEVAK 

MASVTGKRV/WPIVGVRLVSDF 

PYIEAEVKYGIKEYACTAVDMT 

SRRTRLAFLNLQAAEEALPRLL 

ELMG RELN WDD YKKQEQLET 

ARKFLYYEMGYKSRSEQLTDR 

SEISLLPSDIDRYKRRCHKFDAD 

QRGFMTVVEVQRVLESINVQM 

DENTLHE1LNEVDLNKNGQVEL 

NEFLQLMSAIQKGRVSGSRLAI 

LMKTAEENLDRRVPIPVDRSCG 

GLYFCVRNWWVLGLTDFKNE 

AADPSGVKLQTFTVSVTALKV 

ARLELFVSPGGLVVLLGSGVKL 

QIFAPNMAMHNKAAPPQIPDTR 

RELAELVKRKQELAATLAKFG 


9833 


40201 


A 


9894 


2 


593 


1SSAVEFETSQLSGLWTEQSAA 

RSRGENIVCGPQGPRG/GPWVP 

AEPTGSPVVSEEPLDLLPTLDLR 

QEMPPPRVFKSFLSLLFQGLSVL 

LSLAGDVLVSMYREVCSIRFLF 

TVVSLLVNLFLSAFWLGLLYLVS 

PLENEPKEMLTLSEYHERVRSQ 

GQQLQQLQAELDKLHKEVSTV 

RAANSERGAKLVFQRLNEGFV 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


9834 


40202 


A 


9895 


1 


1105 


MRRSSRPGSASSSRKHTPNFFSE 

NSSMSITSEDSKGLRSAEPGPGE 

PEGRRARGPSCGLLFQGLSVLL 

SLAGDVLVSMYREVCSIRFLFT 

AVSLLSLFLSAFWLGLLYLVSP 

LENEPKEMLTLSEYHERVRSQG 

OQLQQLQAELDKLHKEVSTVR 

AANSERVAKLVFQRLNEDFVR 

KPDYALSSVGASIDLQKTSHDY 

ADRNTAYFWNRFSFWNYARPP 

TVILEPHVFPGNCWAFEGVQGQ 

VVIQLPG/HECTLSDITLQHPPPS 

VEHTGGANSAPRDFAVFFLLSF 

FTHQGLQVYDETEVSLGKFTFD 

VEKSEIQTFHLQNDPPAAFPKV 

KIQILSNWGHPRFTCLYRVRAH 

GVRTSEGAEGSAQGPH 


9835 


40203 


A 


9896 


10 


395 


VEPGKRLIDRIVETICSCFQGPQ 

TDEGVQLQIIKALLTAVTSPHIEI 

HEGTILQTVRTCYNIYLASKNLI 

NQTTAKATLTQML/NHARSDSG 

KVSTENGDAPRERGSSLSGTN\ 

DGAQEVVKDILEDVVT 



wo 
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SEQID 
NO- 


SEQ II) NO: 

f\ f npntiHp 

sequence 


Met 
liod 


SEQ ID NO: 
•n tJSSN 
09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


Nucleotide location of last 

rnHnn for Id^f Ami mi nrifl 

of peptide sequence 


Amino acid sequence ( X=l)nknovvn, 
deletion, V=possible nucleotide insertion) 


9836 


40204 


A 


9897 


1 


1698 


MLGTSVEDIAQFLHQEERLDST 

QVGDFLGDSARFNKEVMYAYV 

DQLDFCEKEFVSALRTFLEGFR 

LPGEAQKIDRLMEKFAARYIEC 

NQGQTLFASADTAYVLAYSNM 

LTTDLHSP/PDLEMHQPAGARS 

ADRNRCEDALPVWIWA*KRRE 

PEGPHIGRRRVHGPWPR*FGEW 

RSG*KTDGQLPRJGW*DQLAEC 

GCSCGQDFYWVYQTGWKCNS* 

LCPLAVCCVHG*TGFPPPSSHV 

QL A EDCGDI I LQH ESDPTTV VS 

NMACDWRSLQ*DKL*MLGTSV 

EDIAQFLHQEERLDSTQVGDFL 

GDSARFNKEVMYAYVDQLDFC 

EKEFVSALRTFLEGFRLPGEAQ 

KI DRLMEKFA A R Y I ECNQGQTL 

FA S ADTA Y VL A Y S 1 1 MLTTDLH 

SPQILKCISQLELAQLIGTGVKT 

RYLSGSGREREGSLKGHTLAGE 

EFMGLGLGNLVSGGVDKRQM 

ASFQESVGETSSQSVVVAVDRI 

FTGSTRLDGNAIVDFVRWLCA 

VSMDELASPHHPRMFSLQKIVE 

1SYYNMNRIRLQWSRIWHVIGD 

HFNKTSCDRLRELHVSEVFTVI 

TETRETKGPRDTPIFIETLVKVK 

DAEDQLGARVGYIELDLNSGKI 

LESFRPEERFPMMSTFKVLLCG 

A VLSRI DAGQEQLGRRJ H YSQN 

DLVEYSPVTEKHLTDGMTVRE 

LCSAAITMSDNTAANLLLTTIG 


9837 


40205 


A 


9898 


1 


492 




9838 


40206 


A 


9899 


1 


3555 




9839 


40207 


A 


9900 


1 


4145 


MFVLKVGCPSLLLRDPRRSLLH 

YTCFTSVPVLVQVGCNPNEDV 

A I FA V DSLRQLSM KFL E KG EL A 

NFRFQKDFLRPFEHIMKKNRSP 

TIRDMA1RCIAQMVNSQAANIR 

S ATI FQHHFPA A I DS FQD A V KCL 

SEFACNAAFP\DTSMEAIRLIRF 

CGNYLVSERPRVLLEYTSDDMN 

VAPGDRVWVRG WFPILFELSCI I 

NRCKLDVRTRGLTVMFEIMKS 

YGHTFEICHWWQDLFRIVFRJFD 

NMKLPEQLSEKS 



wo 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=(Jnknown, 
*—Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


9840 


40208 


A 


9901 


1 


5477 


MQESQTKSMFVSRALEK1LADK 

EVKRPQHSQLRRACQVALAWK 

LLL1APLAVGKATPVKMWSNK 

VEQLTVMNMHSAEQETDEIKA 

EIEKQRLGTAAPPKANFIEADK 

YFLPFELACQSKSPRVVSTSLDC 

LQKLIAYGHITGNAPDSGAPGK 

RLI DRI V ET1CSCFQG PQTDEG V 

QLQIIKALLTAVTSPHIEIHEGTI 

LQTVRTCYNIYLASKNLINQTT 

A KATLTQMLN V I FTRM ENQ V L 

QEARELEKPIQSK 


9841 


40209 


A 


9902 


2 


740 


TGWEGRAEAEVPQDDRREPRH 

S/1EVEEEDQKLVSASLEPIGG/P 

PDCPQKPQ\PQCPLSPSKKWGC 

DLCL*QHKLAQKWRREISTSVP 

SQPGLGPGRTADTGPSLPTYTPA 

GQE AG RTPA PP A WS A FDLDST 

VVKMEKGW1CS*KYTRSQASC 

SELPRRLG RAGPTE ELG M PTQE 

VAPLPARG*GPESLPL/ASRQEF 

LSG RTV R VKLG L PL PLTEG K I V 

LPGGEGGSPHVCPSPWHERRTA 

DQGVVAE 


9842 


40210 


A 


9903 


I 


1376 


MPSSSVGPARPSLRGSSEQLAW 

LRGIFSYRSSPPPSPQQSSPNQTR 

SRQHYAPSVFEKYTASVTVGSK 

EVTLNLYDTAALAGPWPALHS 

WRPLRGAGCGALEAKPYTKQ 

WAALGPPMVPGLLRYLLWSLQ 

TLATPGQRPREGPHAHTPRAEA 

TAGQEPARDPKGSARNPEPQRP 

RGKGVRAAPKQGVRGMSIPAQ 

PHASTRAGSERRSEXQRRLLSSF 

TGSCDSDLLKFNQLKFRKKKLK 

FCKSHIHDWGLFAMEPSGDPLE 

S A WI H ARN APTTTPSQTPH PPPR 

EAGNPNPPPRAPEARGPGHDKA 

AQKACVHGGPNTQHPRPQPEP 

AVPPAALAPPPKHQLSSQASSPS 

RLGRAAERPHKTQQRQTPTHT 

GPRAAATAEHAPQALPPPAPAP 

HYNRTRPAQLRNPPTPKKGSEE 

PAQPTKHTPATPAKRDPKGGG 

ARRRPARPLQPHSGGEEDEKES 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Us 
codon for last amino acid 
of peptide sequence 


1 Amino acid sequence ( X=llnkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, Y=possible nucleotide insertion) 


9843 


402 II 


A 


9904 


724 


2076 


KLCPCLYHFFHTNVQRHAPFVA 

NPFLLTHIQISTKHPAIVGTTELL 

LCVGGVQRVLQLAPQRLQLLA 

QVPALLLRLGPGHTLRLQVLLG 

LGQGCLSLPQGFQQLGPGPTLV 

FCPLPELLEEDAVGEALATDAD 

ALQDPVAAKLVQHQPWLQLPG 

LGKQPPPLPVSQLEVGRAVPLH 

HPQGALLLLALLEGLQSLLPRV 

HSPFLHDTFRRHRPVPASLQLN 

SFEQLCITTPQK LQQLFN HTM F 

VSPPAVNVQANPAGLLALLDEE 

CWFPKATDKSFVEKVAQEQGG 

HPKFGARPRHLRDQADFSVLHY 

AGKVDYKANEWLMKNMDPLN 

DNVAALLHQSTDRLTAEIWKD 

VEGIVGLEQVSSLGDGPPGGRP 

RRGMFRTVGQLYKESLSRLMA 

TLSNTNPSFVRCIVPNHEKRAG 

KLEPRLVLDQLRCNGVLEG1RI 

CRQGFPNRILFQEFRQ 


9844 


40212 


A 


9905 


2 


480 


VGCMGCSKGPWRQAFQVDVH 

VSDLALPQCRLQTGMRGAFGK 

PQGTVARVHIGQVIMSIRTKLQ 

NKEHVIEALRRAKFKFPGRQKV 

CSAAAPFSHLCPRPPDSVLS1 A P 

♦1H1SKKWGFTK.FNADEFEDMV 

AEKRLIPDGCGVK.YIPSRGPLD 

KWRALHS 


9845 


40213 


A 


9906 


1 


485 


SDEYDQLCSEALVGAQICAKK 
YIVKCCGKNGFHIRVRLHPFHV 
ICINRMLACAGTDRLQTGMGG 
AIGKP\QGTVARJLIGQVI MSI RT 
KLQNKEH V 1 EALRRAKFKFPG R 
QKIHISICKWGFTKFNADEFEDM 
VAEKRLIPDGCGVKYIPSRGPL 
DKWRALHS 


9846 


40214 


A 


9907 


1 70 




nvvi phi iximvuurn-ici xii cyk\ 

HSSNLPVAEICYR*RYRKXVQQ 
R! II AKDYTTELFSNR*LFN 
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SEQIO 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9847 


40215 


A 


9908 


2 


1968 


SYLHCKWATMEELEKDPRIAQ 

KIKRFRNKQAQMKHIFTEPDED 

LFNPDYVEVDRJLEVAHTKDAE 

TGEEVTHYLVKWCSLPYEEST 

WELEEDVDPAKVKEFESLQVLP 

EIKHVERPASDSWQKLEKSREY 

KNSNQLREYQLEGMNWLLFN 

WYNRKNCILADEMGLGKT1QSI 

TFLSEIFLRGIHGPFLIIAPLSTIT 

NWEREFRTWTEMNAIVYHGSQ 

ISRQMIQQYEMVYRDAQGNPL 

SGVFKFHVVITTFEMILADCPEL 

K.KI H WSC VI 1 DE A H RLKNRNCK. 

LLEGLK.LMALEHKVLLTGTPLQ 

NSVEELFSLLNFLEPSQFPSETA 

FLEEFGDLKTEEQVKKLQSILKP 

MMLRRLKDDVEKNLAPKQETI 1 

EVELTNIQKKYYRAILEKNFSFL 

TKG ANQHNM PNLINTMMELRK 

CCNHPYLINGAEEK1LEDFRKT 

HSPDAPDFQLQGVM IQA\AG KL 

VLIDKLLPKLIAGGHKVLIFSQM 

VRCLDILEDYLIQRRYTYERIDG 

RVRGNLRQAAIDRFCKPDSDRF 

VFLLCTRAGGLGINLTAADTC1I 

FDSDWNPQNDLQVPEGRIQKV 

WEQMSWPRAQPQDNAAAACL 

a"\t"xi?/"~» o/-\i /^\ /AC t?CTVTlT?l_rX.II> f\tS 

QDrOoQLO VQobb I Urr HNKyK. 
DLLPLKIQKEGPATNYNS 


9848 


40216 . 


C 


9909 


223 


402 
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SEQ ID 

NO* 


SEQ II) NO: 

HI |/C|JIIUC 

sequence 


Mel 
hod 


StQ ID NO: 
09/540,217 


Nucleotide 

iota UUU ul iirsi 

codon for peptide 
sequence 


Nucleotide location of last 

rnrinn fnr last amino acid 

of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
luuuiif ' |ni35iuie nucicoiioc 
deletion, \=possible nucleotide insertion) 


9849 


40217 


A 


9910 


1 


1710 


MFEKAARQEWIQVAKSVTRVA 

MSSYTFQKNPDLISVGEDVEKK 

LELSYAAVTMAWGQYGDYGY 

PYQQYHDYSDDGWVNLNRQG 

FSYQCPQGQVIVAVRS1FSKKE 

ADSVSRASATGPDSGQFFLLER 

VGTCKTTAEAQPQRDDPYLVT 

RTVEGLSRTVEG VGRG LTQAA 

AGEGAGAVEAAW/NSLCGPFSS 

TPMASDEETEAIRGHETRPDDT 

AKNSG A IQQHSQCS WPLY Y/RA 

PHSVKRYQTCSN1MGLVAGFQS 

RYFESVLDREWQFYCCRYSKR 

CPYSCW/LSLAADQTLMTPGVG 

EAPRKCSSFRKGNRTIEPALTGP 

KS PTYS VGMPSLKLRPN DSH PS 

AVLLLPNFWLTTEYPGHYGEE 

MDMISYNYDYYIRGATTTFSAV 

ERKEERRERKGIGDKKHTEPTV 

LVWAAIPHYLRLGNLRTIEIYFH 

SSGSWKVQDQVDPEEEPARQN 

HRDRVPCHTPPLGGQEGDSQPV 

VMRAKDHYELEKQKALGQVE 

DEEDLCQQQRLPEQTYGSEEAP 

QEAKKNLGSPEPNSQAGAQKPI 

SMATNRAVFDVTCNFSPHWLQ 

CLQSRSLSPEDPGL 


9850 


40218 


B 


9911 


101 


1237 




985J 


40219 


A 


9912 


1 


622 


NLSDRHRGSHLESQHFQRLKQE 

DLLSPRIQDQPGQHWETLSHINI 

VVIGHVDSGKSTTTGHLIYKCG 

G1DKRTIEKFEKEAAEMGKGSF 

K Y A WVLDKLKA ER\ERGITI DIS 

LWKFETSKYYVTIIDAPGHRDFI 

KNMITG\TSQADCAVL1VAAGV 

GEF\EAGISK\NGQTVREHALPG/ 

YSQKRYEEI VKEVSTYI KKIG YT 

PDTVACVP 


9852 


40220 


A 


9913 


1 


762 


VVQTQISKTADELISYWGTSFPP 

PFAASLTLYELEYCITIDISLWK 

FETSK Y Y ATV I DAPGH RDFI KN 

MITGTSQADCAVL1FAAGVGEF 

EAVTFAPVNVTTEVKSVEMHH 

EVLSEALPGDNVDFDVKNVSV 

KEVHHGNVAGQISAGCAPVLD 

CHMAHIACKFAKLKKKTGSTS 

GKKLEDGPTFLKSGDAAIVDM 

VPG1CPMCVESFSVYPPLSRFAV 

CDMRQTVAVGVIEAMDKMAAV 

GAGKVTMSAQKAHNAK 



» 



WO 01/075067 



PCT/US01/08631 



SEQ ID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


9853 


40221 


A 


9914 


1 


618 


MVQARPGAHPTLLPGPTAAWV 

SGFSGGGSDLTGAREAQERGR 

WSPTESSSASVSPVAKVSKFTLS 

SELEGGDYPKERERTGGGPGRP 

PDWTPHGTGA\LQSPHPRTAPA 

PHPTPCPGRPRDAGQRSPGAPA 

WSPRVHRPTPSLLPPRRWTAAA 

L WA A WyKrLr AbQPGRGTSPG 

NPOPGRTPPSPQbVGSPGnlHIS 

LRTGFPPTL 


9854 


40222 


c 


9915 


3 


406 




9855 


40223 


A 


9916 


1379 


2096 


NGGGCGAARGGAAPGEGTRRG 

ACWATRGLPGTGRSAAAPARR 

GERQQLAMDVFLMIRRHKTTIF 

TDAKESSTVFR/ELKRIRRGQSS 

KRPPDEQRLVY K\DDQLLD\DG\ 

KTLGECGFYTSQNRHRPQAPAT 

VGSGLPASSAASSTDDTFEALCI 

EPFSS\PPEL\PDVDGRPQGFGEG 

SAQLNKAVQVETPQEGPIFPQL 

KGDLGSLPGCCLFFPPLPGMGP 

TPCGLLLGLVLGSSCAVLSPRS 


9856 


40224 


A 


9917 


1 


695 


MAHAGRTGYDNREIVMKYIHY 

KLSQRGYEWDAGDVGAAPPG 

AAPAPGIFSSQPGHTPHPAASRD 

PVARTSPLQTPAAPGAAAGPAL 

SPVPPVVHLALRQAGDDFSRRY 

RGDFA EMSSQLHLTPFTA RG RF 

ATVVEELFRDGSVNREMSPLW 

DNJALWMTEYLNRDLHTWIQD 

NGGWPWDFLIGATTPVTIPYLP 

YHSTEECQLINVKGTAEFKIPFA 

KPDEMIQAKHDGC 


9857 


40225 


A 


9918 


3 


422 


CSLKNWREVLALLLTYSGTEKF 
PELQDLMEKVMVLNRSLEQLR 
GPH/GGSAVLGQQSPPFPFPRIV 
VGATLHSKETSSYRLGSQPSHQ 

VPTPSPRPRVFTPQSSPAMPLAP 

QAIQPLPL 


9858 


40226 


A 


9919 


1 


849 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


9859 


40227 


A 


9920 


3 


868 


NSSPPFPFPRIVVGATLHSKETS 

SYRLGSQPSHQVPTPSPRPRVFT 

PQSSPAMPLAPSHPSPYQGPRT 

QNISDYRAPGPQAIQPLPLSPGV 

RPGPQDSWKEAPAPRGNLQRN 

KLPETFMPPAPITGPS/IM/RPHP* 

ATRDSSLTAPLSPV*VMLPQEF 

QENS\PAGDKDNVFPSLGFCPPSP 

PCVQVMVDGPHSSR/PCAEGD 

WVQVPGVLTAEKGRLLISPTLL 

*WEQCDCESLGTSP*GSHEKDS 

LPLWPFSLLLYQQLQHLPPEKM 

ERKELPPEHQSLKSSFEALLQRC 


9860 


40228 


A 


9921 


1 


307 


MXLKELERPAVQAWSPASQYP 

LYLATGTSAQQLDSSFSTNGTL 

EIFEVDFRDPSLDLKHRGVLSA 

LSRFHKLVWGSFGSGLLESSGV 

1VGGGDNGMLILYNVTHILSSG 

KEPVIAQKQKHTGAVRALDLN 

PFQPPEDIKALSWNRQAQHILSS 

AHPSGKA VVWDLRKN EPI I KVS 

DHSNRMHCSGLAWHPDIATQL 

VLCSEDDRLPVIQLWDLRFASS 

PLKVLESHSRGILSVSWSQADA 

ELLLTSAKDSQILCRNLGSSEPC 

PRLVFISQVTTESEFLMRSAELQ 

EALGSGNLLNYCQNKSQQALL 

QSEKMLWQFLKVTLEQDSRMK 

FLKLLGYSKDELQKKVATWLK 

SDVGLGESPQPKGNDLNSDRQ 

QAFCSQASKHTTKEASASSAFF 

DELVPQNMTPWEIPITKDIDGLL 

SQA L LLG ELG PA VELCL K E E RF 

ADAIILAQAGGTDLLKQTQERY 

LAKKKTKISSLLACVVQKNWK 

DVVCTCSLKNWREALALLLTY 

SGTEKFPELCDM LGTRMEQEGS 

RALTSEARLCYVCSGSVERLVE 

CWAKCHQALSPMALQDLMEK 

VMVLNRSLEQLRGPHGVSPGP 

ATTYRVTQYANLLAAQGSLAT 

AMSFLPRDCA/PAARDf YA PSTN 

YCioYbrnr'A I RD5SLTAPCLQ 

SASAPAT*EDGKEGAAPRASVL 

EEQL*GASPTLLPVCN*LKDKK 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9861 


40229 


A 


9922 


3 


2751 


SVSWSQADAELLLTSAK.DSQIL 

CRNLGSSEVVYKLPTQSSWCFD 

VQWCPRDPSVFSAASFNOWISL 

YSVMGRSWEVQHMRQADKISS 

SFSKGQPLPPLQVPEQVAQAPL! 

PPLKKPPKWIRRPTGVSFAFGG 

KLVTFGLPSTPAHLVPQPCPRL 

VFISQVTTESEFLMRSAELQEAL 

GSGNLLNYCQNKSQQALLQSE 

KMLWQFLKVTLEQDSRMKFLK 

LLGYSKDELQKKVATWLKSDV 

GLGESPQPKGNDLNS 


9862 


40230 


A 


9923 


363 


543 




9863 


40231 


A 


9924 


2 


737 


EAETEYFVRCIKHMFTNH1VFQ 

LFH LLTFQFDCTNTLNDQLLEK 

VTVQMEPSESYEVLSCIPAPSLP 

YNQPGICYTLVRLPDDDPTAVA 

GSFSCTMKFTVRDCDPNTGVPD 

EDGNDDEYVLEDLEVTVSDHIQ 

KVLKPNF\AAAWEE\VGDT\FEK 

EETFALSSTKTLEEAVN\NHTFL 

GMQPCERS\DKVPENQD\SHSL 

YLAGIFRGGYDLVLVRARLALA 

DG VTMQVTVRCKH RTP VDI1 LA 


9864 


40232 


A 


9925 


327 


464 


GS PTTRPAKPLTLSSG H LRSRPR 

WAEGPQYHLP*ISAPRAKLGV 

MM 


9865 


40233 


A 


9926 


2 


1179 


WQPDIGPYGGLLNVVVDGLFU 

GWMYLPPHDPHVDDPMRFKPL 

FRIHLMERKAATVECMYGHKG 

PHHGHIQIVKKDEFSTKCNQTD 

HH RMSGGRQEEFRTWLREEWG 

RTLED1FHEHMQELILMKF1YTS 

QYDNCLTYRRIYLPPSRPDDLIK 

PGLFKGTYGSHGLEIVMLSFHG 

RRARGTKITGDPN1PAGQQTVEI 

DLRHRIQLPDLENQRNFNELSRI 

VLEVRERVRQEQQEGGHEAGE 

GRGRQGPRESQPSPAQPRAEAP 

SKGPDGTPGEDGGEPGDAVAA 

AEQPAQCGQGQPFVLPVGVSSR 

NEDYPRTCRMCFYGTGL1AGH 

GFTSPERTPGVFILFDEDRFGFV 

WLELKSFSLYSRVQATFRNAD 

APSPQAFDEMLKN1\QSLTS 


9866 


40234 


A 


9927 


287 


537 


TGKFPSC/CLLSFYGTGLIAGHG 
FTSPERTPGVF1LFDEDRFGFVW 
LELKSFSLYSRVQATFRNADAP 
SPQAFDEMLKN1QSLTS 


9867 


40235 ' 


A 


9928 


1 


3651 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 

; 


SEQ ID NO: 
in UooN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


9868 


40236 


A 


9929 


1 


3720 


MEEMFGGGAADDYGKAGPPE 

DEGDPKAGAGPPPGPPAYDPY 

GPYCPGRASGAGPETPGLGLDP 

NKPPELPSTVNAEPLGLIQSGPH 

QAAPPPPPPPPPPPAPASEPKGG 

LTSPIFCSTKPKKLLKTSSFHLL 

RRRDPPFQTPKKLYAQEYEFEA 

DEDKADVPADIRLNPRRLPDLV 

SSCRSRPALSPLGDIDFCPPNPG 

PDGPRRRGRJCPTKAKRDGPPRP 

RGRPRIRPLEVPTTAGPASASTP 

TDGAKKPRGRG 


9869 


40237 


A 


9930 


503 


739 


QGWRRRRPISKISESRNMQNFL 
HALSNCLPEGGA*DRCSSRLEE 
GRQLPPLLLGSLQVAKKSGGTG 
WMVRCSQCLFLG 


9870 


40238 


A 


9931 


1 


1148 


MGGKGDDSWVISATPLGKCCA 

AVPLGGNPTLRVDQLWRKQRP 

PLQQCTASAPGGWVTSLMGAG 

THAANTGFQLVWSSKRPMYKV 

LQAFFGVQRSDRSAMNGQGFS 

KCVGMPITHTRQQADLGRGPE 

ETEDKKQQSRGSDELRSEGEEP 

EPYLLRTSKWKDKERILKAARE 

MKQJIYNGAPIHLAADFSVETL 

QAKKEWCDIFKVLKKKTFYPK 

MVLTAGPSHPQSVISVSFTGLA 

NAASLTMSPDLHGQPGFAGLSS 

VAAVDWQWALLRPSPPQGRM 

GLLPICQATQGPQLCVASPSDK 

EGFLLLFGKEIARLTNKGGARL 

YKCDIVQGVCCEDPLATLDWE 

LRPDLEQGERPTPERHKPFLLG 

KSFSAPLIKICRYEWQMF 


9871 


40239 


A 


9932 


333 


689 


NSFLTCILPPVSI*TDLLQPSAQ 

WKQLSLARRNVHSTRLAGARR 

CAASGPSPVAAHCYHPVSGHSR 

LLHGCQHGHWGSWQVPEVPPG 

SPFSLAPVWKRRQTALPAILHL 

PVEHYYPEL 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

INO: 


SEQ ID NO: 
oi pcpiiuc 

sequence 


Mel 
hod 


SEQ ID NO: 
in IN<;N 

III u^ol^) 

09/540,217 


Nucleotide 

locnnun vi iirsi 

codon for peptide 
sequence 


Nucleotide location of last 
mtinn far latf amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*— Sinn rmlnn /snnccihl» nnpt*ntlil* 

deletion, \-possible nucleotide insertion) 


9872 


40240 


A 


9933 


84 


933 


PLTSPEAFSNRCGLRGPP\PCVP 

VGRLQFNNDVSSLGICLPDSSCC 

SSWHGPHSLHH/HVQACKASIR 

ASGTAASANCAFSRYHVHCSIA 

FQ1KVLHNLIVLTVIIPAAEHMA 

WGPG1AQPNPPHRASGHSSWGP 

EVGPKLSTTAILVGTYPQVPPV 

GLETGPPS LFQPL PI STHTA WNT 

ENCPANATVIAH PTLAAQGTKN 

PPTLLVHHCHYQHLSLKDDGT 

RREN SLK.LG EG K V ILQTEG IQK 

GMDPTMEYATNYWKKLQLWK 

RRQTALPA1LHLPVEHYYPEL 


9873 


40241 


A 


9934 


1 


627 


MESLDTETSTWG ECH RK1 RGM 

VPQVKELAEEEEAPPDGAVAE 

YRREKQKYEALRKQQSKKGTS 

REDQQH IKNLPCTN HCI WQSTH 

EH 1 PALSDLSG KR A KQVI PVKG 

GEHYERTLALLNQFKSKLTQAI 

AETPENDIP\ETEV\EDDEGWMS 

HVL\QFEGKSRKSGKVPSMQDS 

DTFEIYDPRNP/LVNKRREGKK 

AKSLMREKKERRLK 


9874 


40242 


A 


9935 


1 


371 


PMRPAFTRVEMARVLMERNQY 

KERLMELQEAVRWTEMIRASR 

EHPS VQEKKKST1 WQFFSRLFSS 

SSSPLRPKRPYPSVNIHYKSPTE 

GCSVAAAGFSPPPCHLHCDVCPL 

PRLFPQDLEVTPG 


9875 


40243 


A 


9936 


2 


186 




9876 


40244 


C 


9937 


109 


408 




9877 


40245 


C 


9938 


161 


341 




9878 


40246 


C 


9939 


303 


439 




9879 


40247 


C 


9940 


201 


419 




9880 


40248 


C 


9941 


122 


307 




9881 


40249 


A 


9942 


3 


80 


YNPAPYKEKTITL/PCPRKLGPP 
QGS/S*NGPPSSSSSSQCSVSFND 
PHLPEGQVQAAR* WAPPGIL 


9882 


40250 


C 


9943 


249 


427 




9883 


40251 


A 


9944 


90 


244 


TVVPHDPCGTDAHVCETHMD 

MCPSHS VMLCG WLTFA EFRG A 

MGEGGRESFLLNQASFCY*CSQ 

AGFSSNLWRCSRAGRGNTADE 

LWCHMTLVAQMPTYVKHTWT 

CVPATVLCSVAGSPLLSSGVQW 

GREGGKASS 


9884 


40252 


C 


9945 


4 


204 




9885 


40253 


C 


9946 


340 


497 




9886 


40254 


C 


9947 


158 . 


184 
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SEQ ID 
NO: 


SEQ II) NO: 

of npnlirlp 

VP 1 | M% |/ 1 1 U V 

sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

Inrslinn nf first 

codon for peptide 
sequence 


Nucleotide location of last 

rrHliin for In ct amirid arid 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
<?iu|j vuuuii| r |#ud5iuic nucieoiiue 
deletion, \=possible nucleotide insertion) 


9887 


40255 


A 


9948 


200 


386 


LFYTMEMMAFLLSSSSSPGR.PF* 
RJLGGAK.VYAGMQRYSFFLIGS 
R1ITYLG1FGRELYFC 


9888 


40256 


B 


9949 


47 


622 




9889 


40257 


A 


9950 


1 


630 




9890 


40258 


A 


9951 


1 


782 




9891 


40259 


A 


9952 


1 


677 


MHGLGRWDACPQDEMSESGQ 

SSAAATPSTTGTKSNTPTSSVPS 

AAVTPLNESLQPLGDYGVGSK 

NSKRAREKRDSRNM E VQVTQE 

MRNVSIGMGSSDEWSDVQDIID 

STPELDMCPETRLDRTGSSPTQ 

GIVNKAFGINTDSLYHELSTAGN 

S*VIGDVDEGADLLGNNDRKK 

VYTSVQTRPPQACTFSVRLVES 

THAELVGI EGRLYH KIHPLRVH 

GAVGYSVLT 


9892 


40260 


C 


9953 


202 


366 




9893 


40261 


A 


9954 


1 


2429 


MKEGGWGCDPVGRGVTSGHV 

LQMKLLPFRQKKAHIMEIQLNG 

GTVAEKVAWAQARLEKQVPV 

HSVFSQSEVIDV1AVTKGRGVK 

GVTSRWHTK.K.LPRKTHKGLRK 

VACIGAWHPARVGCSIARAGQ 

KGYHHRTELNKKIFRIGRGPHM 

EDGKLVKNNASTSYDVTAKS1T 

PLGGFPHYGEVNNDFVMLKGC 

IAGTKKRVITLRKSLLVHHSRQ 

AVENIELKFIDTTSKFGHGRFQT 

AQEKRAFMADGLSLSPAASDS 

DYPPG EMFLDSDVN PEDPG AD 

GVLAG1TLVGCATRCNVPRSNC 

SSRGDTPVLDKGQGEVATIANG 

KVNPSQSTEEATEATEVPDPGP 

SEPETATLRPGPLTEHVFTDPAP 

TPSSGPQPGSENGPEPDSSSTRP 

EPEPSGDPTGAGSSAAPTMWLG 

AQNGWLYVHSAVANWKKCLH 

SIKLKDSVLSLVHVKGRVLVAL 

ADGTLAIFHRGEDGQWDLSNY 

HLMDLGHPHHSIRCMAVVYDR 

VWCGYKNKVHVIQPKTMQIEA 

SAGQGPGEGKRLLLASSSPASSI 

RKSTRPTHDSTAKSFDAH PRRES 

QVRQLAWIGDGVWVSIRLDST 

LRLYHAHTHQHLQDVDIEPYVS 

KMLGTGKLGFSFVRJTALLVAG 

SRL WVGTGNG V V IS I PLTETVV 

LHRGQLLGLRANKTSPTSGEGA 

RPGGIIHVYGDDSSDRAASSF1P 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9894 


40262 


A 


9955 


9 


452 


KIKVLSKNSQVTDFPVPTLLND 

GQCLGYNSTPYKEKAITL/PCPR 

KLGPPQGSFKTA/APSSSSPSFNF 

FNGSQNSVTNFWSSCFH*KVLI 

LKTNNLKLPHAKKKTKVV/LQ 

NILLSF*RFYDALLSLTSLLLLN 

LNGQLKQTVMRPFFHH 


9895 


40263 


A 


9956 


1 


3223 


ATATPSTTGTKSNTPTSSVPSAA 

VTPLNESLQPLGDYGVVSKNSK 

RAREKRDSR\NMEVQVTQEMR 

NVSIGMGSSDEWSDVQDI1DST 

PELDMCPETRLDRTGSSPTQG1 

VNICAFGINTDSLY\HELSTAGS\ 

EVIGDVDEGADLLGEFSGMGK 

EVGNLLLENSQLLETKNALNV 

VKNDLIAKVDQLSGEQEVLRG 

ELEAAKQAKVJCLENRIKELEEE 

LKRVKSEAIIARREPKEEAEDVS 

SYLCTESDKIPMAQ 


9896 


40264 


B 


9957 


176 


658 




9897 


40265 


A 


9958 


2 


5671 


AGGPCVRSSRELWTILLGRSAL 

RELSQ1EAELNKHWRRLLEGLS 

YYKPPSPSSAEKVKANKDVASP 

LKELGLRISKFLGLDEEQSVQLL 

QCYLQEDYRGTRDSVKTVLQD 

ERQSQALILKIADYYYEERTC1L 

RCVLHLLTYFQDERHPYRVEY 

ADCVDKLEKELVSKYRQQFEE 

LYKTEAPTWETHGNLMTERQV 

SR WF VQCLREQSM LLEI 1 FLY Y 

AY FEMAPSDLLVLTK M FKEQG 

FGSRQTNRHLVDETMD 


9898 


40266 


A 


9959 


1 


404 


MVDQEAIFGCKNRNNCSHLEPP 
VSRLEGGAFVRDLLSPTQYLLA 
SCPYQYDGSFVIQQIPSSNLFMV 
VVDSSCLCESVAPITMAPIEIRYI 
LLCVEVHSLPRKPENARECGGA 

DCI \r\ A r\T"\/l I f T DI T T X>II CCD 

roUyAyi VbbL.L.rL.Li^lVIL.roK 


9899 


40267 


A 


9960 


1 


1374 




9900 


40268 


A 


9961 


102 


205 





WO 01/075067 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9901 


40269 


A 


9962 


1 


1527 


MVPDAAVLAQLAIRARVNRRW 

PTGLSAPHLCGAACSRCRHAA1 

AKYFGDALPACAKGCDHCQNP 

TAVRRRLEALERSSSWSKTCIG 

PSQGNGFDPELYEGGRKGYGG 

FSRYDEGSGGSGDEGRDEAHK 

REWNLFYQKQMQLRKGKDPK1 

EEFVPPDENCPLKEASSRRIPRL 

TVKAREHCLRLLEEALSSNRQS 

TRTADEAD\FRAKAVELEHETF 

RNAKVANLYKASVLKKVADIH 

RASKDGQPYDMGGSAKSCSAQ 

AEPPEPNEYDIPPASHVYSLKPK 

RVGAGFPKGSCPFQTATELMET 

TRIREQAPQPERGGEHEPPSRPC 

GLLDEDGSEPLPGPRGEVPGGS 

AHYGGPSPEKKAKSSSGGSSLA 

KGRASKKQQLLATAAHKDSQS 

1ARFFCRRVESPALLASAPEAEG 

ACPSCEGVSGTPDWPQRSTQGR 

KMEPGDIRLPLPRLRSASGRGQ 

APARPETRAPLKSSPPLQRTHG 

KGKRPRFPARRTQRASLRRGHA 

PQP1PPS 


9902 


40270 


A 


9963 


2 


99 




9903 


40271 


A 


9964 


115 


1360 


ENGQLHMVNLALDGVRSSLQK 

PRPFRLFPKGFSVELCMNREDD 

TARKEK TDHFIFTYTREGNLRY 

SAKSLFSLVLGFISDNVDHIDSLl 

GFPEQIAEKLFSAAEARQKFTEP 

G\AG IARALQKFTGG L WE V WVL 

CSLCFLLWKLPDICCKLGDEHE 

LLEHLTNEALSRY*PVTTCR*IV 

SVLF*RLIQQDYRVMKRGLENL 

TLLDLSCKFSSKL*IILMLEEWP 

* RSCSSFSGTGLK VRLLVPSLIFL 

DSTI*YFACANWEFDHSNCKTE 

GWADQVLQIFLPCG*CSFSS*FQ 

VSYPTSRETAESCFRSTLSLVQN 

MHDEA AQRFCEKFPFL* SFLPFI 

CILKAVRLF*KLQFYKEKAPDC 

nOrVLKnbAIoov^bbKK.bK.KKr 

FEESETEQNNSSQPSKQKYVCL 

AVEDWDLLNSY 



WO 01/075067 
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SEQID 


SEQID NO: 

of n? ntirif* 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


9904 


40272 


A 


9965 


3 


1026 


DNVDHIDSLIGFPEQIAEKLFFA 

AEARQKFTEPGAGLRALQKFTE 

AYGSLVLCSLCLRNRYLVISEK 

LEEIKSFRELTCLDLSCCKLGDE 

HELLEHLTNEALSSVTQLHLKD 

NCLSDAGVRKMTAPVRVMKR 

GLE\NLTLL\DLSCNP\EITGGRA 

LGYPLFLFRGNLNXCFRDISGDR 

GSRDIKTL\KHKLQTHIGLVHSK 

VPLKEFDHSNCKTEGWADQIV 

LQ W ER VTA E A V KPRETSEPI A A 

AQRFYGKRSRAEAPLK\CPLAD 

TH\MNSS\E K LQ\F YKEKA P\DCH 

GPWLKHEAISKPRSPKKSKKRP 

FEESETEQNNSSQPSKQKYVCL 

AVEDWDIALNSY 


9905 


40273 


A 


9966 


1 


289 


VKHCLHRPILWDPWKTSGIQQ 
VLTPL* KA M EKLE A I LLI ICSLE 
AIGLITLPSLSMTQFLQLHVECC 
Y VSPDQTPYFI DVETEAMKDEV 
TVHNPHG 


9906 


40274 


A 


9967 


1 


1413 


MVVPPNIAELKNLEVLNFLNNQ 

IEKLPTQ1SRLQKLKHLNLGFLS 

PCNSMNRLNISPQGFGSLPALE 

VLDLTYNNLMENYLPGNFFYLT 

TLCALYLSDNDFEILPPDiGKLT 

KLQILSNRDNNLISLPKEIRVLT 

QLKELH 1QGNRLTVLPPELGSR 

GGSGSRFSAETATGGAQNAPPS 

VLGSAGT!FK\QRRNPSPAALRG 

GSVAA*PSPAAAKYGKDQREH 

LPTAAGDGVGWEPTRD1QVGS 

ATAQALSQANAARGRLSTAQA 

AGSLHVECCYVSPGQTLYFTDV 

EIEAMKDESRGISILYKHRHLK 

VPLDQKLPKSKGHQPDGYGQH 

DHKPQMTSLTRNIATLR 


9907 


40275 


A 


9968 


1 


619 


MNRLN1SPQGFGSLPALEVLDL 

TYNNLNENYLPGNFFYLTTLCA 

LYLSDNDFEILPPDIGKLTKLQI 

LSNRDNN L I SLPKEI RVLTQLKE 

LHIQGNRLTVLPPELASSSRCGP 

LS H P Y AG KRl PRN A V FK FEQNT\ 

PWHTPPKKAGREMLLDVTGFP 

EAATSKPPAFLHRRRGRGSWNP 

RSRSSSLQRTPWPPGSREAEYPP 

ASGA 



WO 01/075067 



PCT/US01/08631 



SEQID 


SEQ ID NO: 
of peptide 
sequence 


Mel 

nod 


SEQ ID NO: 

• „ BICCKI 

IO USolN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid, 
of peptide sequence 


Amino acid sequence ( X=(Jnfcnown, 
*=Stop codon, ^possible nucleotide 
deletion, \=possiblt nucleotide insertion) 


9908 


40276 


A 


9969 


810 


1672 


GLPSVTMSKSLKKLVEESREKN 

QPEVDMSDRGISNMLDVNGLF 

TLSHITQLVLSHNKLTMVPPNIA 

ELKNLEVLNFFNMQIEELPTQIS 

SLQKLKHLNLGMNRLNTLPRG 

FGSLPALEVLDLTYNNLSENSL 

PG\NFFYL\TTL\RALYLSDN\DF 

EILPPDIGVKLATKLQILSLRDNDL 

ISLPKEIGELTQLKELH1QGNRLA 

TVVPPEL\GNLGF*LGQKQVFK 

AENNPWVTPIADQFQLGVSHVF 

EY1RSETYKYLYGRHMQANPEP 

PKKNNDKSKKISRKPLAANNR 


9909 


40277 


C 


9970 


120 


347 




9910 


40278 


A 


9971 


2 


10018 


LC VSPVTAGRPA RSLREME VEQ 

EQRRRKVEAGRTKLAHFRQRK 

TKGDSSHSEKKTAKRKGSAVD 

ASVQEESPVTKEDSALCGGGDI 

CKSTSCDDTPDGAGGAFAAQP 

EDCDGEKREDLEQLQQKQVND 

HPPEQCGMFTVSDHPPEQHGM 

FT VGDH PPEQRG MFTVSDHPPE 

QHGMFTVSDHPPEQRGMFTISD 

HQPEQRGMFTVSDHTPEQRGIF 

TISDHPAEQRGMFTKECEQECE 

LAITDLESGREDEAGLHQ 


9911 


40279 


A 


9972 


2 


5196 


APLDGEVELLQQKLREK.LDEFN 

ELAIQKESADRQVLMQEEE1KR 

LEEMNINIRKKVAQLQEEVEKQ 

KN1VKGLEQDKEVLKKQQMSS 

LLLASTLQSTLDAGRCPEPPSGS 

PPEGPEIQLEVTQRALLRRESEV 

LDLKEQLEKMKGDLESKNEEIL 

HLNLKLDMQNSQTAVSLRELE 

EENTSLKVIYTRSSEIEELKAT1E 

NLQENQKRLQKEKAEEIEQLHE 

VIEKLQHELSLMGPVVHEVSDS 

QAGSLQSELLC 


9912 


40280 


A 


9973 


1 


8277 


GEFGSEKKTALHEKEETLRLQS 

AQAQPFHQEEKESLSLQLQKKN 

HQVQQLKDQVLSLSHEIEECRS 

ELEVLQQRRERENREGANLLS 

MLKADVNLSHSERGALQDALR 

RLLGLFGETLRAAVTLRSRIGE 

RVGLCLDDAGAGLALSTAPAL 

EETWSDVALPELDRTLSECAEM 

SSVAEISSHMRESFLMSPESVRE 

CEQPIRRVFQSLSLAVDGLMEM 

ALDSSRQLEEARQIHSRFEKEFS 

FKNEETAQVVRKHQ 


9913 


40281 


A 


9974 


1 


393 





WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possib1e nucleotide insertion) 


9914 


40282 


A 


9975 


2 


153 




9915 


40283 


A 


9976 


184 


790 


KFTKHISMNQEDLDPDSTTDVG 

DVTNTEEELIRECEEMWKDME 

ECQNKLSLIGTETLTDSNAQLSL 

LIMQVKCLTAELSQWQKKTPE 

TIPLTEDVLITLGKEEFQKARGQ 

DLEMVLSTKESKNEKLKJEDLER 

EQRWLDEQQQIMESLNVLHSE 

LKNKVETFSESRJFNELKTKML 

NIKEYKEKLLSTLGEFLEDHFPL 


9916 


40284 


C 


9977 


23 


217 




9917 


40285 


A 


9978 


25 


100 




9918 


40286 


A 


9979 


1 


2850 




9919 


40287 


A 


9980 


108 


1132 


HPHQVETSRDVAGEQSHAVAF 

MSTGISQADVCRLEWFSAPNLK 

GRPRKKKPCPQRRDSFSGVKDS 

NNNSDGKAVAKVKCEARSALT 

KPKNNFfNCKKVSNEEKPKVAI 

G EECRADEQ A FL V A L Y K Y\M K 

ERKTRIERIPYLGFNQFNLWTMF 

QAAQKLGGYETITARRQWKHI 

Y DELGGNPG STS A ATCTRRH YE 

RLILPYERFIKGEEDKAPLPP1KP 

RKQENSSQENENKTKVFGTKRI 

KHEIPKSKKEKENAPKPQDAAE 

VSSEQEKEQETLISQKS1PEPLPA 

ADMKKKIEGYQEFSAKPLASR 

VDPEKDNETDQGSNSEKVAEE 

AGEKGPTPPLPSAPL 


9920 


40288 


B 


9981 


177 


3543 




9921 


40289 


B 


9982 


63 


374 





wo 



01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
nou 


SEQID NO: 

In 1 ICCKJ 

in USolN 
09/54<UI7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


9922 


40290 


A 


9983 


1 


2023 


MGGGSWAPTGLCPLQSLLAMS 

PEKRKLAAQEGQFTEPRPEEPP 

KEKLHTLEEFSYEFFRAPEKDM 

VSMAVLPLARARGHLWAYSCE 

PLRQPLLKRVHANVDLWDIAC 

QIFVDILPHQPACTSAVVGVSV 

YPQSVSAWSCPSTVLLDSHTUL 

R Y MG D YPSRQA WPTLELTDQIF 

TLALQHPALQDEVYCQILKHLT 

HNSDRHSEERGWQLLWLCTGL 

FPPSKGLLPHAQKFIDTRRGKLL 

APDCSRRIQKVLRTGPRKQPPH 

HVEVEAAEQNVSRICHKIYFPN 

DTSEMLEVVANTRVRDVCDS! 

ATRLQLASWEGCSLFIKISDKVI 

SQKEGDFFFDSLREVSDWVKK 

NKPQKEGEEASVELGEGVAGW 

VEGALAASVRPMPIHPSIRSRVS 

LGCGNNQALGPGGAPVTLPYQ 

VYFMRKLWLNISPGKDVNADT 

ILHYHQELPKYLRGFHKCSRED 

AIHLAGLIYKAQFNNDRSQLAS 

VPKILRELVPENLTRLMSSEEW 

KKS1LLAYDKHKDKTVEEAKV 

AFLKWICRWPT\FGSAFF/EGEG 

KPCPTPGPPTQAASAQPSPSRPS 

VNQHTSWQTSEPSYPDVILIAIN 

RHG VLLI H P\KTKDLLTTYPFTK 

ISSWSSGSTYFHMALGSLGRGS 

RLLSETVSLGYKMDDLLTSYVQ 

QLLSAMNKQRGSKAPALAST 



WO 01/075067 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 

* = StOO COdoil. /=n<K<iht* niirl»AtiH«» 

deletion, \=possible nucleotide insertion) 


9923 


40291 


A 


9984 


428 


2502 


VSKEIVYNKLLPYAERLDAESD 

LQLAQIKCNLGRAVQLQELWP 

GGLFWTRKLS/TRAGPLALSSLE 

LSPSGDPRVVTEPVKYSSRPPCH 

FPTGLPGSLPSLYVLR1CFSRSV 

RVVVFPPGGPWVAQGPRPRGR 

ETWGFTMLLRYIRLYGRKFSKE 

DHVLF1KLLYELVS1PKLEISMM 

QGFARLLINLLKYFPADATAEM 

LEEWRPLMCPFDVTMQKAITY 

FE1FLPTSLPPELHHKGFKLWFD 

ELIGLWVSVQNLPQWEGQLVN 

LFARLATDNIGYIDWDPYVPKG 

GPSKLVQKHLAGLFNSITSFYH 

PSNNGRWLNKLM KLLQRLPNS 

VVRRLHRERYKKPSWLTPVPDS 

HKLTDQDVTDFVQCI IQP VLLA 

MFSKTGSLEAAQALQNLALMR 

PELVIPPVLERTYPALETLTEPH 

QLTATLSCVIGVARSLVSGGRW 

FPEGPTHMLPLLMRALPGVDPN 

DFSKCM ITFQFI ATFSTLVPLVD 

CSS VLQERN DLTE VERELCSAT 

AEFEDFVLQFMDRCFGLIESSTL 

EQTREETETEKMTHLESLVELG 

LSSTFSTILTQCSKEIFMVALQK 

VFNFSTSHIFETRVAGRMVADM 

CRAAVKDWGKPGDLWNLGIQ 

WHVPSSEEVSFAFYLLDSFLQP 

ELVKLQHCGDGKLEMSRDDIL 

QSLTIVHNCLIGSGNLLPPLKGE 


9924 


40292 


A 


9985 


2 


5396 


AESDLQLAQIKCNLGRAVQLQE 

LWPGGLFWTRKLSTYIRLYGR 

KFSK.EDHVLFIKLLYELVSIPKL 

EISMMQGFARLLINLLKKKELL 

SRADLELP WRPL YDM VERI LYS 

KTEHLGLNWFPNSVENILKTLV 

KSCRPYFPADATAEMLEEWRP 

LMCPFDVTMQKAITYFEIFLPTS 

LPPELHHKGFKLWFDELIGLWV 

SVQNLPQWEGQLVNLFARLAT 

DNIGYIDWDPYVPKIFTRILRSL 

NLPVGSSQVLVPR 


9925 


40293 


A 


9986 


1 


477 


VREFPGRRFRGCCGALRPRYKR 

LVDNIFPEDP\GYVCIAMEALDQ 

LLMACHCQSINLFVESFLKMVA 

KLLESEKSN LQI LGTNSF VKFA 

N IEEDTPS YHRSY DFFVSRFSEM 

CHSSHDDLEIKTK1RMSGIKSLQ 

GVVRKTVNDELQANIWDPQH 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of nenf irfp 

sequence 


Met 
hod 


SEQ II) NO: 
in KSSN 
09/540,217 


Nucleotide 

lomttnn of fir^l 

codon for peptide 
sequence 


Nucleotide location of last 

cnrltfin fnr la<t Amino sri<l 

vllUUII 1VI annuls aviu 

of peptide sequence 


Amino acid sequence ( X=Unknown, 

oiufj tuuuii, f — I'va^lDie nUCICOIlOe 

deletion, \=possiblt nucleotide insertion) 


9926 


40294 


A 


9987 


1 


2371 


AGGARLRPARGRPPRLLPPRPG 

PCRPPPVPAPTVNERRAPPRAG 

WERRSDAGLSRGARPAEMYGV 

CGCCGALRPRYKRLVDNIFPED 

PEDGLVKTNMEKLTFYALSAPE 

KLDRJGAYLSERLIRDVGRHRY 

GYVCIAMEALDQLLMACHCQS 

1NLFVESFLKMVAKLLESEKPN 

LQI LGTN S FVKFANI EEDTPS YH 

RSYDFFVSRFSEMCHSSHDDLEI 

KTKIRMSGIKGLQGWRKTVN 

DELQANIWDPQHMDKIVPSLLF 

NLQHVEEAESRSPSPLQAPEKE 

KESPAELAERCLRELLGRAAFG 

NIKNAIKPVLIHLDNHSLWEPK 

VFA1RCFKIIMYSIQPQHSHLVIQ 

QLLGHLDANSRSAATVRAGIVE 

VLSEAAV1AATGSVGPTVLEMF 

N\TLLRQLRLSI DY ALTGS YDG A 

VSLGTKIIKEHEERMFQEAVIKT 

VGSFASTLPTYQRSEVILFIMSK 

VPRPSLHQAVDTGRTGENRNR 

LTQ1MLLKSLLQVSTGFQCNNM 

MSALPSNFLDRLLSTALMEDAE 

IRLFVLEILISFIDRHGNRHKFSTI 

STLSDISVLKLKVDKCSRQDTV 

FMKKHSQQLYRHIYLSCKEETN 

VQKHYEALYGLLALISIELANE 

EVVVDLI RLVLAVQDVAQVNE 

ENLPVYNRCALYALGAAYLNLI 

SQLTTVPAFCQHIHEVIETRKKE 

APYMLPEDVFVERPRLSQNLDG 


9927 


40295 


A 


9988 


1 


662 


1PGSTISWSPAAARGLSVCRCCR 

LHPASAMDLFGDLPEPERSPRP 

AAGKEAQKGPLLFDDLPPASST 

DSG/SSLQALPG SGG PLLFDDLP 

PASSGDSGSLATSISQMVKTEG 

KGAKRKTSEEEKNGSEELVEK 

KVCKASSVIFGLKGYVAERKGE 

REEMQDAHVILNDITEECRPPSS 

LITRVSYFAVFDGHGGIRASKF 

AAQNLHQNLIRKFPKGDVISVE 



wo 



01/075067 



PCT/USO 1/08631 



SEQID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9928 


40296 


A 


9989 




1145 


KEAQKGPLLFDDLPPASSTDSA 

V A A LGTTPS P VTL WFLQTRRG S 

KIWRNSLDYQSKVGAEPWCHE 

RQQKADRFLGKRGRVPASSVIF 

GLAKGYVAERKGEREEMQDAH 

VILNDITEECRPPSSLITRVSYFA 

VFDGHGGIRASKFAAQNLHQN 

LVRKFPKGDVISWEKTVKRCLL 

DTFK.HTDEEFLKQASSQKPAW 

KDGSTATCVLAVDNILY1ANLG 

DSRAILCRYNEESQKHAALSLS 

rCEHNPTQYEERMRIQKAGGNV 

RDGRVLGVLEVSRSIGDGQYK 

RCGCHLCAPTSRRC\QLTP\NDR 

FI/LVWPCDGLRKVFTPEEAVN 

FILXSCLEDEKIQTREGKSAADV 

RLRSSPATRL AN KA V A A G ARP 

DNVTV\MVVR\1GH 


9929 


40297 


A 


9990 


2 


419 




9930 


40298 


A 


9991 


2 


1842 


CLRL1AAAPPI/A1EPATTSSLALF 

LLLQRDQSSRTRGLPEEKEEVT 

MDTSENRPENDVPEPPM PI ADQ 

VSNDDRPEGSVEDEEKKESSLP 

KSFKRKISVVSATKGVPAGNSD 

TEGGQPGRKRRWGASTATTQK 

KPSISITTESLKSLFPDIKPLAGQE 

AVVDLHADDSRJSEDETERNGD 

DGTH DKG LK ICRT VTQ V VPAE 

GQENGQREEEEEEKEPEAEPPV 

PPQVSVEVALPPPA EHEVKKVT 

LGDTLTRRSISQQKSGVS1TIDD 

PVRTAQVPSPPRGKISN1VHISN 

LVRPFTLGQLKELLGRTGTLVE 

EAFWIDKI KSHCF VTYSTVEE A 

VATRTALHGVKWPQSNPKFLC 

ADYAEQDELDYHRGLLVDRPS 

ETKTEEQGIPRPLHPPPPPPVQPP 

QHPRAEQREQERAVREQWAER 

EREMERRERTRSEREWDRDKV 

REGPRSRSRSRDRRRKERAKSK 

EKKSEKKEKAQEEPPAKLLDDL 

FRKTKA A PC 1 Y WLPLTDSQI VQ 

KEAERAERAKEREK.RRK.EQEE 

EEQKEREKEAERERNRQLEREK 

RREHSRERDRERERERERDRGD 

RDRDRERDRERGRERDRRDTK 

RHSRSRSRSTPVRDRGGRR 


9931 


40299 


A 


9992 


1400 


2959 




9932 


40300 


C 


9993 


169 : 


430 





WO 01/075067 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 J 7 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
amp couun, /— possiuie nucleotide 
deletion, V=possiblc nucleotide insertion) 


9933 


40301 


A 


9994 


2 


199 


S ISR/KMTELEEVTLNGKPLQA 
LRVTDLKA A LEQRG LAKSGQK 

SALVKRLKGVRSRRCWGVGGE 
RTR 


9934 


4O302 


A 


9995 


1 


4033 


MWRRKHPRTSGGTRGVLSGNR 

GVEYGSGRGHLGTFEGRWRKL 

PKM PE A VGTDPSTSRKM A ELEE 

VTLDGKPLQALRVTDLKAALE 

QRGLAKSGQKSALVKRLKGAL 

MLENLQKHSTPHAAFQPNSQIG 

EEMSQNSF1KQYLEKQQELLRQ 

RLEREAREAAELEEASAESEDE 

M 1 H PEG V ASLLPPDFQSSLERPE 

LELSRHSPRKSSSISEEKGDSDD 

EKPRKGERRSSRVRQARAAKLS 

EGSQPAEEEEDQETP 


9935 


40303 


A 


9996 


3 


6305 


ELEEVTLDGKPLQALRVT\DLK 

AALEQRGLAKSGQKSALVKRL 

KGALMLENLQKHSA\PHAAFQP 

NSQIGEEMSQNSFIKQYLEKQQ 

ELL\SSRLEREAREAAELEGKSS 

SISEEKGDSDDDKPRKGERRSS 

RVRQARAAKLAEGSQPAEEEE 

DQETPSRNLRVRADRNLKTEEE 

EEEEEEEEEDDEEEEGDDEGQK 

SREAPILKEFKEEGEEIPRVKPE 

EMMDERPKTRSQEQEVLERGG 

RFTRSQEEARK.SHL 


9936 


40304 


B 


9997 


99 


332 




9937 


4O305 


A 


9998 


3 


236 


YIFTILNTLQGVF1LLFGCLMDR 
KIQEALRKRFCRAQA PS/SHHLP 
GELLPSDPQLCIQEHVRRHSMA 
LLRGHGHSQKL 


9938 


40306 


B 


9999 


1 


3099 




9939 


40307 


A 


10000 


355 


858 


RASSAAWGPSRKTSASSSAFSSS 
CWSSS*QS*SYSSSSLS\HGQGE 
RERQEGPEG RP A A VPH REQRG 
AEERLEHHPG*DAMLWCH*LH 
RLVPSAGGEHGSRPLLHGELPG 
LRAQRHHAFVENGLL*KGEDV 
VR*Q* ARAG HGG D VH PHH ADP 
GHGLLHDPLPAHPPDW 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


9940 


40308 


A 


10001 


3 


1478 


GRALTSRRRACQGASEAAGSPA 

QVTTSTGHHQHRSHQHRSPPA 

QVTTSTGHHQHRSPAQATTSTG 

HHQHRPPPAQVTTSTGHHQHR 

SPAQATTSTGHHQHRSH\HTGH 

HQHRS/HTSTGHHQHRSPAQAT 

TSTGHHQHRPPPAQVTTSTGHH 

QHXGHQHRPPPA/HGHHQHSSPP 

A/HGHHQHRPPPA/HGH HQH\G 

HHQHSSPPA/HGHHQHR\HHQ\P 

GHHQHRSP/HSTAHHQH\GHHQ 

HSSPPA/HGHHQHHQH\GHHQH 

SSPYQH\GHHQHRPPPA/HGHH 

QHRSH\HTAHHQHRSHQH\GHH 

QNPGHHQHRSPAQATTSTGHTS 

TGHHQHRP/HTSTGHH\HTGHH 

QHRSHQHRSPPAQATTSTAHH 

QHSS/HTSTGHHQHRSP/H STG H 

HQH SS PPA/HGHHQHSSPPAQ A 

TTSTGHHQHRESPAVAAAADPS 

ALSAARRGSPGPAAAPQSRGTR 

GGGAPAKWWGSALGLGWAGR 

ARARLGRPLRPILGAMPPAPRT 

PRERREHGEVE 


9941 


40309 


A 


10002 


5 


341 


PPRRRGQKRRQK/REEG ERERG 

ERKRPRDRKEERKG/RRTKRQG 

GTETRESRPNGDG PQA KRKKQ 

TAGQREREEGEQRSSRQRGAA 

ERERGRETTHITCLLVPCWWEP 

NGRLCL 


9942 


40310 


A 


10003 


1 


582 


MLAQRGGRSVVQC1AVSKLSV 

TQRSFVTLIMDEEALGNCGGSS 

GSQTCEKAVCIHNLPFLTSHAF 

QSGFPPHQSPEASLPKMVSDAQ 

TARLSLESMRELGFHFSESAGFP 

APVSGYEHSNPSRPGVMPSGTS 

H WKQRSQKVEDnRTEM VKG IQ 

GDTWKHQQHLPRJNGN * LAYM 

TAKSRTWLPVQQDPGPQT1 


9943 


40311 


A 


10004 


1 


332 


MEYYAAIKNDEFMSFVGTWM 
KLETI 1 LSKLSQGQKTKH HIFSL I 

r A AA A\/OnDDDVDA DAn iv^ni 

hAQAQ VorrPPYPArvtL I QrL 

LQQPRAPEAPAQQ/PPGSLLTAT 

VRLSASPGPGL1FDQLLPRCGF 



WO 01/075067 PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540417 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 

*— StOD COdOII. / s nOStfhle mti*l»ntiri* 

deletion, \-possible nucleotide insertion) 


9944 


40312 


A 


10005 


1 


1108 


MLAQRGGRSVVQCIAVSKLSV 

TQRSFVTLIMDEEALGNCGGSS 

GSQTCEKAVCIHNLPFLTSHAF 

QSGFPPHQSPEASLPKMVSDAQ 

TARLSLESMRELGFHISESAGFP 

APVSGYEHSNPSLSTTNLSGPSR 

RRQPPVSPLTLSPGPEAHQGFSR 

QLSSTSPLAPYPTSQMVSSDRS 

QLSFLPTEAQAQVSPPPPYPAPQ 

ELTQPLLQQPRAPEAPAQQPQA 

ASSLPQSDFQLLPAQGSSLTNFF 

PDVGFDQQSMRPGPCLSSTGAS 

G AT\G SRELQDSFHLRPSPYSNC 

GSLPNTILPEDSSTSLFKDLNSA 

LAGLPEVSLDVDTPFPLEEELQI 

EPLSLDGR\HMLSDSSMGLLDP 

SVEETFRADRL 


9945 


40313 


A 


10006 


1 


691 


M RERARPPRGCL A PPLPPG/E/S 

G A DG QPAPRGRGTAGG/ELA A 

AGCGARAAMHRGAVPSAEPVP 

ASP/DGRWQWAGEGRPCNAAG 

GSRT/G AGCG WPAPAG WGPA P 

SSAASCPASGGATHRGASAAPG 

GGGGGRAP/GPDALEQRRAGAP 

PNAPGTPGSPEESSLRMRRESA 

AGAPAVGMAAATSLGQALGPR 

VPRSPYRTAVVLSSRSAFGYFSL 

ITLARYTLGCLSHSDITLFEC 


9946 


40314 


A 


10007 


1 


1065 


MADKRAGTPEAAARPPPGLAR 

EGDARTVPAARAREAGGRGSL 

HPAAGPGTAFPSPGRGEAASTA 

TTPSLENGRVRDEAPETCGAEG 

LGTRAGASEKAEDANKEEGAIF 

KKEPAEEVEKQQEGEEKQEVA 

AEAQEGPR/PPEPWCPN/C/MDP 

LEAIQWEAEAVSAQADRAYLP 

LERRFGRMHRLYLARRSFIIQNI 

PGFWVTAFLNHPQLSAMISPRD 

EDMLCYLMNLEVRELRHSRTG 

CKFKFRFWSNPYFQNKVIVKEY 

ECRASGRVVSIATRIRWHWGQE 

PPALVHRNRDTVRSFFSWFSQH 

SLPEADRVAQIIKDDLWPNPLQ 

YYLLGDRPCRARGGLARWPTE 

TPSRPYGFQSG 


9947 


40315 


A 


10008 


2 


433 




9948 


40316 


A 


10009 


125 


289 


TRKSGCLKIRFHVFLFLYRNPG 
MDVADAYVTFVRHSQDVLRD 
KVNE\EMYI\ERLF 


9949 


40317 " 


A 


10010 


1 


774 




9950 


40318 


A 


1001 1 


1 


1749 





WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SKQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9951 


40319 


A 


10012 


1 


1175 


MFASCYMRNIPKRV1EFGTCLW 

RTCKNCLSSLEFKMPFPPHPRSV 

TYNLKQERCRLSLDASLSCMLS 

IEDSQIPNTRLECCKGLSRCTSV 

ASTCPLVTFSFCLFSPKMEQYS 

KDDSEKTLKGWFSPGQVFVLD 

EYCARNGVRGCHRHLCYLRDL 

LERAENGAM1DPTLLHYSFAFC 

ASHVHGNSQQMHVYLSGLPPN 

TDPEGSKTPSPPEPEAKJCDTKK 

ESKKRKDSKTQANQELKRSLTS 

NLP/ICEPTQ/W*TFPKYQ1YQLT 

SL*ASHKCLLFRHRHGWLLY/ID 

ADNGSGTSEDLFWKLDALQTFI 

RDLHWPEEEFGKHLEQRLKLM 

ASDM1ESCVKRTRMAFEVKLQK 

TSSIQQ1FRVPQFNMAPCFNVM 

GLMAKGS1QPKIACSMEMGQE 


9952 


40320 


A 


10013 


1 


3951 


MLDPSSSEEESDE1VEEESGKEV 

LGSAPSGARLSPSRTSEGSAGSA 

GLGGGGAGAGAGVGAGGGGG 

SGASSGGGAGGLQPSSRAGGG 

RPSSPSPSVVSEKEKEELERLQK 

EEEERKKRLQLYVFVMRCIAYP 

FNAKQPTDMARRQQKISKQQL 

QTVKDRFQAFLNGETQ1MADE 

AFMNAVQSYYEVFLKSDRVAR 

MVQSGGCSANDSREVFKKHIE 

KRVRSLPE1DGLSKETVLSSWM 

AKFDA1YRGEEDPRKQQ 


9953 


40321 


A 


10014 


1 


457 


VAAVAATALKGGGARNARVL 

RGIFAGATA\NKAS\HNRTRALQ 

N/HTASPEGKEEP\EPLIPGTGKY 

1PQKRGAKNPHENCGNLPWAIG 

FPCG I LL FDPSPKR/RKLDKDR V\ 

KQMKARQNMRVSNTG\EYES\Q 

RFRASSQS\APSP\DVGSGVSGV 

QT 


9954 


40322 


A 


10015 


464 


863 


TPAAVESSPSIPLAPRLLYTG*PL 

QP/GPRGQGCVPRJVPCCPKP/V 

CAPRPPWPRRSQRLRSAGLSPL 

CAAAAPPVPAGSHGTPGRVWA 

PLSNSACCTCCRHPS*LHPGTLD 

PGRWQAR*GPALPRGPLPGSPP 


9955 


40323 


A 


10016 


1 


300 


PKILVGASKVVLLXSAHKLGFIG 
DTLSRQAIOAVDVASRVTHYSN 

1 1 \/TlCl \An\/ATTl' A A AI AVD 

LL\CUrL\v^ljl VA 1 IKTVAALA^Yr 
IAFPGPICDMVERVKELGHS\TQ 
QFRRVLGQLAAA 



wo 



01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 

of npfifide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
Iftrnf inn nf first 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 

* = StOD codon, /= DOSS 1 hi #> nnrlrntirlr 

deletion, \=possiblc nucleotide insertion) 


9956 


40324 


A 


10017 


3 


291 


ARJ/VFAIISFYFMPCCPLTA/SSF 

YLLSGLLDAFDGHALALLIKFC 

VRGSESHKMIDLSGNP/VLRJYY 

TS/RVGSVGLFR/MGLWVTAPIA 

LLKSLISVIT 


9957 


40325 


A 


10018 


1 


344 


VLI RARLSDNPA VRGSESHKM 1 

DLFCYPVLRIYYTSRPALFTLCA 

GNELF YC LLYLFH FSEG PLVG S 

VGLFRMGLWVTAPIVALLKSLIS 

V1HLITAARNMAXALGRQQDRA 

KKK 


9958 


40326 


A 


10019 


1 


469 


MVRSCFVDDRRK.RCNFNRQAS 

EVLNEYFYSHVSNPYHSEEAKE 

ELAKKCG ITVSQVSNRFGNKKI 

RYKKNIGEFQEEANIYAVKTAV 

SVTQGGHSSTS\SPTPPSCAGCG 

GSFNISGSGDMFLGMPGLNGDS 

YSASQALESGDASPAQSEMPK 

MGT 


9959 


40327 


A 


10020 


232 


1728 


PGGGRGGAGRGPQGPPPAMDE 

RLLGPPPPGGGRGGLGLVSGEP 

GGPGEPPGGGDPGGGSGGVPG 

GRGKQDIGD1LQQIMTITDQSLD 

EAQGQKTPPLNCP\RKKPVLFS 

GRGEIKEKTG\LSIRSSQEEEPVD 

PQLMRLDNMLLAEGVAGPEKG 

GGSAAAAAAAAASGGGVSPDN 

SIEHSDYRSKLAQIRHIYHSELE 

KYEQACN EFTTH VMNLLREQS 

RTRPVAPKEMERMVSIIHRKFS 

A IQMQLKQSTCEA MMM LRSRF 

LDA RRKRRNFSRQ ATE V LNE YF 

YSHLSNPYPSEEAKEELAKKCG 

ITVSQVSNRFGNKKIRYKKNIG 

KFQEEAN I Y A VKTA VSVTQGG 

HSSTSSPTPPSSAGSGGSFNISGS 

GDMFLGMPG\LNGDSYSASQ/V 

WESLRHSMGARGVIGG*TFGG 

RARCYSPRVEMRANGSWQEAV 

TPSSVTSPTEGPGSVHSDTSNLI 

LPLRVTGVGALTRRLEEDAGFQ 

RTNPNTGEAQDREGPMGSSPP 


9960 


40328 


A 


10021 


337 


830 


IPRLPGSIQLSFVGAFGQTSKSLF 

FLCVFILLLFQFFLCSVYVPMCT 

E/RRINIPIGPCGGMCLSV KGRC 

EPVLKEFGFAWPESLNCSKFPP 

QNDHNHMCMEGPGDEEVPLPH 

KTPIQPGEECHSVGTNSDQYIW 

VKRSLNCVLKC/GYDACLYSRS 

AQEVT\DIWMA 



WO 01/075067 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


9961 


40329 


A 


10022 


1 


1561 


MAWRGAGPSVPGAPGGVGLSL 

GLLLQLLLLLGPARGFGDEEER 

RCDP1RJSMCQNLGYNVTKMPN 

L VG H ELQTDA ELQLTTFTPLIQ 

YGCSSQLQFFLCSGYVPMGTEK 

INIP1GPCGGMCLSVKRRCETPS 

LK\EFGFA\WP\ESLNCSK/YPHP 

QND\HNPHVPWKGPGDEEVPLP 

HKTPIQP\GEECHSVGTNSDQYI 

WVKRSLNCVLKCGYDAGLYSR 

SAKEFTD1WMAVWASLCFISTA 

FTVLTFLIDSCRFSYPERPI IFLS 

MCYNIYSIAYIVRLTVGRERJSC 

DFEEAAEPVLIQEGLKNTGCAII 

FLLM YFFG MA SSI WW V 1 LTLT 

WFLAAGLKWGHEAIEMHSSYF 

HIAAWAIPPVKTIVILIMRLVDA 

DELTGLCYVGNQNLDALTGFV 

VAPLFTYLV1GTLFIAAGLVALF 

KIRSNLQKDGTKTDKLERLMV 

KIGVFSVLYTVPATCVIACYFY 

EISNWALFRYSADDSNMAVEM 

LK1FMSLLVG1TSGMWIWSAKT 

LHTWQKCSNRLVNYT 


9962 


40330 


A 


10023 


496 


664 


FYKAVPSIHQLDVPQTHQP*ST 
GLVQKVYSRSKH VSL* PK Y Y Y 
VQLVPKLDHLIFY 


9963 


40331 


A 


10024 


1 


954 




9964 


40332 


A 


10025 


127 


4S1 


GRTREATWRVYSVAVGVSRSQ 

I1RIAREFADNADKTHGRSMIIV 

GAGLNHWYHLDMNYRGLINM 

LIFCGCVGQSGG/GWAHYVGQ 

EKLRPQTGWQPGVCLDWQRPA 

RH MNSTS YFLL VP 


9965 


40333 


B 


10026 


161 


234 




9966 


40334 


A 


10027 


3 


199 


DDFLDL A ESPN ASDTESSDEI PL 
KAGPGTLI M ATG VQDFNRTEFD 
RLNAIKGHLE1\ALLEKHFFT 


9967 


40335 


A 


10028 


37 


455 


LRTHLLPRLSQSSPVSSLPRALL 
RPPGQLELWAVPAGPGPLL\AA 
DASQNLTQHMEALASQSRGRV 
DMSDGHLAVLSP1EEELRKLRE 

EQKVQEVLKARTEEQMAQQPP 
KGQAQASNGA 



WO 01/075067 PCT/US01/08631 



SEQID 
NO' 


SEQ, ID NO: 

nf no lit* 

ui pcpnuc 
sequence 


Met 
hod 


SEQ ID NO: 

in II^M 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=tlnkno\vn, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9968 


40336 


A 


10029 


1 


1721 


DKIRFRGHKRDDFLDLAESPNA 

SDTECSDE1PLKVPRTSPRDSEE 

LRDPAGPGTLIMATGVQDFNRT 

EFDRLNE1KGHLEIALLEKHFLQ 

EELRKLREETNAEMLRQELDRE 

RQRRMELEQKVQEVLKARTEE 

QMAQQPPKGQAQASNGAERRS 

QGLSSRLQKWFYERFGEYVED 

FRFQPEENTVETEEPLSARRLTE 

NMRRLKRGAK.PVTNFVKNLSA 

LSDWYSVYTSAIAFTVYMNAV 

WHGWAIPLFLFLAILRLSLNYLI 

ARGWRIQWSIVPEVSEPVEPPK 

EDLTVSEKFQLVLDVAQKAQN 

LFGKMADILEKIKNLFMWVQP 

EITQKLYVALWAAFLASCFFPY 

RLVGLAVGLYAGIKFFLIDFIFK 

RCPRLRAKYDTPYIIWRSLPTDP 

QLKERSSAAVSRRLQTTSSRSY 

VPSAPAGLGKEEDAGRFHSTKK 

GNFHE1FNLTENERPLAVCENG 

WRCCLINRDRKMPTDYIRNGV 

LYVT\ENYLCFESSKSGSSKRNK 

V1KLVDITDIQKYKVLSVLPGSG 

MG1AVSTPSTQKPLVFGAMVH 

RDEAFETILSQYIKITSAAASGG 


9969 


40337 


A 


10030 


18 


573 




9970 


40338 


C 


10031 


71 


205 




9971 


40339 


C 


10032 


190 


243 




9972 


40340 


A 


10033 


18 


283 




9973 


40341 


A 


10034 


1 


190 




9974 


40342 


A 


10035 


1 


135 




9975 


40343 


C 


10036 


90 


137 




9976 


40344 


B 


10037 


272 


560 




9977 


40345 


A 


10038 


3 


422 




9978 


40346 


A 


10039 


205 


1090 




9979 


40347 


A 


10040 


1 


2142 





WO 01/075067 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9980 


40348 


A 


10041 


15 


1524 


FPG RRFRAEGERTECA EPPRDEP 

PADGALKRAEELKTQANDYFK 

AKDYENAIKFYSQAIELNPSNAI 

YYGNRSLVYLRTECYGYSL*D 

ATRAIELDKKYIMGYYRRA\AS 

NMALGKFRAALRDYETVVKV 

KPHDKDAKMKYQECNKMVKP 

KAFERAIAGDEHKRSVVDSLDI 

ESMTIEDEYS*PKLEDGK.VTISF 

MKELMQWYKDQKKLHRKCAY 

QILVQVKEVLSKLSTLVETTLK 

ETEK1TVCGDTHGQFYDLLNIFE 

LNGLPSETNPYIFNGDFVDRGSF 

SVEVILTLFGFKLLYPDHFHLLR 

GNHXETDNMNQIYGFEGEVKA 

KYTAQMYEfcFSEVFEWLPLAQ 

CrNGKVLIMHGGLFSEDGVTLD 

DIRKFERNRQPPDSGPMC\DLLW 

SDPQPQNGRSISKRGVTCQFGP 

DVTKAFLEENNLDYHRSHEVK 

AEGYEVAHGGRCVTVFSAPNY 

CDQMGNKAS\YIHLQG\SDLRP\ 

QFHQF\TAVP\HPNVKYPMAYAN 


9981 


40349 


A 


10042 


94 


188 


V I EHL VSQDGLDFL/N LVICPPR 
PPKVLGLQA 


9982 


40350 


A 


10043 


419 


495 


EPTNENSPIALSR*VNSQKISMK 
AV 


9983 


40351 


A 


10044 


1 


265 


EMESRSIAXRMECSGSISAHCKL 
RLPGSHHSPASVSRVAGTTGTC 
HHARLIFLYF/LLETGFHCVSHD 
GLHLL/NLVICPPRPPKVLGLQA 


9984 


40352 


A 


10045 


3 


706 


ADAWAWPHC/CTVLL*CLGFA 

GVLFGWPSLVFVFKNEDYFKD 

LCGPDAGPIGNATGQADCKAQ 

DERFSLIFTLGSFMNNFMTFPTG 

Y1FDRFKTTVARL1AIFFYTTAT 

LIIAFTSAGSAVLLFLAMPMLTI 

GGILFLITNLQIGNLFGQHRSTH 

TLYNGAFDSSSAVFLIIKLLYEK 

GISLR/VLLHLHLCLQYLACSTH 

FPPDAPGAHPIPTAPQLQLWPV 

PWEWHHKGREGNS 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540JI7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Ins 
codon for last amino acid 
of peptide sequence 


t Ammo acid sequence ( X=Unkmmn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


9985 


40353 


A 


10046 


1 


1413 


MKRGNGSRRRRRLLSENNGVF 

HIESFAQHPKDEKSRKLLGPIEH 

WTFVVEKGKGKPEETGTVSMV 

LEDGEVEADIKQGSVVGCCNV 

PPDAARERAEKAYMDGEQPTLI 

LLLWDLKKQIPVHKGTHSVGR 

HQTELLPNNGGGVVRFFYTTAT 

LIIAFTSAGSAVLLFLAMPMLTI 

GGILFLITNLQ1GNLFGQHRSTH 

TLYNGAFDSSSA VFL1I KLL YEK 

G1SLRASF1F1SVCSTWHVARTF 

LLMPRGH1PYPLPPNYSYGLCP 

GNGTTKEEKETAEHENR£LQSK 

EFLSAKEVSTYTNAFAFTQFGV 

LCAPWNGLLMDRLKQKYQKE 

ARKTGSSTLAVALCSTVPSLAL 

TSLLCLG F A LC A S VP 1 L PLQ Y LT 

FILQVISRSFLYGSN\GRFLTLAF 

PSEHFG KLFG L VM A LS AW VSL 

LQFPIFTLIKGSLQNDPFWVNV 

MFMLA1LLTFLPPLSGISGMPYL 


9986 


40354 


B 


10047 


316 


395 




9987 


40355 


A 


10048 


1 


1614 


RMQQQAVMHYMQQQQQQQQ 

QQLGGPPTPAINTPVHFQSPPPV 

PGEVLKVGPVLACPPPCPH*SQ 

PPLEPLPYLSETYGNKFAAHISP 

AQVALRN PHQPPPQGC EL DTCC 

PPPLATVLP/ISPMAMLHIGSNPE 

REVSEELASGHAACRARAHCC 

ASETMPNTVLLARVGWVCKGS 

REGGTHCGSEPGESGVTSSSCP 

ADLTQKRELTGTASLYPCAFEY 

PTPPSFSPSLPAAPLPASLFLVLT 

WAG*KANDL*/VRFLRGRVMG 

LGGQQLTARLSALLQKSRELEN 

HSRRLEMTNKQLWLRIQVWS* 

TWTSLVTLTLNLAPGPKGQYFR 

MFCFGNKQSSASLSNTYQLEVL 

FCETL 1 L A PTLL A PSS LM A H LEL 

ALFCA1VTLKVPHVTSVQWAWP 

MQAHSTSTLTSLAQQVVKQEL 

PSEEGPGEALMLGAEVPDPEPL 

PALPPQAPLPLPTQPPSPFHHLD 

FSHSLSFGGREDEGPPGYPEPLA 

ru HO o r r r a L0K.K.DL ULM LLUD 

SLLPLASDPLLSTMSPEASKASS 

R.RSSFSMEEGDVL 



WO 01/075067 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unkno\vn, 
*=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


9988 


40356 


A 


10049 


I 


1651 


GGVTAGARAPARGSVTAEAAA 

RAGRGSGRGADGGREGRTGRA 

SLVARGRSRPGAGGGHSLRAR 

HPNLRQVAGA/GGARAADRLT 

FRAREPAPAATMASRIGLRMQL 

MREQAQQEEQRERMQQQAVM 

HYMQQQQQQQQQQLGGPPTP 

AINTPVHFQSPPPVPGEVLKVQS 

YLENPTSYHLQQSQHQKVREY 

LSETYGNKFAAAHISPAQ\ALR 

NPHQPPPQGCELDTCCPPPLAT 

VLPISPMAMLHIGSNPERELDD 

VIDNIMRLVTMSLGYINPEMQM 

PNTVLLARLPLSSSHLNVYSSDP 

QVTASLVGVTSSSCPADLTQKR 

ELTDAESRALAKERQKKDNHN 

LIERRRRFNINDR1KELGMLIPK 

ANDLDVRWNKGT1LKASVDYI 

RRMQKDLQKSRELENHSRRLE 

MTNKQLWLRJQELEMQARVHG 

LPTTSPSGMNMAELAQQVVXKQ 

ELPSEEGPG E A L M LG A\EG PVDP 

EPLPALHRQAPLPLPTQAPSPFH 

S/HWDFSHSL\SFGG\RVDDWSP 

GLPRTPGAGAWLPIPQPVQEGS 

GPHAPG RLTAT AG L 


9989 


40357 


A 


10050 


2 


76 


TPLAPPPKPVRRRLKSRR*IKAR 
S 


9990 


40358 


A 


10051 


3 


206 




9991 


40359 


A 


10052 


1 


492 





WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


9992 


40360 


A 


10053 


2 


2395 


KQTELRRSGSRDVTGALLVAA 

AVASEAVGSLRVAEGGPNTLLL 

Q V LR\S W\P WCN KATQTM E E RK 

VKRRSPKSFSAHCTQVVNVQK 

KMSIPV\SKS\TGFSNPASQVNFT 

SRPK V KKEVMKVEKTKPQG LEE 

GQRHSSQLPIQHSFLTVDVSRCS 

RKMERGLLSULNDFHSWKTFK 

HFGN\ECSI\EQMEHVSGELQEK 

LARLNLELYGELEELPEDKRKT 

ASDS\NLDRLLSDCREMIPAFRT 

FLKRHDKTIVTKMLSLPELLLY 

PSRRFEEYLNLLYAVRLHTPAE 

HVDRGDLTTAIDQIKKYKGYID 

QTLSEVNRYLIRVQDVAQLHCC 

DEEISFSLSVACRSVDSASPESL 

PEMQNSQATLALLNQNLHFNKI 

TRLYEHIHDLSLFLFNDALLVSS 

RGTSHTPFERTSKTTYQFIASVA 

LHRLLIENIPDSKYVKNAFILQG 

PK YK W IC ATEI EDDKFL WLS VL 

RNAIKSSMEKACGLVFTGQFMF 

DTMGMTNILNNQDTAQALADG 

LMELSKEDSKCGKKIKDVEGN 

VI PTKCDPKTTFSLFMKERNVV 

EDNSWDTKSRLSKNDLNFEALI 

NLERILQKDSAEKRARVVRELL 

QSERKYVQILEIVRDVYVAPLK 

AALSSNRAILSAANIQIIFCDILQ 

1 LS> LN KA^r LUN LRDKLQb WGPA 

riUVObl V IJvrGM^LN 1 Y 1 NrrN 

NYPVILK1 IEK.QWETFSERSSSS 


9993 


40361 


A 


10054 


2 


296 




9994 


40362 


A 


10055 


2 


369 




9995 


40363 


B 


10056 


82 


2483 




9996 


40364 


A 


10057 


2 


3343 


YDVVLDAIDTMQRVAWHIND 

MKRKHEHAVRLQEIQSLLTNW 

KGPDLTSYGELVLEGTFRIQRA 

KNERTLFLFDKLLLITKKRDDT 

FTYKAHILCGNLMLVEVIPKEP 

LSFSVFHYKNPKLQHTVQAKSQ 

QDKRLWVLHLKRLILENHAAKI 

PAKAKQAILEMDAIHHPGFCYS 

PEGGTKALFGSKEGSAPYRLRR 

KSbPSbRSHKVLKTScTAQDIQ 

KVSREEGSPQLSSARPSPAQRNS 

QPSSSTM I SV LRAGG 



WO 01/075067 



PCT/US01/08631 



SEQ ID 


SEQ II) NO: 

oi pepiiuc 
sequence 


Met 
hod 


SEQ ID NO: 
in If^sN 

III UOOI ^ 

09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of Inst 
mdnn I'rir last amino acid 

of peptide sequence 


Amino acid sequence ( X=Unknown, 

* = Slon codon. / = nrK<ihlp> nn^l<*itt!#fp 

deletion, \=possiblc nucleotide insertion) 


9997 


40365 


A 


10058 


32 


483 


LKGHADAVLAAGTEAVKCHLL 

LGRHLLRLMASSGIHHKIVN*R 

QYAKFSHG*IQKF**WQHRQQF 

RGKETEMASAVDLPVTLTETEA 

NFPPEYEKFWKTVENNPQDFTG 

WVYLLQYVEQENHLMAARKA 

FDRFFI HYPYCYGY WKK YADL 


9998 


40366 


A 


10059 


1 


1090 


MRQKRKEEKELFHNKDCEKKE 

KNSWERMRHTGTEKMASESET 

PTGAISQYKERMPSVTHSPEIM 

DLSELRPFSKPEIALTEALRLLA 

DED/WDKQLHALEQLLASCYS 

GTRHTTSSFHCGHQGMWWHPE 

AWRC/LATAEPQREPGKSTISSH 

SSLWN*Q/LHSHKLQSVPGLKV 

KNLRSGVSRAAVVCLSDLFTYL 

KKSMDQELDTTVKVLLHKAGE 

SNTFIREDVDKALRAMVNNVT 

PARAVVSLINGGQSHLHIAVRR 

CTAQHLSDVLEFMEPERILSAA 

KDMAERILPAAAKFAQDSSQET 

RYYGRKMLFFMMCHPNFEKM 

LEKYVPSKDLPYIKDSVRNLQQ 

KVCGKSLFYKQLYKQSLFLHP 


9999 


40367 


A 


10060 


36 


203 




10000 


40368 


A 


10061 


1 


798 


MKFQYKEDHPFEYRKKEGEKI 

RKKYPDRVPVIVEKAPKAR/RA 

* SGQEE VPS A L*P YCCLP/DG AG 

LGTCS/HAMPEPPTHSMGTCAA 

RASPTSTTPCSTAPSP1DRE\EQT 

TQGLRNASARRGTGRQLHLQ/S 

PV WDPLGEAS WAPESSGN VESF 

SSSG1VN1P1STLCLAQGFSRFVN 

API DTL YLA ALVGP WRTFMSSS 

G1VNTPIGTLYLAQGMVHYHKS 

PFPTCLVQMSKIESLPKEKGAQ 

GVAAGLPSSLAPTCPPPDPSMK 

LHNN 


10001 


40369 


A 


10062 


164 


605 


ALLKQHLRTVHRSAPPIRGHCC 

VSSSWT*G/AGKLSLEHTEEPSD 

VPSHLLYRWSISSAITEVFQALA 

SS\IPPRSQ*MSTPRR\NESTRHSP 

GPSIEEVKECMQDDN*YLQGTS 

YAPAGSQSYSAKLCFQVLKRN 

TCPPEKPNPASER 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Un known, 
* = SlOD codon. /=nossihlp mirlpntiftp 
deletion, \=possible nucleotide insertion) 


10002 


40370 


A 


10063 


3 


2480 


RP1TGAEIVAIINSLPTKKSPGLD 

GFTAEFYQRYKEELVPFLLKLF 

QSIEKEGILPNSFYEASJILIPKPG 

RDTTKKENFRPISLMNIDAKILN 

KILANRIQQHIKKLIHHDQVGFi 

PGMQGWFNIRKSINVIQHINRT 

KDKNHMHSIDAEKAFDKIQQ/R 

LHAKNS/RJN*VLM/ETYFKIIRA 

IYDKPIANIILNGQKLEAFPLKT 

GTRQGCPLSPLLFNIVLEVLAR 

AIRQEKEIKGIQLGKEEVKLSLF 

ADDMIVYLENPIVSAQNLLKLIS 

NFSKVSGYKINVQKSQAFLYTN 

NRQTESQIMSELPFTIASKRIKY 

LG IQLTRDVKDLFKEN YKPLLK 

EIKEDTNKWKNIPCSWVGRINI 

VKMAILPKV1YRFNAIPIKLPMT 

FFTELEKTTLKFIWNQKRAHIA 

KSILSQKNKAGGITLPDFKLYY 

KATITKTAWYWYQNRDIDQW 

NRTEPSEITPHTYNCLIFDKPEK 

NKKWGKDSLFNKWCWENWLA 

ICRKLKLDPFLTPYTKINSRWIK 

DLNVRPKTIKTLEENLGITIQNI 

GMGKDFMSKTPKAMATKDKID 

KWDLIKLKSFCTAKETTIRVNR 

QPTKWEKIFATYSSDKGLISR1Y 

NELNQ I YKKKTNNPIKK WA KD 

MNRH FSKEDI YAAKKHMKKCS 

SSL AI REMQI KTTMRYHLTPVR 

MAIIKKSGNNRCWRGCGEIGTL 

LHCWWDCKLVQPLWKSVWRF 


10003 


40371 


A 


10064 


317 


582 


STVCCFLLRFIGGGFRHIPLSVD 
LWIHYIKILKETLDPGDPETNNT 
IRGYVEH*Y*NVFYD1NNYSDV 
DNRAHES*AGSLTSIPLLKK 


10004 


40372 


A 


10065 


41 


434 


GDLQPTA A L WEPLSG L AKAG A 

RSLSLQGGVGGEARARTRAAR 

GACGPAAAPGGHGLGGHALGA 

AG R/RL L ALG RLGTCSLPCLSLP 

PSPWAPVPPEPPR*VPPHAPGRP 

VPSATQRLRSAGAQRRTGRQL 


10005 


40373 


A 


10066 


67 


459 


LRDCKYTHRHCVSSSRFINTPIN 

TLCLAQGL*VHQSTLCI*LLWV 

GG LGGN FC VQ YS VSN * SDG D V 

ENLCI*LRDCKCTNQHPVKTGH 

FGSTNQQDVGWGQIKJUKAGLP 

EPASGNSLGSPSTLWELCSLQ 



WO 01/075067 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 

in 1 ICCM 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10006 


40374 


A 


10067 


2481 


2882 


1PQGNYRVIARNAKTQRGGNLT 

LTKPS/G I G RRG EN SS f SS WQRQ 

QKGKKETGSQRKRQRGRDKKL 

ERKJIDRHRSQREGKKERKRQR 

RSQRERWK**RKNSVPIPLKAR 

VNFSLPTQGNSLLDLNPYLPLK 

QLKK 


10007 


40375 


B 


10068 


52 


5199 




10008 


40376 


A 


10069 


1510 


2454 




10009 


40377 


B 


10070 


97 


3414 




10010 


40378 


A 


10071 


164 


620 


PPTGCGTGPiGCSGPGTGPVPVP 

VAP\PFPQEGARTQPGSAGA\PG 

ARGLRRAETLVALGAVGPGLP 

TPPPPPPPAPQSQAPGGPEAQPF 

GSRVCVLASCCAHRPRPAPSAP 

PAPPAPPESTVRPAPPTRPGESS 

YSSISHAFTATNFPFGTA 


10011 


40379 


A 


10072 


1 


513 


M ATL AG EG RPA G WV P WI SLL A 
VGVLIIWKLWPAPPIGGELQFA 
FVCFLLGNVYEAFEHWKRLLN 
LLCRSEAAMKK/HATRLWINLI 
SILHHQLGE1PADFFVD1VSQHN 
FLTSTLQ VFFSS ACS 1 A V D ATLR 
KKAEKFQAHLTKKFRWDFAEE 
PEDCAPVVEELPEGIEMG 


10012 


40380 


A 


10073 


1 


1642 


MDYIRTDLTTAAPSPPRRLGPPP 

PGEQPPSGSGHVRPPGARPPHR 

GGGRGGGGGDPAAPPARGGGG 

GGKARPPGGGAAPCEPGCQCR 

APMVSVSSERHPLYNRVKTGQI 

ANCALPCHNPFFSQDERAFTVF 

WIGLWSVLCFVSTFATVSTFL1D 

MERFKYPERPIIFLSACYLFVSV 

GYLVRLVAGHEKVACSGGAPG 

AGGAGGAGGAAAGAGAAGAG 

AGGPGGRGEYEELGAVEQHVR 

YETTGPALCTVVFLLVYFFGMA 

SSIWWViLSLTWFLAAGMKWG 

NEA1AGYSQYFHLAAWLVPSV 

KSIAVLALSSVDGDPVAGICYV 

GNQSLDNLRGFVLAPLVIYLFIG 

TMFLLAGFVSLFRIRSVIKQQD 

GPTKTHKLEKLM1RLGLFTVLY 

TVPAAVVVACLFYEQHNRPRW 

EATHNCPCLRDLQPDQARRPD 

YAVFMLKYFMCLVVGITSGVW 

VWSGKTLESWRSLCTRCCWAS 

KGAAVGGGAGATAAGGGGGP 

GGGGGGGPGGGGGPGGGGGSL 

YSDVSVTGLTWRSGTASSVSYP 



WO 01/075067 PCT/US01/08631 

r r 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10013 


40381 


A 


10074 


*> 


475 


HSSLNSVDKARALEADNGELE 

VN1RDWYQKQGPGASRDYSHY 

YTT1QDLRDKILGAT1ENSRJVL 

QIDN ARL A ADDFRTKFETEH A L 

RMSVEADINGLRRVLDELTLAR 

TDLEMHIEGLKEELAYLKKNHE 

EEISTLRGQVGGQVTV*VDSAP 

GTDL 


10014 


40382 


A 


10075 


39 


1323 


NGM WSN WNPLI PQR WEEKFQS 

PSRHRGSSSRGVSLSSVSGGYSGI 

LSGSNGLLAGNEKLTMrfNLNN 

CLASYLDKVHALEAANSKLEF 

GLSVWVLDEVTLARTDLEAQI 

KGLKEELAYLKKKHEEE1NALR 

GQVGDQVHILSDRQSQYEIMA 

KQNWKDAEAWFTSWTEELNQ 

EVTGHIEQLQISRSEVTDLQCTL 

QGLEIELHSQLSVKAPLEGTLA 

ETEACFGAQLVQIQALISSIEAQ 

LGDVRADGEWQNQEYQRLLE 

QEIATYRSLLEGQEDHYNNLST 

SKVQIPECTVSN VPVAS VCLQT 

LEPHSLASNPGSSTYSVTFGQYI 

NLSVSPFLLLEATIAGAKKAAT 

GNNSTQFSPPAERQLC1FTCPRT 

IPLTTASHAGSYGPKLVKYTSL 

RPLPMAAPTESNPALPSSRATA 

HRLLPAPGHFPSGL 


10015 


40383 


B 


10076 


133 


180 





wo 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 

nou 


SEQID NO: 
in uoojn 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locntion of last 

/>Afl<m Cm- Itct etininn arirl 
cooon iur atiu 

of peptide sequence 


Amino acid sequence ( X=Unkno»n, 

OlUjI LUUUII, nucicuiiijc 

deletion, \=possible nucleotide insertion) 


10016 


40384 


A 


10077 


1 


2182 


MSVDKAELCGSLLTWLQTFHV 

PSPCASPQDLSSGLAVAYVLNQ 

1 DPS WFN E A WLQG ISEDPGPN W 

KLKVSNLKMVLRSLVEYSQDV 

LAHPVSEEHLPDVSL1GEFSDPA 

ELGKLLQLVLGCAISCEKKQDH 

IQRIMTLEESVQHVVMEAIQEL 

MTKDT\P\DSLSPETYGN FDSQS 

RRYYFLSEEAEEGDELQQRCLD 

LERQLM LLSEEKQSL AQ EN AG L 

RERMGRPEGEGTPGLTAKKLLL 

LQSQLEQLQEENFRLESGREDE 

RLRCAELEREVAELXQHRNQAL 

TSLAQEAQALKDEMDELRQSS 

ERAGQLEATLTSCRRRLGELRE 

LRRQVRQLEERNAGHAERTRQ 

LEDELRRAGSLRAQLEAQRRQ 

VQELLGQRQEE A M KA EK WLFE 

CRNLEEKYESVTKEKERLLAER 

DSLREAN EELRCAQLQPRGLTQ 

ADPSLDPTSTPVDNLAAEILPAE 

LRETLLRLS/LLENKRLCRQEAA 

DRERQE/EKLQRHLEDANXRAR 

HG\LETQ\HRLNQQAAYSELRA 

QVEDLQKALQEQGGKTEDAISI 

LLKRKLEEHLQKLHEADLELQR 

KREYIEELEPPTDSSTAXRR1EEL 

QHNLQKKDADLRAMEERYRR 

YVDKARMVMQTMEPKQRPAA 

GAPPELHSLRTQLRERDVRIRH 

LEMDFEKSRSQREQEEKLLISA 

W\YNMGMALQ\QRAGE\EPAPA 


10017 


40385 


A 


10078 


1 


687 




10018 


40386 


A 


10079 


1 


1104 




10019 


40387 


A 


10080 


1 


677 


MAAAGGGGGGAAAAGRAYSF 

KVVLLGEGCVGKTSLVLRYCE 

NKFNDKHITTLQASFLTKKLNI 

GG K.R VN LA I WDTAGQERFH A L 

GP1YYRDSNGAILVYDITDEDSF 

QKVKNWVKELRKMLGNNETCL 

CIVGNKIDLEKERHVS1QEAESY 

AES VG A KHYHTSAKQN KG1EE 

LFLDLCKRM1ETAQVDERAKG 

NGSSQPGTARRGVQIIDDEPQA 

QTSGGGCCSSG 


10020 


40388 


A 


10081 


1 


1467 




10021 


40389 


A 


10082 


2 


244 




10022 


40390 


A 


10083 


1 


257 




10023 


40391 


A 


10084 


1 


558 




10024 


40392 


B 


10085 


41 


618 




10025 


40393 


A 


10086 


1 


591 





wo 



01/075067 



PCT/US01/08631 



SEQID 

IM/: 


SEQID NO: 
of peptide 
sequence 


Mel 

noa 


SEQ ID NO: 

in 1 ICCiV 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for fast amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possiblc nucleotide 
deletion. \=possiblc nucleotide insertion) 


10026 


40394 


A 


10087 


128 


851 


KMEKEKGNDDGIPDQENSLDFS 

EHFNQLELLETHGHLIPTGTQSL 

WVGNSDEDEEQDDKNEEWYR 

LQEKKMEKDPSRLLLWAAEKN 

RLTTVRRLLSEKATHVNT\RDE 

DEYTPLHRAAYSGHLD1VQELI 

AQGADVHAVTVDGWTPLHSA 

CKWNNTRVASFLLQHDADrNA 

QTKGLLTPLHLAAGNRDSKDT 

LELLLMNRYVKPGLKNNLEET 

AFD1ARRTSIYHYLFEIVEGCTN 


10027 


40395 


A 


10088 


2 


264 


NKQPIWIPSRHLKPYHEPDAKE 
E1PGGS*GPTSCSHVETDAEEDP 
NCHEQHLSNTATHLGTDQEAVI 
DG RRKPEES RTTS H IC RCRS 


10028 


40396 


A 


10089 


2 


461 




10029 


40397 


A 


10090 


2 


749 




10030 


40398 


B 


10091 


1 


1077 




10031 


40399 


A 


10092 


1 


1114 


MPQNSLEECALELGKKSLQEN 

VNNFPKTKLFQFLKLTNWILPKI 

TKFKPIEGAENVFTDGSSNGKA 

SYFGLKGKVFQTPYTAAQKVE 

LVAV1EVLTAFDMPVSM1SDST 

YVVHSTQLTENAQLRLHTDEQ 

LMTLFSQLQTAVRVCFAVMGIP 

ASRKTDNVPGYT1QTLATFFSM 

WNIKH1TG1PYNSQGQAIVGRIN 

LSLKQRLQKQKEGNREYRTPQ 

MQLNLALLALIFLSLSKGQMLS 

A AEQH LQKPPAKTEA EQLI WW 

RDTKTRSWEIGKIITCGRGYAC 

VSPGQNQQPIWTPSRHLKPYHE 

PDAKAKRFREDPEDPPSCSHVKT 

DAEEDPNCHEQHPSNTAIHLRS 

DQEAVTDGRRKPEESGTTSHNE 


10032 


40400 


A 


10093 


239 


783 


RRAPGTAPDAGPELRS\LHNLL 

GPAC1FLRKGFAENRQPVQLRE 

AFREFDKDKDGYINCRDLGNC 

MRTMGYMPTEMELIELSQQIN 

MNLGGHVDFDDFVELMGPKLL 

AETADMIGVKELR\DAFREFDT 

NGDGEISTSELREAMRKLLGHQ 

VGHRDIEEIIRDVDLNGDGRVD 

FEAPFPGSSN 


10033 


40401 


A 


10094 


1 


304 




10034 


40402 


A 


10095 


-\ 


154 




10035 


40403 


B 


10096 


126 


251 




10036 


40404 


B 


10097 


122 


2916 





wo 



01/075067 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

1)0(1 


SKQ ID NO: 

In 1 ICCM 

in UoolN 

0^/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unkno\vn, 
*—Stop codon, /==possible nucleotide 
deletion, ^possible nucleotide insertion) 


10037 


40405 


A 


10098 


3 


2433 


LAELSSLSVLRLSHMSISHIAEG 

AFKGLRSLRVLDLDHNEISGTIE 

DTSG A FSG LDSLSKLTLFGN K I K 

SVAKRAFSGLEGLEHLNLGGN 

AIRSVQFDAFVKMKNLKELHIS 

SDSFLCDCQLKWLPPWLIGRML 

QAFVTATCAHPESLKGQSIFSVP 

PESFVCDDFLKPQIITQPETTMA 

MVGKDIRJTCSAASSSSSPMTF 

AWKKDNEVLTNADMENFVHV 

HAQDGEVMEYTTILHLRQVTF 

GHEGRYQCVITNHFGSTYSHKA 

RLTVNVLPSFTKTPHDITIRTTT 

MARLECAATGHPNPQ1AWQKD 

GGTDFPAARERRMHVMPDDD 

VFF1TDVKIDDAGVYSCTAQNS 

AGSISANATLTVLETPSLVVPLE 

DRVVSVGETVALQCKATGNPP 

PRJTWFKGDRPLSLTERHHLTP 

DNQLLVVQNVVAEDAGRYTCE 

MSNTLGTERAHSQLSVLPAAG 

CRKDGTTVGIFTIAVVSSIVLTS 

LVWVCIIYQTRKKSEEYSVTNT 

D ET V V PPD VPS YLSSQGTLS DR 

Q ET V V RTEGG PQ ANG H 1 ESNG K 

ASVTVKQSSAVTVSLGAGGGL 

QVFTGQVPG1RWGKLGEVEGG 

VCPRDASHFPEPDTHSVACRQP 

KLCAGSAYHKEPWKAMEKAE 

GTPGPHKMEHGGRVVCSDCNT 

EVDCYSRGQAFHPQPVSRDSAQ 

PSAPNGPEPGGSDQEHSPHHQC 


10038 


40406 


A 


10099 


1 


164 




10039 


40407 


A 


10100 


368 


566 





WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


10040 


40408 


A 


10101 


3 


1160 


RDQRGYRDDRSPAREPGDVSA 

RTRSGGGGGRSATTAMPPPVPN 

GNLHQHDPQDLRHNGNVVVA 

GRPSCSRGPRRAIQKPQPAGGR 

RSGRGPAAGGLCLQPPDGGTC 

VPEEPP V PPMD WE A LEK H L AG 

LQFREQEVRNQG\QARTNSTSA 

QKNERESIRQKLALGSFFDDGP 

G I YTSCSKSG KPSLSSRLQSGM 

NLQICFVNDSG\SDKDSDADDS 

KTETSLDTPLSPMSKQSSSYS\D 

RDTTVEEESESLGWTWDFLYKG 

KRNLQAEAKMALAMAKPMAK 

MQVEVEKQNRKKSPVADLLPH 

MPHISECLMfCRSLKPTDLRD\LI 

MGQLQVIVNDF1SQMKSLNEEW 

VQLLLI\QDELHTEQDAMLVDIE 

DLTRHA ESQQKHM AEKM PAK 


10041 


40409 


A 


10102 


1 


506 


RGPRTEPQDPCCPRAAAGARPS 

GPG/QDLPRLRLPGSPGAPGAG 

GGAGTAAGRKGPGLPEEAAAD 

GAWRLGEGWAAASEEPAPPGP 

HTSQRGASPPQPGWARAAGLS 

NQPTKDRIFGGSHKAAPQASAD 

SPTSLQCGAAGHCPKASRRALG 

DNPETEATSSLSPTEWLQ 


10042 


40410 


A 


10103 


1 


429 


MGSRLNWMEVIPEQCTYLHVLI 
KCMFFWNRQHRGGIQEKAALK 
QRTPRI FH EKNTPC YLL VQE* H 
RSN AFG EEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEETLFSNM 


10043 


40411 


A 


10104 


4 


122 




10044 


40412 


A 


10105 


53 


619 


ILVWS1VPEGKILWGTKQQRRD 

SRTQRLLKKSPWRAKQSVWEE/ 

ERKKKN KEEKEEKEKKEKEKK 

EKEKEK.1CRKKKRKKKKKKKK 

KKKKKKKKKKKKKKEEEEEEE 

EDEEEEEEEEEKKKXEKEEKVK 

EKKKEEKK/QEEKEEEN/EEEEK 

EEEEKEEKSSSSKYSLLDSVPTL 

LISLWVILNTLPELLQPA 


10045 


40413 


A 


10106 


2821 


4680 




10046 


40414 


A 


10107 


18 


1535 




10047 


40415 


A 


10108 


3 


1494 




10048 


40416 


A 


10109 


3 


617 




10049 


40417 


A 


101 10 


3 


1 142 




10050 


40418 


B 


1011 1 


1 


2151 




1 AAC 1 


40419 


B 


101 12 


1 


1461 




10052 


40420 " 


A 


10113 


1 


1248 




10053 


40421 


A 


10114 


2 


1624 
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SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, V=possible nucleotide insertion) 


10054 


40422 


A 


10115 


1 


1416 




10055 


40423 


A 


10116 


I 


2262 




10056 


40424 


A 


10117 


1 


1791 




10057 


40425 


B 


10118 


1 


1497 




10058 


40426 


B 


10119 


1 


1599 




10059 


40427 


A 


10120 




1722 




10060 


40428 


A 


10121 




3168 




10061 


40429 


A 


10122 




1083 




10062 


40430 


A 


10123 


■ 


589 


MGA1YDKPTANIILNGQKLEAF 

PLKTGIRQGCPLSLLLFNIVLEV 

LARAIRQEKE1KVIQVGKEEVK 

LSLFADDMIVYLEDP1ISAPNLL 

KL1SNFSKVSGYKINVQKSQAF 

LYTNNRQTESQIMSELPFT1ASK 

RIKYLGIQLTRDVKDLFKENYK 

PLLKEVKEDTNKWKMIPCSWVG 

RINIVKMAILPKPYVES 


10063 


40431 


A 


10124 


1 


1566 




10064 


40432 


B 


10125 


1 


2406 




10065 


40433 


A 


10126 


1 


2478 




10066 


40434 


B 


10127 


69 


1259 




10067 


40435 


B 


10128 


225 


997 




10068 


40436 


A 


10129 


2 


1124 




10069 


40437 


A 


10130 


1 


2058 




10070 


40438 


A 


10131 


258 


823 


TLMQKSSAKYWQTESSSTSKSL 

STMIKWASSLGCKAGSIYANQ* 

M*SSlA r TNNRQTESQIMSELPFT 

IASKRIKYLGIQLTRDVKDLFKE 

NYKPLLKEIKEDTNKWKNIPCS 

WVGRINIVKMAILPKVIYRFNAI 

PIKLPMTFFTELEKTTLKFIRNQ 

KRAC I A KSI LSQTKLE AS RY LTS 

NYTTRLQ 


10071 


40439 


A 


10132 


1 


1512 




10072 


40440 


A 


10133 


1 


992 




10073 


40441 


B 


10134 


1 


2019 




10074 


40442 


A 


10135 


1 


1203 




10075 


40443 


A 


10136 


1 


1578 




10076 


40444 


A 


10137 


1 


2956 




10077 


40445 


A 


10138 


1 


1983 




10078 


40446 


A 


10139 


1 


3156 




10079 


40447 


A 


10140 


1 


3325 




10080 


40448 


A 


10141 


1 


1870 




10081 


40449 


A 


10142 


1 


1446 




10082 


40450 


A 


10143 


1 


2310 




10083 


40451 


A 


10144 


I 


1293 




10084 


40452 


A 


10145 


1 


1038 




10085 


40453 


A 


10146 


1 


1713 




10086 


40454 


A 


10147 




2271 




10087 


40455 


A 


10148 




3654 




10088 


40456 


A 


10149 


1090 


1647 
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SEQID 
NO: 


SEQ ID NO: 

of npntirip 

sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 

locution oi iirM 

cotlon for peptide 
sequence 


Nucleotide location or last 
codon for last h mino acid 
of peptide sequence 


Ammo acid sequence ( X=Unknown, 
*=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


10089 


40457 


B 


10150 


1 


1248 




10090 


40458 


A 


10151 


I 


1884 




1009 1 


40459 


A 


10152 


1 


1140 




10092 


40460 


B 


10153 


1 


1545 




10093 


40461 


A 


10154 


1 


3300 




10094 


40462 


A 


10155 


1 


1824 




10095 


40463 


A 


10156 


I 


1023 




10096 


40464 


A 


10157 


1 


2169 




10097 


40465 


A 


10158 


1 


2661 




10098 


40466 


A 


10159 


1 


1104 




10099 


40467 


A 


10160 


1 


1668 




10100 


40468 


A 


10161 




1945 




10101 


40469 


A 


10162 




3303 




10102 


40470 


A 


10163 




1382 




10103 


40471 


A 


10164 




399 


MPPVDASRDLRELNPLSSYKAK 

PNEYLLLVQVLFLNRNTKEGLI 

RLLARYPDDLQQTESQ1MSELP 

FTIASKRJKYPGIQLTKDVEDLF 

KENYKPLLSK\KEDANKWKNIP 

CSWJGRJNIVKMAVLPKKKiWV 


10104 


40472 


A 


10165 


] 


2218 




10105 


40473 


B 


10166 


1 


2562 




10106 


40474 


A 


10167 


1 


3169 





WO 01/075067 
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SEQ ID 

NO: 


SEQII) NO: 
of peptide 
sequence 


Met 

hnrl 
I1UU 


SEQ ID NO: 

in 

in Ujjn 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 

mi\ c\ n fAr locf atniiiA 
CUUOI1 IUl Idsl «l iililll/ «it.iu 

of peptide sequence 


Amino acid sequence ( X=l)nknowii. 
— oiop couun, /— possiDic nucleotide 
deletion, \=po.ssible nucleotide insertion) 


10107 


40475 


A 


10168 


i 


2105 


M KLA El KM FFETN ENKDTT YQN 

LWDAFKA VCRGKF1 A LNAHKR 

KQERSK1DNLTSQLKELEKQEQ 

THSKASRRQEITKIRAELKEIET 

QKTLQKINESRSWFFERJNKIDR 

PLARL1KXKREKNQIDTIKNDK 

WDITTDPTEIQTTIREYYKHLYA 

NKLENLEEMDKFLDTYTLPRLN 

QEEVESLNRPITGSEIVAIINSLP 

TKKSPGPDGFTAEFYQRYKEEL 

VPFLLKLFQSIGKEGILPNSFYE 

ASIILIPKPGRDTTKKANFRPISL 

MN 1 D A K I LNK1L A KRIQQHI KKL 

IHHDQHINKAKDKNHM1ISIDAE 

KAFDKIQQPFMLKTLNKLGIDG 

TYFKIIRAIYDKPTANIILNGQKL 

EAFPLKTGTRQGCPLSPLLFN 1 V 

LEVLARAIRQEKE1KGIQLGK.EE 

VKLSLFADDMIVYLENPIVSAQ 

NLLKLISNFSKVSGYKINVQKS 

QAFLYTNNRQTESQIMSELPFTI 

ASKR1KYLGIQLTRDVKDLFK\E 

NYKPLLKE1KEDTNKWKN1PCS 

WVGRINI VKMAI LPKGFCRFRN 

HHQTGFSPAGANQRGPLAATLS 

GPGGEGQSAVARLTGEKKNHP 

GAQYANRLSPRVGRFINAAGTT 

GFPTGKRAVSATQLMDFADFG 

TT1KQDFRLLGQTSVDRLLQLS 

QGQAVKGNQLLPVSLVKRKTT 

LAPNTQTASPRALADSLMQLA 

RQVSRLESGQ 


10108 


40476 


A 


10169 


i 


1689 




10109 


40477 


A 


10170 


425 


1333 




10110 


40478 


A 


10171 


1 


2274 




10111 


40479 


A 


10172 


1 


3828 




10112 


40480 


A 


10173 


3 


3130 




10113 


40481 


A 


10174 


1 


960 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


10114 


40482 


A 


10175 


746 


2470 


TLMQKSS1KYWQNESSSTSKSL 

STMIKWASSLGCKAWFNIRKSI 

KVIQH1NRAKDKNHMIISIDAEK 

AFDKIQQPFMLKTLNKLGIDGT 

YFKIIRAIYDKPTANIILNGQKLE 

AFPLKTGTRQGCPLSPLLFNIVL 

EVLARAIRQEKEJKGIQLGKEEV 

KLSLFADDMIVYLENPIVSAQN 

LLKLIRNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

S KRI K Y LG I QLTRD V K DLLKEN 

YKP\LLKEIKEDTNKWKN1PCS 

WVGRTN 1 V KM A I LPKN WKKTT 

LKFI WNQKR A H ITKS 1 LSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTEPSE1M 

LHTYNYLIFDKPEKNKQWGKD 

SLFNKWCWENWLAICRKLKLD 

PFLTPYTKlNSKWJftDLNVRPK 

TIKTLEENLGIT1QDIGMGKDFM 

SKTPKAMATKAKIDKWDLIKL 

KSFCTAKEAT1RVNRQPTKWEK 

IFATYSSDKGL1SR1YNELKQIY 

KKKTNNPIKKWVKDMNRHFA 

FCEDIYAAKKHMKKCSPSLAIRE 

MQIKTTMRYHLTPVRMAIIKKS 


10115 


40483 


A 


10176 


1 


3492 




10116 


40484 


A 


10177 


1 


3139 




10117 


40485 


A 


10178 


637 


2760 




10118 


40486 


A 


10179 


2 


3932 




10119 


40487 


A 


10180 


1 


1865 




10120 


40488 


A 


10181 


1 


5754 




10121 


40489 


A 


10182 


959 


1615 




10122 


40490 


A 


10183 


701 


6973 




10123 


40491 


A 


10184 


3 


3319 




10124 


40492 


A 


10185 


1 


3296 




10125 


40493 


A 


10186 


1 


2296 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 

noo 


SEQ ID NO: 

in IICCIU 

09/540,217 


Nucleotide 
location of first 
cod on Tor peptide 
sequence 


Nucleotide location of Inst 
cog on lor ihsi amino aciu 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
— oiop wuun, /— possiDie nucieoiioe 
deletion, \=possible nucleotide insertion) 


10126 


40494 


A 


10187 


1614 


2615 


TLMQKSSIKYWQTESSSTSKSL 

STM1KWASSLGMQGWFNICKSI 

NVIQHINRTKGKNHMIISIDAEK 

AFDKIQQPFLLKTLNKLGIDGT 

YLKIIRAIYDKPIANIILNGQK.LT 

FEKFPLKIGTRQGCPLSPLLFNI 

VLEVLARAIRQEKEI KG IQLA KE 

EVKLSLFADDMIVYLENPIVSV 

QNLLKLISNFSKVSGYKIYKIDV 

QKSQAFLYTNNRQTESQIMSEL 

P\FTIASKRIKYLGIQLTRDVKDL 

FK\ENHKPLLKE\1K.EDTNKWKN 

IP\CSWVGGRINLVKMAIL\PKVI 

YRFNAIPIKL\PMTFFTELEKNYF 

KVHMEPKKEPVLPSQS 


10127 


40495 


A 


10188 


141 


401 




10128 


40496 


A 


10189 


1 


156 


MQFPKTKTKKKEEEEEEEEEEE 
EEEEEEEEE\EEEEEEEEEEEGEE 
EKEE1I 


10129 


40497 


A 


10190 


1 


1446 





wo 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Tint 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


10130 


40498 


A 


10191 


272 


2722 


ETSCPLVRVHYAEAITGRCTAP 

EDEGSLGQKPPARRSNNRTEGA 

WGKRQLMSSP/STEPRVCLTIEG 

QEIDFLLDTGAAFSVLISCPGRL 

SSTSVTIQGILGQPVTRYFSHLL 

SCNWETLLFSHAFLLMPERPTG 

LLGRDILAKAGAIIYMMMGNKL 

PICCPLLEEG1NPEVWALEGQFG 

RAK.NAHPVQ1RLKDPTTFPYQR 

QY/PLRPEAHKGLQNIVKHLKA 

QGLVRKCSSPCNTPILEVQRPRL 

VQDLRLrNEAVISLYPVVPNPYT 

LLSQIPEEAEWFTVLDLKDAFF 

CVPLHSDSQFLFAFEDPTNHTS 

QLTWMVLPQGFRDSPHLFGQA 

LAKDLGHFSSPGTLVLQYVDDL 

LLATS*EALCQQATLDLLNFLA 

NQGYKVSMSKAQLCLQQVKY 

LGLILAKGTRALSKE*IQPILAY 

PRPKTLKQLREFLGITSFCRLWI 

PGYSETARPLYTLIKDTQRANT 

HLVEWESEAETAFKTLKQALV 

QAPGLSLPTGQNFSLYVTERAG 

IALGVLTQTRGTTPQPVAHLSK 

ETDVVAKGWPHCLRVVAAVA 

VLVSEAIKIIQGKDLIVWTTHEV 

NGILGAKGSLWLSDNCLLRYQ 

ALLLEGPVLQICTCMALNPATF 

LPEDGEPIKHDCQQIIVQTYAAR 

DULLbVrLlNrDLINLY J DGbor 

VENG I/R K VSD VT1 LESKPLPPGT 

SAQLAELVALTWALELGKGKR 



1 



wo 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 

nou 


SEQ II) NO: 

in 1 ICCM 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
COQufi lur idM amiiiu «tuu 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
—oiup cuuviif /"pussinic nucicoiiQe 
deletion, \=possiblc nucleotide insertion) 


10131 


40499 


A 


10192 


1 


2529 


MTQEPSA 1 M REV PEM VN1 LKGT 

GDIHNTEIQNDNGKVGMTKCM 

AKPKDELRNLKL1LSESLESAQR 

QGVSKQEKVLQCRRAQDLQPT 

MPEPPIPSMGSCAARASPTSATP 

CSRAPSPTDHPTAAKCRRMAR 

YWQAAPPAALVLDQLGEASW 

APESANLVGKWRTFVSSSGTA 

NAPISTLSKQTTGLYQSAGCGW 

GQNLGAKYRAPVGQLKATSTA 

ARLK.TRVSGFLGKGSLTTPDSS 

ELGPLDPTDHTSQLTWTVLPQG 

FRDSPHLFGQALAQDLGHFSSP 

GTLILQYVDDLLLATSLEALCQ 

KATLDLLNFLANQGYKVSRJLK 

AQLCLQXSEIARPLYTLIKETQR 

ANTHLVVSEPEAVI/AFETLKQA 

LVHAPALSLPIGQNFSLYITERA 

GIALGDLTQTCGTTPQPVAYLS 

KEIDVVAKGWPHCLRVVAAVA 

ILVSEAIKIMQGKDLTVWTTHD 

VNGILGAKGSLWLSDNHLLRY 

QALLLEGLVLQICTCVALNTAT 

FLPEDGEPIEHDCQQIIVQTYAT 

RDDLLEVPLTNPDLNLYTDGSS 

VVENG1RRAGYAIVSDVTILESK 

PLVPGTSAQLAELVALTRALEL 

GKGK1INVYTDSKYAYLILHAH 

AAIWKEWEFLTSGNPHGCHRE 

VMELLHMVQETKEVGVLHYQS 

H QNGKERGEQQRKQL A E ASA A 

FLWGRALDLQPTMPEPP1PSMG 


10132 


40500 


A 


10193 


1 


197 




10133 


40501 


A 


10194 


1 


259 




10134 


40502 


A 


10195 


1 


295 




10135 


40503 


A 


10196 


1 


439 




10136 


40504 


A 


10197 


1268 


1420 




10137 


40505 


A 


10198 


1 


389 




10138 


40506 


C 


10199 




298 




10139 


40507 


A 


10200 


2 


90 




10140 


40508 


A 


10201 


3 


1252 




10141 


40509 


A 


10202 


2 


82 


WMKLETSKLT*EQKTKHCMFS 
LISGS 


10142 


40510 


A 


10203 


149 


244 




10143 


40511 


A 


10204 


485 


668 




10144 


40512 


B 


10205 


1 


598 




10145 


40513 


C 


10206 


422 


784 





WO 01/075067 PCT/US01/08631 



SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
Inrntinn nffircr 

■ WwllUII SJ 1 III 31 

codon Tor peptide 
sequence 


Nucleotide location of last 
codon for fast Amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»n, 
oiup tuuuii, /— possinie nucleotide 
deletion, \=possible nucleotide insertion) 


10146 


40514 


A 


10207 


3 


899 


1YNHLIFDKPDKNKQWGKADSL 

FNKWCWENWLAICRKLKLDPF 

LTPYTKINSRWIKDLNVRPKTIK 

TLEENLGNTIQD1GMGKDFMTK 

TPEAMATKAKIDKWDLIQLKSF 

CTAN ET V I R V N RQ PTE WEKJ FA 1 

IYPSDKGLISKIYKELYEKKTNN 

LIKKWAKDMNRHFSKEDFYEA 

KKHEKSSSLLGQGVTKGGCCLP 

MNLLGTYRSEENPSEYQRRQLI 

KTLRVCKPSSSYFLTSDFLDTPS 

FSCEPTQTNELQGCSLRFRVAT 

AAGPVQVRGARLPSFAAPERGL 

AQIPRQMDSKI 


10147 


40515 


A 


10208 


3 


352 


APGRRRRLCQPAGGPGAWPGS 

AVPGSVSPAPDARSP1SGPSRAL 

RRHLRPSAAGGPGLEIPTHDPH 

LPGVDYKEGRP\PSGKAGRGGP\ 

PGKGSPSASGARALGVPAAAA 

TPRASTL 


10148 


40516 


A 


10209 


1 


510 




10149 


40517 


A 


10210 


73 


327 




10150 


40518 


A 


10211 


1 


957 


MWSTCKLHGQGAKY1LCAAEL 

SWGAASCLHGSTMSLTVVSMA 

CVGVAWPLMGGQDKP/FLSARP 

STVVPRGGHVAF/RCHYRRGFN 

NFMLYK/EDRSHVPIFHGRIFQE 

S/FIMGPVTPAHAGTYRC/RGSR 

PHSLTGWSAPSNP/LViMVTGN 

HRKP/SLLAHPGPLLKSGETVI/L 

QC/WLSA/PSDPLDIV1T/GWENP 

CLSHVL*S*SHS*ELPADDGEKH 

GQMQREPKTG*NPSSSWPSPTE/ 

PSSKSGICR/HLHVLIGTSVVIFL 

FI/LLLFFLLYRWCSNKK\DSDE 

QDPQEVTYAQL/NHCVFIQRKIS 

RPSQR/PKTPLTDTSVYTELPNA 


10151 


40519 


A 


10212 


351 


637 


AWIGDMGLDWRYGLRVEISA 
WSGDMGLEWRYGL\R£GMFN 
DTLRLIGEHHDGVSKANFSISR 
M KQDLAGTYRC YGS VTH SPYQ 
LSAPSDPLD1VII 


10152 


40520 


A 


10213 


1 


1314 




10153 


40521 


A 


10214 


1 


1008 





WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


10154 


40522 


A 


10215 


3 


1080 


GQDKPLLSAWPSLVVPLGHVIL 

RCHSYLGFNNFSLYKEGVHRKP 

SLLAHPGRLVKSEETVILQCWS 

DVRFEHFLLHREGKFKDTLHLI 

GEHHDGVSKANFS1GPMMQDL 

AGTYRCYGSVTHSPYQLSAPSD 

PLD1VITGLYEKPSLSAQPGPTV 

LAGESVTLSCSSRSSYDMYHLS 

REG E A H ERRFS AG PK VNGTFQ 

ADFPLGPATHGGTYRCFGSFRD 

SPYEWSNSSDPLLVSVTGNSRY 

LHAL1GTSVV1IPFAILLFFLLHR 

WCANKKNAAVMDQEPAGNRT 

VN S EDS DEQDHQEVSYA * LDH 

CVFTQREITRPSERPKTPPTDTS 

MYIELPNAEPRSKVVFCPRAPQ 


10155 


40523 


A 


10216 


3 


1379 




10156 


40524 


A 


10217 


352 


1825 




10157 


40525 


A 


10218 


1 


1497 


MGLEWRYGPGGADMDLEWRY 

GPGVEMWVWSGDMGLEVEIR 

AWSGDMGLEWRYEPGDGDMG 

LEWRYGPGGGQDKPLLSTWPS 

LVVPPEHVTLRCHSNLGFNNFS 

LYKDDGVPVPELYNRIFWKSLF 

MGPVTPSHTGTYRCRGSHTHSP 

SGGSAPSNPLV1VVTGFRRKPSL 

LAHPGPLVKSEETVILQCWSDV 

MFEHFLLHREGTFNHTLRLIGE 

HIDGVSKGNFSIGRMTQDLAGT 

YRCYGSVTHSPYQLSAPSDPLD 

IVITGLYEKPSLSAQPGPTVLAG 

ESVTLSCSSRSSYDMYHLSREG 

EAHERRLPAGPKVNRTFQADFP 

LDPATHGGTYRCFGSFRDSPYE 

WSKSSDPLLVSVTGNSSNSWPS 

PTEPSSETGNPRHLHVLIGTSVV 

KLPFTILLFFLLHRWCSNKKNA 

SVMDQGPAGNRTVNREDSDEQ 

DHQEVSYA*LDHCVFTQRX1TP 

DCAD DI/TDDTrNCCK/f VI CI DXI A CO 

rbv^-* l^ I * ■ ■ LobM Y IfckrlNADo 

RSKA VFCPRA PQSG LEG I F 


10158 


40526 


B 


10219 


114 


1944 





WO 01/075067 
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SEQII) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 

*— StOD COdon. /=nf>S$ihlr niirl»ntiri» 

deletion, \=possible nucleotide insertion) 


10159 


40527 


A 


10220 


20 


1138 


AGARPPVCTGSTMSLMVIIMAC 

VGFFLLQGAWPQEGVHRKPSF 

LALPGHLVKSEETVILQCWSDV 

MFEHFLLHREGKFNNTLHLIGE 

HHDGVSKANFSIGPMMPVLAG 

TYRCYGSVPHSPYQLSAPSDPL 

DMV1IGLYEKPSLSAQPGPTVQ 

AGENVTLSCSSRSSYDMYHLSR 

EG E A H E RRL PA V RS INGTFQ A D 

FPLGPATHGGTYRCFGSFRDAP 

YEWSNSSDPLLVSVTGNPSNSW 

PSPTEPSSKTGNPRHLHVLIGTS 

VVKIPFTILLFFLLHRWCSDKJCN 

AAVMDQEPAGNRTVNSEDSDE 

QDHQEVSYA*LDHCVFTQRKIT 

RPSERPKTPPTDTSMYIELPNAE 

PRSKVVFCPRAPQSGLEGIF 


10160 


40528 


A 


10221 


1 


1334 


MSLMVVSMACVGLFLVQRAGP 

HMGGQDKPFLS A WPSA V VPRG 

GHVTLRCHYRHRFNNFMLYKE 

DRJHIP1FHGRIFQESFNMSPVTT 

AHAGNYTCRGSHPHSPTGWSA 

PSNPVVIMVTGNHRKPSLLAHP 

GPLVKSGERVILQCWSDIMFEH 

FFLHKEGISKDPSRLVGQIHDG 

VSKANFSIGPMMQDLAGTYRC 

YGSVTHSPYQLSAPSDPLD1V1T 

GLY EKPSLSAQPGPTVL AGES V 

TLSCSSRSSYDMYHLSREGEAH 

ERRFSAGPKVNGTFQADFPLGP 

ATHGGTYRCFGSFRDSPYEWSN 

SSDPLLVSVTGNPSNSWPSPTEP 

SSETGNPRHLHVL1GTSVVIILF1 

LLLFFLLHRWCSMKKNAAVM 

DQESAGNRTANSEDSDEQDPQ 

EVTYTQLNHCVFTQRKITRPSQ 

RPKTPPTDI I V YTELPNAESRS K 


10161 


40529 


A 


10222 


50 


492 


RARHRVTRPSIRKHSGH1RRJLC 

LTCSSGVFLQGLRAGSRGTGPG 

LRTGWRLSPRAPRRRLHTPSAS 

SP*CSQ*RGPSAGTAAGARRRW 

RCRGQLRHPAGTSPPGRRWTG 

TACGPPAAPPAPWHSSWSCPHS 

GAGPPWSPACRTASL 



wo 



01/075067 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 

nou 


SEQ ID NO: 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 

nmi/\ti IVh v loci <tni!nA fkt^'\A 

or peptide sequence 


Amino acid sequence ( X=Unknown, 
* = Stop codon, / s possiblc nucleotide 
deletion, V=possible nucleotide insertion) 


10162 


40530 


A 


10223 


3 


3159 


QAEFAAASTTPALGSDGVRVT 

MDSALTARDRVGVQDFVLLEN 

FTSEAAFIENLRRRFRENLIYTYI 

GPVLVSVNPYRDLQIYSRQHME 

RYRGVSFYEVPPHLFAVADTV 

YRALRTERRDQAVMISGESGA 

GKTEATKKLLQFYAETCPAPQR 

GG A VRDRLLQSN P VL E A FGN A 

KTLRNDNSSRFGKYMDVQFDF 

K.GAPVGGHILSYLLEKSRVVHQ 

NHGERNFH IFYQLLEGG EEETL 

RRLGLERNPQSYLYLVK 


10163 


40531 


A 


10224 


1 


2810 


MLNGCAH AHPIFPTRI LSECPRG 

MLRAGFHLNRREALPPSRSHIS 

AAVLAPGALLSWGPDHPLELY 

GLHSHQDPPTGYEGVKGAPVG 

GHILSYLLEKSRVVHQNHGERN 

FHIFYQLLEGGEEETLRRLGLER 

NPQSYLYLVKGQCAKVSSINDK 

SDWKVVRKALTVIDFTEDEVE 

DLLS1 V AS VLHLGN I H FA ANEES 

NAQWTTENQWKYLTRLLSVE 

GSTLREALTHRKIIAKGEELLSP 

LNLEQAAYARDA 


10164 


40532 


A 


10225 


1 


416 


FRGVARQLRTSAMTMPVNGAH 

KDADLWSSHDKMLAQPLKDSD 

VEVYNHKKESNRQRVGLELIAS 

ENFASRAVLEALGSCLNNKYSE 

GYPGQVGSPANFAVYTALVEPH 

GRJMGLDLPDGGHLTHGFMTD 

KKKISATSI 


10165 


40533 


A 


10226 


135 


840 


GSPANF/AV/YTALVETHGCIMG 

LDLPDGGHLTHGFMTDKKK1S 

ATSIFFESMPYKGGPHNHTIAG 

VAVALKQAMTLEFEVYQHHV 

VANCRALSEALTELGYQTVTG 

CSDKHLILVDLHSIKGTDGRRA 

EKVLEACSIACNKNTCPDDRNT 

LRPSGLRLGNPALTSLGLLEKG 

FQKVAHF1HRGIELTLQIQSNAG 

IRATLKEFKERLAGHKYQGCV 

QALQEEVESFTLFPLPGLPDF 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 

IF I UC|MIUC 

sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

IUI 41111/11 %Jt III J* 

codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 

* = Ston rod OH. /^llfKcihlp nnrlftjitiflf* 

deletion, V=possible nucleotide insertion) 


10166 


40534 


A 


10227 


2 


1355 


QLRTS A MTM P VNG A H K D A DL 

WSSHDKMLAQPLKDSDVEVYN 

IIKKESNRQRVGLEL1ASENFAS 

RAVLEALGSCLNNKYSEGYPG 

QRYYGGTEFIDELETLCQKRAL 

QAYKLDPQCWGVNVQPYSGSP 

ANFA VYTAL VEPHG RIMG LDLP 

DGGHLTRGIAMTDKKKISATSIF 

F*SMPYKANPETGYINYGQLEE 

NARLFH PKL1 1 AGTSC YSRNLEY 

ARLRKIADENGAYLMADMAHI 

SGLVAAGVVPSPFEHCHVVTTT 

THKTLRGCRAGMIFYRKGVAV 

ALKQAMTLEFKVYQHQVVAN 

CRALSEALTELGYKIVTGGSDN 

HLILVDLRSKGTVDGGRAEKVL 

EACSIACNKNTCPGDRSALRPS 

GLRLGTPALTSRGLLEKDFQKV 

AHFIHRGIELTLQIQSDTGVRAT 

LKEFKERLAGDKYQAAVQALR 

EEVESFASLFPLPGLPDF 


10167 


40535 


A 


10228 


2 


243 


GTACNPAWPPPGLAPHLTHYA 
DLLPGSPFHVALPPPESELWETP 
DVSLITG\PRLGQTPVTEAVSGR 
RGIAIAYEDEGSG 


10168 


40536 


A 


10229 


1 


1194 


MESMFSSPAEAALQRETGVPGL 

LTPLPDLDGVYELERVAGFVRD 

LGCERVALQFPDQLLGDAVAV 

AARLEETTGSKMFILGDTAYGS 

CC VDVLG AEQAG AQAL1 HFGP 

ACLSPPARPLPVAFV/LSSTFCG 

LG A LCQG L*GPEPRPQS ACG AA 

\GEPACAHALDTGKTQDEGAR 

AGRLR A RRRYL VERARD A RV V. 

GLLAGTLGVAQHREALAHLRN 

LTQAAGKRSYVLALGRPTPAK 

LANFPEVDVFVLLACPLGALAP 

QLSGSFFQP1LAPCELEAACNPA 

WPPPGLAPHLTHYADLLPGSPF 

HVALPPPESELWETPDVSL1TGD 

LRPPPAWKSSNDHGSLALTPRP 

QLELAESSPAASFLSSRSWQGL 

EPRLGQTPVTEA VSGRRG 1 Al A 


10169 


40537 


A 


10230 


35 


429 


KEKRYLVYLGCCDLPEK*ESV* 

TNPVQP1ELSAMMAYPVAALSP 

HVA/RLNT*MTNVTEKLSF*S*L 

T*I*V*PHVFSGYCTGQCRSS«A 

SSSSSSSSSSSSSSSSSSSSSSSSSS 

SSS ASDK * W A E ASPR VR 
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SEQII> 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

III UJOJil 

09/540417 


Nucleotide 
lucHiiun ui him 
codon for peptide 
sequence 


Nucleotide location of last 

mtflnn fnr Incf amino acid 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
* = Ston rnflnn A=nnccthlj> nu/>l»jitirl* 

oivrj# wuuiij / |MJAMLHC flUCJCOllUC 

deletion, \=possiblc nucleotide insertion) 


10170 


40538 


A 


10231 


73 


393 


RTQAPKLSQGGPRCIPPPKLCL 

MESMFSSPAEAALQR\ETGVPG 

LLTPLPDLGRSVALQFPDQLLG 

DAVAVAARLEETTGSKMFILG\ 

DTAYGSCCVDVLGAEQAGAQ 


10171 


40539 


B 


10232 


191 


367 




10172 


40540 


A 


10233 


131 


1681 


RTQAPKLSQGGPRCIPPPKLCL 

MESMFSSPAEAALQR£T\GVPG 

LLTPLPDLDGVYELERVAGFVR 

DLGCER V A LQFPDQ\LLGDA VA 

VAARLEE\TTG\SKMFI/LGVDT 

AYGSCCVDVLGAEQAGAQALI 

HFGPACLSPPARPLPVAFVLSST 

FCG LGTLCQDL WG PKPRPQS AC 

GAA\GEPACAHALEALATLLRP 

RYLDLLVSSPAFPQPVGSLSPEP 

MPLERFGRRFPLAPGRRLEEYG 

AFYVGGSKASPDPDLDPDLSRL 

LLGWAPGQPFSSCCPDTGKTQD 

EGARAGGLRARRRYLVERARD 

ARVVGL\LAGTLGVAQHREAL 

AH\LRNL\VQAAG\KCSYVLALG 

RPTPAKLANFPEVDVFVLLACP 

LGALAPQLSGSFFQPILAPCELE 

AACNPAW\PPPG/LWVPHLTH/Y 

1ADLLPGSPFHVALPPPESELWE 

TPDVSLITGDLRPPPAWKSSND 

HGSLALTPRPQLELAESSPAASF 

LSSRSWQGLEPRLGQTPVTEAV 

SGRRGIAIAYEDEGSG 


10173 


40541 


A 


10234 


3 


605 


AAAREAAGRDMLAADLRCSLF 

ASALQSYKRDSVLRPFPASYAR 

GDCKDFEALLADASKLPNLKEL 

LQSSGDNPQTGPGDLVSLDFYP 

QKVLTNPQVQ/WECRSFEKDSK 

S*LGLLTRLFLHRTSCLKLST/SD 

PAN AKF YETKGERDLI YAFHGS 

RLENFHSIIHNGLHCHLNKTSLF 

GEGTYLTSDLSLAL1YSPHGHG 

WQH 


10174 


40542 


A 


10235 


197 


895 


LGLLTRLFLHRTSCLKLST/SDP 

ANAKFYETKGERDLIYAFHGSR 

LENFHSI1HNGLHCHLNKTSLFG 

EGTYLTSDLSLALIYSPHGHGW 

QHSLLGPILSCVAVCEV1DHPD 

VKCQTKKKDSKEIDRRRARIKH 

SEGGD1 PPK YFVVTNNQLLRVK 

YLLVYSQKPPKRASSQLSWFSS 

HWFTVMISLYLLLLLIVFCGLL 

ALQDRGLPQVCPQIPCGWRPPS 

EGSQVFETQPGL 



WO 01/075067 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

Iftf nf inn of firct 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 

*— Stlin f f>dfkll /— T\4t C C i H 1 *> nni>Unl!rla 

oiv k iu «vw, / pu^Moie nucleotide 
deletion, \=possible nucleotide insertion) 


10175 


40543 


B 


10236 


1 


1059 




10176 


40544 


B 


10237 


226 


522 




10177 


40545 


A 


10238 


159 


306 


LGSGNLP*EINPLSSCSLFREEDP 
PTTSG PQTNQPKEH LTNFKS AA 
ED 


10178 


40546 


B 


10239 


101 


397 




10179 


40547 


A 


10240 


2 


253 


LQEFGTRKDPPTTSGPQTDQAR 
EHLTNFKSSA/CQ1 PWNSGPRLS 
E* L LPRSSRLSS* RLT/RAQSP W 
KPTGQSQMLWVTLTVEGT 


10180 


40548 


B 


10241 


1 


409 




10181 


40549 


C 


10242 


1 


462 




10182 


40550 


A 


10243 


1 


861 




10183 


40551 


C 


10244 


1 


140 




10184 


40552 


B 


10245 




1773 




10185 


40553 


B 


10246 




320 




10186 


40554 


C 


10247 




420 




10187 


40555 


A 


10248 


273 


485 


LGSGDLPWGINPLSSCSLLREK 
DPLT1SGPQTHQPKEHLTNFKSG 
PVTENRTVQLATWQPLPEPLELW 
PKAL 


10188 


40556 


A 


10249 


508 


558 




10189 


40557 


B 


10250 


76 


358 




10190 


40558 


C 


10251 


83 


414 




10191 


40559 


B 


10252 


1 


1111 




10192 


40560 


C 


10253 


1 


411 




10193 


40561 


B 


10254 


1 


1054 




10194 


40562 


B 


10255 


57 


229 




10195 


40563 


B 


10256 


1 


222 




10196 


40564 


A 


10257 


230 


1272 


LLCSSACKCLMLGLHFVIVGNI 

CATLKEKYSSMLHLDVTMKKN 

GEKRTRLQKRKKGMPPHPAYE 

DLNIAAITLPANVVLHQPSGFRT 

SGQLDPVWWSLDTDAHEIWCQ 

DPGLGSGDFPWEITPLSSYSLLH 

EKDPPTTSGPQTDQPKKHLTNF 

KSKTKETGFI HGPKTPAPVTDW 

EGSLPLVFNHCRDTSLIIHPCFK 

GVRPRRDACLGPSPLAASPAFL 

EKGQDLINLAFKVYNNRKKLQ 

FLASTVRQTAATSPAHKNFQMP 

EPQRPGVPPEPPPTGACYMCRK\ 

SGHW\TRNAGSPGFLLSRVPSV 

WDPTEN RTVQLT WQPLPEPL EL 

WPKALCLTDSFPDLLGLAA 



WO 01/075067 
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SKQ ID 


SEQ ID NO: 

Ul {>C|1IIUC 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

Inmtirtn nf fircf 

lUlMllUll Ul 11131 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino ocid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
* = Stnn rnrton /=nnccihlp nurlpnitilr 
deletion, \=possiblc nucleotide insertion) 


10197 


40565 


A 


10258 


1926 


2448 


DFIAV1TTRKQLKTKYNAHHSK 

QA1TKHFSPKISDLILCLKKK1M 

NRHFSKEDIYAAKKHMKKCSP 

SLAIREMQIKTTMRYHLTPVRM 

AIIKKSGNNRCRRGCGEIGTLLH 

CWWDCKLVQPLCKSMWRFLR 

DIADPA1PLLGIYPKDYKSCCYK 

DTCTRMF1AALFTIAKTWNQP 


10198 


40566 


A 


10259 


1 


1947 


MNIDAKILNKILANRIQQHIKKL 

IHHDQVGFIPGRQGWFN1CKSIN 

VIQHINRAKDKNHM1ISIDAEKA 

FDKIQQLFMLKTLNKLGIDGTY 

FKIIRAIYDKPTANHLNGKKLEA 

FPLKTGTRQGCPLSPLLFNIVLE 

V LARA I RQEKEI KG 1QLGKEE V 

KLSLFADDM1VYLENPIVSAQN 

LLKLISNFSKVSGYK1NVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SKRJKYLGIQLTRDVKDLFKEN 

YKPLLKEIKEDANKWKNIPCSW 

VGRINIVKMAILPKVIYRFNAIPI 

KLPMTFFTELEKTTLKF1WNQK 

RAHITKA1LSQKNKARGITLPDF 

KLYYKATVTKTAWYWYQNRD 

IDQWNRTQPSEITPHIYNYLIFD 

KPDKNKQWGKGSLFNKWCWE 

NWLAICRKLKLDPFLTPYTKIN 

SRW1KDLNVRPKTTKTLEENLG 

ITIQDIGMGMDFMSKTPKAMAT 

KDKIDKWDLIKLKSFCTAKETT 

IRVNRQPTKWEKIFTTYSSDKG 

L 1 SRI YN ELK.QI YKKKTNNPI KK 

WAKDM1MRHFSKED1YAAKKH 

MKKCSPSLAIREMQIKTTMRYH 

LTPVRM A 1 1 KKSGNNRC WRGC 

GEIGTLLHCWWINWMKKTWH 

IYTMEYYASIKKNEFMSFAGA* 

MKLET1I 


10199 


40567 


A 


10260 


1 


347 


TNKIDRPLARL1KKKREKKQID 

AIKNDKGD1TTDPTETQTTIKEY 

YKHLYANKLENLEEMDKFFDT 

YTLPRLNQEEVESLNRPIAGSEI 

EAirNSLPT/KKSPGPDGFTAKFY 

QRE 
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SEQ ID 

n v. 


SEQ ID NO: 

oi pcptiuc 
sequence 


{Mel 
hod 


SEQ ID NO: 
in USSN 

09/540,217 


Nucleotide 

llH-dlltlll oi nr>i 

codon for peptide 
sequence 


Nucleotidr location or last 

rrninn for lact smiiifi ft rift 

of peptide sequence 


Amino acid sequence ( X=Unkno« n, 

*=*stnr> rrtflftn /=: rwic c i K 1 * n n/>imit;itd 

luyuu, /— iwiMDic nuciconue 
deletion, \=possible nucleotide insertion) 


10200 


40568 


A 


10261 


31 


809 


KPRLENYVKNAEASGADA1NW 

KKGY/LVMEDEMNEMKREGKF 

REKRIKRNEQSLQEIWDYVKRP 

TLHLIDVPETLNAHKRKQERSK 

TDTLTSQLKELEKQEQTHSKAS 

RRQEITKIRAELKEIETEKTLQKI 

NESRSWFFERINK1DRPLARLIK 

KKREKNQI D A I KN DKG D ITS DP 

TEIQTTIREYYKHLYANKLENL 

EEMDKFLDTYTLPRLNQEEVES 

LNRPITGSEIVAIINSLPTKKSPG 

PDGSTAEFYQRYKEEL 


10201 


40569 


A 


10262 


209 


3816 


QGRPTFRFRKYREHHKDTPREE 

QLQDT*SSDSPKLK*RKKC*GQ 

PERKVKLPTKGSPSD*KR1SRQ/ 

KTLQARRQS WFFEK IN K IDRPQ 

ARLIKKJCREKNQIDTIKNDKGD 

ITTDPTEIQITIREYYKHLYANK 

LENLEEMDKFLDTYTLPRLNQE 

EVESVNRPITGSEIEAITNSLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQPIEKEGILPNSFYEASII 

LIPKPGRDTTKKGNFRPISLMNI 

DAKIL 


10202 


40570 


B 


10263 


1 


2265 




10203 


40571 


A 


10264 


1 


2832 


<• 


10204 


40572 


A 


10265 


1 


2757 





wo 
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SEQID 


SF.Q ID NO: 

OI pcpiluc 

sequence 


Met 
hod 


SEQ ID NO: 

III Uijjli 

09/540,217 


Nucleotide 
luvmiuJi oi iirsi 
codon Tor peptide 
sequence 


Nucleotide location or last 

i>n/|nn few lact aminrt arid 

of peptide sequence 


Amino acid sequence ( X=Un known, 

's^lnn rndnn /snnccthl* m»«*l»Ati#ljt 
oiu|# iuuuii| /— |iuasiDir nucicoiioc 

deletion, \=possible nucleotide insertion) 


10205 


40573 


A 


10266 


1 


2114 


MKEKMLRAAREKGRVTHKGK 

P1RLTA DLSAETPQ A RR E WG PI F 

NILKEKNFQPRISYPDKLSFISEG 

EIKYFTDKQMLRDFVTTRPVLK 

ELLKEALNMERNNWYQPLQKH 

AKNMPNSIILIPKPGRDTTKKEN 

FRPISLMNIDAKILNK1LANRIQ 

QHIKKLIHHDQVGF1PGMQGWF 

NIHKSINVIQHINRT1DKNHMIIS 

IDAEKAFDKIQQLFMLKTLNKL 

GIDGTYLK1RIKYLGIQLTREVK 

DLFKENYKPLLNE1KEDTNKW 

KNIPCSWVGR1NIMKMAILPKVI 

YRFNAISNKLPMTFFTELEKTTL 

NFIWNQKRARIAKS1LSQKNKA 

GGITLPDFKQYYKATVTKTAW 

YWYQNRDIDQWNRTEPSEITPH 

1YTYLIFDKPEKNKQWGKDSLF 

NKWCWENWLAVCRKLKLDPF 

LTPYTKINSRW1KDLN VRPKT1 K 

TLEE1LGITIQDTGMGKDFMSKT 

PKAMATKAKI DKWDQIK.LKSF 

CTAKETTIRVNRQPTKWEKIFA 

TYSSDKGLFFRIYNELKQIYK.KK. 

TNNPIKK WAKDMN RPFSK.ED1 Y 

AAKKYMKKCSPSLAIREMQIKT 

TMRYHLTPVRMAIIKKSGNNR 

QTESQ1 MSELPITI ASKRI K YLG 1 

QLTKDVKDLFKENYKPLLNEIK 

EDTNKWKN1PCSW1GRIN1VK/T 

WPYCPSPQMYMSPTWQPKTLQ 

LWRQPKYPWKGTHRRKK 


10206 


40574 


A 


10267 


1 


2952 


MLLNQGRKLPRVFAEETLKFK 

GTSNKPQTLEQISTS1 1 AQKEAT 

VMVPGSNQEIPSGAYAIRALGF 

KHKTGRLFEQTLNYLQEFLFTP 

Q WHLECQQERTVHSPGKA A E A 

REPSVIDRHLIQESSNWHLVGA 

ALGQSFQRKEQAAIFAVLQPLL 

VIPRQTGSGVDLQKTPTDLQQR 

GLIVRRKTNKQKGIVKNSTTRE 

QNWTENEFDKLTEGGFKRWVI 

TNSSELKEHVLTQCKEDKNLEK 

SA1KLELRIKNLIQN 


10207 


40575 


A 


10268 


1 


1797 





WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Ammo acid sequence ( X=l)nkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10208 


40576 


A 


10269 


1 


1751 


MIIS1DAEKAFDKIQQPFMLKTL 

NKLGIDGTYFKIIRANYDKPTA 

NIILNGQKLEALPLKNGTRQGC 

PLSPLLFNTVLEVLARAIRQEICE 

IKG1QLGNVEVKLSLFADDMJV 

YLE1MP1VSAQNLLKL1SKFSKVS 

GYKINVQKSQAFLYTNNRQTES 

QIMSELPFTIASKRJKYLGIQLTR 

D VKDLF KEN YKPLLKE I KEDTN 

KWKNIPCSWVGRINIMKMA1LP 

KVIYRFNAIP1KLPMPFFTELEK 

TTLKFIWMQKRARIAKSILSQK 

NKAGGITPPDFKLYYKATVTKT 

AWCWYQNRDIDQWNRTEPSEI 

TPH1YNYLIFDKPEKDKQWGKD 

SLFNICRCWENWLAICRKLKLD 

PFLTPYTKINSRWIKDLKVRPKT 

IKTLQENLGFTIQDIGMGKDFM 

SKTPTAMGTKDKIDKWDLIKL 

KSFCTAKETTIRVNRQPTKWEK 

1FTTYSSDNGL1SRIYNELKQIYK 

KKTNNPIKQWAKDMMRHFSIE 

DIYAAKKHMKKCSSSLAIREM 

QIKTTMRYHLTPVRMAIIKKSG 

NNRNHLDFKHIRILGICYL/D*KI 

YQP*LHLVSRNRKPEKLSPKQA 


10209 


40577 


A 


10270 


1 


4729 




10210 


40578 


A 


10271 


1 


1428 





WO 01/075067 
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S£Q ID 

iNU. 


SEQ II) NO: 

of peptide 
sequence 


Met 


SEQ ID NO: 

in 1 ICCtV 

in uooix 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unk»own, 
*— Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10211 


40579 


A 


10272 


1 


2718 


MALFRVGMTTRRLGHANKFTR 

DLLVKRLLLYEFVVEIIPGLRTK 

TTLVGPLETGYTSSDSVNSPHF 

MLD1ALSHNVKSTQLLLRPWR 

N I DCSRN H KN A KKEEQMGDDE 

FNRQQECSSSPAMEQSWTENDF 

DELREEVFRRSNYSELQEEIRTN 

GKEVKSFEKKLDEWITRJTNAE 

KSLKHLTELKTKARELQLEKQE 

LTHSKASRRQEITKIRAELKEIE 

TQKTLQK1NESRSWFFEKINKID 

RPL A RL 1 KK KREKN QTDTI KN D 

KGDIITDPTEIQTT1REYYKHLY 

TNKLENLEEMDKFLDTYVLPRL 

NQEEVESLNRPITGSEIEAIINSL 

PTKKSPGPDGFTAEFYQRYKEE 

LVPFLLKLSQSIEKER1LPNSSYE 

ASIILIPKPGRDTTKKENFRPISL 

MN I DAK1 LN KIL AN RTQQH I KX 

LIHHEQVGCIPGMQGWFNIRKS 

INV1QH1NRTKDKNHMIISIDAE 

KLISKFSKVSGHKINVQKSQAF 

LYTDNRQTESQIMSELPFTIASK 

RIKYLGIQLTRDVKDLFKENYK 

PLLNE1KEDTNKWKNIPCSWVG 

RINIVKMALLP\RFSAIPIKLPMT 

FFTELEKTTLKFIWN/QKRARIA 

KSFLSQKNKAGGITLPDFKLYY 

KATVPKTAWYCYQNRDIDQW 

NRTEPSEIMLLIYNYLIFDKPDK 

KKEWGKDSLFNKWCWENWLA 

ICRKLKLDPFLTPYTKMNSRWI 


10212 


40580 


A 


10273 


396 


1227 


SLGRNSTSQKRVGAN!QHS*RK 

EFSTQNFISSQTTLHK*RRNKIL 

YRQANAERFCHHQACPKTAPE 

RSTK\LERNNRLPARL!KKKREK 

NQIDATKNDKGDITTDPTEIQTT 

IREYYKHLYANKLENLEEMDK 

FPDTYTLPRLNQEEVESLNRPIT 

G SE I E A 1 1 KSL PTKKRPGPDRFT A 

EFYQRYKEELVPFLLKLFQSTE 

KEG I LPN SF YE ASIILI A KPG RDT 

TKKENFRPISLLNIDAKILNKILA 

NRIQQHIKXLIHHDQVGFIPGM 

QGWFNI 


10213 


40581 


A 


10274 


1 


2168 




10214 


40582 


A 


10275 


1 


1845 





THIS PAGE BLANK (uspto) 



THIS PAGE BLANK (usito) 
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SEQ ID 

NO: 


SEQ ID NO: 

of nf nf irlp 

sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

t fkj" ali^n Af firct 
1 lM.it tlUlt Ul lllol 

codon Tor peptide 
sequence 


Nucleotide location oflast 

rmlnn fnr lief o m inn arid 

of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
— oiup cuuun, f=possiuic nucleotide 
deletion, \=possiblc nucleotide insertion) 


10215 


40583 


A 


10276 


1 


2877 


MENDFDELREEGFRQSNYSELR 

EDIQTKGKEVENFEKNLEECITR 

ITNTEKCLKELMELKTKAQELR 

EEWRSLRSRCDQLEERVSAME 

DEMNEMKGEGKFREKRIKRNE 

QSLQEIWDYVKRPNLCLIGVPE 

RDGQNGTKLENTLQDVIQENFP 

NLARQANVQIQEfQRTPQRYSS 

RRATPRHIIVRFTKVEMKEKML 

RAAREKEIQTTISEYYKHLYTN 

KLENLEEMDKFLDTYTLPTLNQ 

EEVESLNRP1TGAE 


10216 


40584 


A 


10277 


1 


1689 


M1FSIDAEKAFDK1QQPFMLKTL 

NKLGIDGMYLKIIRAMYDKPA 

ANHLNGQKLEAFPLKTGTRQG 

CPLSPLLFN1VLEVLARAIRQEK 

EIKGIQLGKEEVKLSLFADDMI 

VYLENPITSAQNLLKL1SNYSKV 

SGYKFNVQKSQAFLYTNNRQTE 

SQ1MSELPFTI ASKRI K YLGIQLT 

RDVKDLFKENYKPLLNKIKEDT 

NKWKMIPCSWVGRINIVKMAIL 

PKVIYTFSA1PIKLPMTFFTELEK 

TTSKFIWNQKRARIAKSILSQKN 

KAGGITLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTEPSEIM 

PHIYNYLIFDKPDKNKQWGKDS 

LFNKWCWENWLDIWRKLKLD 

PFLTPYTKINSRSIKDLHVRPKTI 

KTLEENLGDT1QDIGMGKDFMS 

KTSKAMATKAKIDKWDLIQLK 

SFCTAKETTIRVNRQPTEWEKJF 

AIYSSDKGLIFRIYKELKQIYKK 

KTNSPIKKWVKDMNRHFSKEA! 

YAAKRHMKKCSSSLAIREMQIK 

TTLSLPAQVSVV/RHGLSFCWD 

SRGVCGKSGLFLAYSINPFPQSH 

WDQEQVM 


10217 


40585 


A 


10278 


1 


2142 
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SEQID 


SEQ ID NO: 

oi pcpiiuc 
sequence 


Met 
hod 

II VU 


SEQ ID NO: 

in INCN 

09/540,217 


Nucleotide 

lOvallUIl OI ImM 

codon Tor peptide 
sequence 


Nucleotide location of last 

ft\t\t\w% fni* luct Amino arid 

of peptide sequence 


Amino acid sequence ( X=Unkno\vu, 

Oiup IUUUII, /~|HlaSIOIC IIUCICOIIUC 

deletion, \=possible nucleotide insertion) 


10218 


40586 


A 


10279 


1 


1722 


MIISIDAEKAFDKIQQRFMLKTL 

NKLGIDGLYLKI1RAIYDKPTAN 

IFLNGQKLEALPLKTGTRQGCPL 

SPLQFNIVLEVLARAIRQEKEIK 

GIQLGKEEVKLSLLADDMIVYL 

ENP1VSAQNLLKVISNFSKVSGY 

KINVQKSQAFLYTNNRQTESQI 

MSELPFTI ASKRI K. YLG IQLTRD 

VKDLFKENYKPLLNEJKEDTK.K 

WKNIPCSWVGRINIVKMAILPK 

VI YRFN A I PI KLPMTFFTELEKTT 

LKFIWYQKRARITKSILSQRNK 

AGDITLPDFKLYYKATVNKTA 

WYWHQNRHIDQWNRTKPSEIT 

LHIYNYLFFDNPDKNKKWGKD 

SLFNKWCWENWLAICRKLKLD 

PFLTPYTKINSRWIKDLNIRPKTI 

KTLEENLGITIQDIGMGKYFMT 

KTPKAMATKAKIDKWDLIKLK 

SFCTGKETTIRVNRQPTKWEKIF 

ATYSSDKGLISRJYNELKQIYKK 

KTNNPIKKWAKDMNRHFSKED 

IYAAKKHMKKCSPSLAIREMQI 

KTTMRYHLTPT/RLIVIGIEECLR 

GKEKLETLYYWNSDTDHQV*W 

LGWP*WKSDHKKEQPSF 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 

^^^tftfl ^ ft ft Aft / f"W\ f I'i Ivla aI nn f !J ji 

•jiujj iuuuii, # — [rubMDie nucleotide 

deletion, \=possihlc nucleotide insertion) 


10219 


40587 


A 


10280 


1 


2076 


MDKPLNTYTIPRLNQEEVESLN 

RSITGSEIEAIINNLPTKRSPGPD 

G FTPEFYQRYKEEL VPFLLKLF 

QSIVKEGFLPNSFYEGSIILITKS 

GRDTTKKENLRPISLMNINAKIL 

NKILANQIQQHIKKLIHHEQVDF 

1PGMQGWFNIRKSINVIQHINRT 

NDKNHM1ISIDAEKAFDKIQQLF 

MLKTLNKLGIDGTYLKI1RAIYD 

KHTANIILNGQKLEAFPLKTGT 

RQGCPLSPLLFNIVLEVLARAIS 

QEKEIKGIQLGKEEVKLSLFAD 

DMIVYLENPIVSAQNLLKL1GNF 

SKVSGYKISVQKSQAFLYTNKR 

QTESQIMSELPFTIVSKRIKYLGI 

QLTRDVKDLFKENYKPLLNEIQ 

DETNKWKN\CSWVGRINIVKM 

VILP/KELEKTTLKJFIWNQKRAR 

IAKTILSQKNKAGGITLPDFELH 

Y KATVTKTAC YL YQN RDI DQR 

NRTEPSEIMPHIYNYLIFDKSDK 

NKKWGKDSLFNKWCWENWLA 

ICRKLKLDPFLPPYTKINSRWIK 

DLNVRPKTIKTLEENLGNTIQDI 

GMGKDFMSKTPKAMSTKAKID 

KWDLIKLKSFCTAKETAIRVNR 

EPTEWEKIFAIYSSDKGLISRIYN 

EFKQIYKKKTNNPIKXWAKDM 

NRHFSKEDIYAANRHMKKCSSS 

LA I REMQIKTTQ VGGS EEKS A S 

ELGNKLIELDQSEEWRGKED 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


10220 


40588 


A 


10281 


1 


2685 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSAPHQADL1 DIYRTLH 

PKSTEYTFFSAPHHTYSKTDH1L 

GSKALLSECKRTEIITNYLSDDS 

AIKLELRJKNLTQNRSTTWKLN 

NLLLDDYWVHNEMKAE1KMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFVALNAHKRKQGRSKIDT 

LTSQLKELEKQEQTHSKASRRQ 

EITKIRAELKEIETQKTVQKJNES 

RSWFFERINKIDRQLARLIKKKR 

EKNLIDA1KNDKGDITTDPTEIQ 

TTIREYYKHLYANKLENLEEM 

DKFLDTYTLPRLNQEEVESLNR 

PITGSEIVAIINSLTTKICSPGPDG 

FTAEFYQRAIRQEKEIKGIQLGK 

EEVKLSLFADDMIVYLENP1VS 

AQKLISNFSKVSGYK1NVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SKRJKYLGIQLTRDVKDLFKEN 

YKPLLKEIKEDTNKWKNIPCSW 

VGRINIVKMAILPKVIYRFNAIPI 

KLPMTFFTELKKTTLNFIWNQK 

\RAHIAKS/VLSQKNKAGGITLP 

DFKLYYKATVTKTAWYWYQN 

RDTDQWNRTEPSEIMPRJYNYL 

IFDKPEKNKQWGKDSLFNKWC 

WKN WL AICRKLKLDPFLTP YT 

KINSRW1KDLNIRPKTIKTLEEN 

LG 1 1 IQDIGMGKDr MbK 1 FK.AM 

TTNRVNRQPTKWEKIFATYSSD 


10221 


40589 


A 


10282 


1 


1996 





wo 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 

J,u ^ vwuu,, » * |»uaalUlc IIUCICOIIOC 

deletion, \= possible nucleotide insertion) 


10222 


40590 


A 


10283 


1 


1778 


MHSIDAEKAFDK1QQPFMLKTL 

NKLGIDGTYLKIIRAIYDKPTAN 

I1PNGQKLEAFPLKTGTTQGCPF 

SPLLFNIVLEVLARVIRQEKEIK 

GTQLGKEEVTLSLFADDMIVYL 

QNPIVSAQNLLKLiGNFSKVSG 

YKIMVQKSQAFLYTN1MRQTESQ 

IMSELPFTIASKR1KYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSWVGRJNIVKMAILPK 

VI YRFN A 1 PI FCLPMTFFTELEKTT 

LKFKWNQKRACIAKSILSQKNK 

AGGIMLPDFKLYYKATVIKTA 

WYWYQNRD1DQWNRTEPSEIM 

PH 1 YN YLIFDKPDQNKQ WGKDS 

LFNKWYWENCLAICRKLKLDP 

FLTPYTK1NSRWIKDLNVRLKTI 

KALEENLGMTIQDIGMGKDFMS 

KTPKAMATJCDKIDKWDLIKPK 

SFCTAKETTIRVNRQPTKWEKIF 

ATYSSDKGLISRNYNELKQIYK 

KKTJGPIKKWAEDMNRHFSKE 

DTYAAKJCHMKKCSSSLAIREM 

QIKTTMRYHLTPVRMVIIKKSG 

NN RCWRGCG ETGTLSHC WWD 

CKL/IQPLW/RFLRD*GPKTGGD 

S*MIQVKY*PQQKKKGCPNA 


10223 


40591 


A 


10284 


3 


2875 
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SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN * 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10224 


40592 


A 


10285 


1 


1838 


MI1PIDAEKAFDKIQQPFMLKTL 

NKLGIHGMYLKIIRAIYDKPTA 

NI ILNGQKLEAFPLKTGTRQGCP 

LPPLLFNIVLEILARAIRQEKEIK 

G1QLGKEEVKLSLFADDMIIYLE 

N PI VS AQNLLK L I SN FS K VSG Y K 

IN VQKSQ AFLYTNN RQTESQI LS 

ELPFTIASKRIKYLGIQLTRDVK 

DLFKENYKPLLNEIKEDTNKW 

KN 1 PCLS IG KIN I M KM A I LPK V 1 Y 

RFNAIPIKLPMTFFTELEKTTLK 

FIWNQKRARIAKTILSQKNKDG 

GITLPDFKLYYKATVTKTAWY 

QYQNRDIDQWNRTEPSEIIPHV 

YNHLIFDKPDKNKKWGKDSLF 

NKWCWENWLAICGKLKLDPFL 

TPYTKINSRWIKDLNVRPKTIKT 

LEENLGNTIQDIGMGKDFMSKI 

PKAMATKAKIDKWNLIELKSFC 

TAKETTISVNRQPTEWEKIFAIC 

LSDKGLiSRIYKELKQRHKKKT 

NNPIKKWAKDMNRHFSKEDIY 

AANRHMKKCSSSLAIREMPIKT 

TMRYHLTPVRMA1IKKSGNNRC 

WRGCGEIGTLSHCWWDCNLVQ 

PLWKAVWRFLKDLELE1PFDPA 

ici i r:AVDi r nvk'crr'w r^Tr^Tr^ 
ioLlAj/l I rNUI IvoV^l^ I RL* 1 C 1 \J 

STFTCRQHLPL 


10225 


40593 


A 


10286 


1 


2046 





wo 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
Inratinn nf firct 

• wV *1 HUH Ul lllol 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 

*~StOI> fOdf)0~ /~nn«cihl* ntir-l»ntirt* 

deletion, \=possible nucleotide insertion) 


10226 


40594 


A 


10287 


1 


1700 


MEDEMNEMKQEGKFREKRIKR 

NEQSLQEIWDYVKRPNLRL1GV 

PESDGENGTKLENTLQDIIQENF 

PNLARQTNIQIQEIQRMPQRYSS 

RRATPRHIIVRFTKVEMKEKMS 

RAAREKEIQTTIREYYKHLYAN 

KLENLEEMDKFLDTCTLPRLNQ 

EEVESLNRTVTGSEIVAI1NSLPT 

KKSPGPDGFTAEFYQRQSESQ1 

M S E FPFTI ASKRIK Y LG 1 Q LTRD 

VKDLFKENYKPLLNEIKEDTKK 

WKNIPCSWVGRIN1VKMAILPK 

VIYTFNAIPIKLPMTFFTELEKTT 

FKFIWNQKRAHVAKSILSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTEPSEIM 

LH1YSYLIFDKPEKNKQWGKDS 

LFNKW\CWENW\LAICRKLKLD 

PFLTPYTKINSRWIKDLN1RPKTI 

ETLEENLG1T1QDIGMGKDFMS 

KTSKAMSTKAKIDKWDLIKLKS 

FCTA KETTI K VN RQPTK WEK 1 F 

ATYSSDKGLISRIYMELKQIYKK 

KVTNNPIKKWVKDMNRHFSKE 

DIYAAKRHMKKCSSSLAIREMQ 

1 KTTMR YHLTP V 


10227 


40595 


A 


10288 


I 


3210 


MVKGSIQQEELTILNIYAPNTG 

A LRF1 KQ VLRDLQRDLDS H Tl I M 

GDFHTPLSTLDRSTRQKVNKD1 

QELNSALHQEDLIDIYRTLHPKS 

TEYTFFSAPHHTYSKIDHIVGSK 

ALLSKCKRTEIITNCLSDHSAIK 

LELRIKNLTQNRSTTWKLNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYQNLWDTFKAVCRGK 

FIALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQE1TKIR 

AELKEIETQ 



WO 01/075067 
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SEO M 
NO: 


SEQ ID NO: 

f%f fipntiflf* 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

Inffltinn nf fircf 

codun for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
* — Stnn end on A=nftccihl«» nnrl^nti/if* 

viup vuuwii) r |/vs^ol MIC IIULICUIIUl 

deletion, V=possible nucleotide insertion) 


10228 


40596 


A 


10289 


1 


2019 


MDTIKNDKGDITTDPTEIQTT1R 

EYYKHLYANKLENLEEMDKFL 

DTYTLPRLNQEEVESLNRPVRG 

SEIEAIINSLPT/K.KSPGPDEFTAE 

FYQRK\AFDKIQQAFTLKTLNK 

LVIDGTYRKIIRA1CDKPTANIIL 

NGQKLEAFPLKTGTRQGCPLSP 

LLFNIVLEVLDRA1RQEKJEITCIQ 

LGKEEVKLSLFADDMIVYLENP 

II S AQNLLKLISN FSKVSG Y KIN 

VQKSQAFL YTNNRQTESQI MSE 

LPFTIASKKIKYLGIQLTRDVKD 

LFK.ENYKPLLNEIK.EDTNKWEN 

IPCSWVGRJNIMKMAILPKVIYR 

FNAIPIKLPVAFFTELEKTTLKFI 

WDQKRAYIAKSILSQKNKAGV! 

M LPDFKL Y YKATVTKTA WY W 

YQNRDIDQWNRTEPSEIMLHIY 

NYLIFDKPDKDEQWGKDSLFN 

KWCWENWLDIWRKLKLDPFLT 

PYTKINSR WIKDLNVRPKTI KTL 

EENLGNTILDIGMGKDFMSKTP 

KAMATKA KIDN WDLIKLKSFC 

TAKETTIRVNRQPTKWEKIFTT 

YSSDKGLISRIYKELKQIYKKKT 

NNPMNKWAKDMNRHFSKEDI 

YAAKRHMKKCSSSLAIREMQIK 

TTMRYHLTPVRMVIIKKSGNNR 

PPLSKEQPPIFRLSIILATTRDGN 

PAAVENVLHIKATLSFQQTHKA 

FYFQPS 


10229 


40597 


A 


10290 


1 


3144 


MGDFNTPLSTLDRSSRQKVNK 

DTQELNSTLHHADLIDIYRTLHP 

KSTEYTFFSAPHHTYSKIDHVV 

GSKALLSKCKRTEIITNCLSDHS 

A I KPELRJKKLTQNRSTTWKLN 

NLLLNDYWVHNKMKAE1KMFF 

ETNENKDTTYQNLWDTFKAVS 

RGKFIALNAHKRKQKRCK1DTL 

ASQLKEVEKQEQTHSKASRRQ 

EITKIRAELKEIETQKTLQKINES 

RSWFLERINKIDRPLARLIKKKR 

EKNQIDVIKNDK 


10230 


40598 


A 


10291 


1 


2274 




10231 


40599 


A 


10292 


1 


2250 




10232 


40600 


A 


10293 


1 


822 





WO 01/075067 
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SEQ ID 

NO; 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 

* = StOD Codon. /=IMKcihl^ ntirfonf irlA 

deletion, \=possible nucleotide insertion) 


10233 


40601 


A 


10294 


1 


2605 


MKAEIKMFFETNENKDTTYQN 

LWDAFKAVCRGKFIALNAYKR 

KQERSKIDTLTSQLKELEKQEQ 

SHSKAGRRQEITKIRAELKEIET 

QKTLQKINESRSWFFERINKIDR 

PLARL1KKKREKNQIDTIKNDK 

GDITTNPTEIQTTIREYYKHLYA 

NKLENLEEMDTFLDTYTLPRLN 

QEEVGSLNTPITGSEIVAIINSLP 

TKKSPGPDGFTAEFYQRYKEEL 

PGRVPTKKENFRPISLMNIDAKI 

LNK1LANRIQQHIKKLIHHDQV 

GFIPGMQGWFNIRKSINVIQHIN 

RAKDKNHMIISIDAEKAFDKIQ 

QPFMLKTLNKLGIDGTYFRIIRA 

IYDKPTANIILNGQKLEAFPLKT 

GTRQGCPLSPLLFN 1 VLE VLAR 

AIRQEKEIKGIQLGKEEVKLSLF 

ADDMIVYLENPIVSAQNLLKLIS 

NFSK VSG YNFY VQKSQA FLYT 

NNRQTESQIMSELPFTIASKR1K 

YLGIQLTRDVKDLFKENYKPLL 

KEIKEDTNKWKN1PCSWVGR1N 

IVKMAILPKVIYRFNAIPIKLPM 

TFFTELEKTTLKFIWNQKRARIA 

KSILSQKNKAGGITLPDFKLYY 

KAT VTKTA WY W YQNRDIDQ W 

NRTEPSEIMPHIYNYLIFDKPEK 

NKQWGKDSLFNKWCWENWLA 

ICRKLKLDPFLTPYTK.INSRWIK. 

DLNVRPKTIKTLEENLGITIQDI 

GVGKDFMSKTPKAMATKAKID 


10234 


40602 


B 


10295 


111 


2440 





WO 01/075067 PCT/US01/08631 



SEQID 
inu: 


SEQ ID NO: 
of peptide 
sequence 


Met 

II Uu 


SEQ ID NO: 

in DOOM 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 

i*t\fir\n lYir Inct nminn Afifl 

IIIUUII IUI allllUV nviu 

of peptide sequence 


Amino acid sequence ( X= Unknown, 

*— ^ttftn PAilAtl /— n mint t*f\t at 1* 

oiti|r luuvii, /— pu»iuic nucicuiiuc 
deletion, ^possible nucleotide insertion) 


10235 


40603 


A 


10296 


1 


1795 


M1ISIDAEKAFDKIQQPFMLKTL 

NKLS1DGTYFKIIRAIYDICPTANI 

ILNGQKLEAFPLKTGTRQGCPL 

SPLLFNIVLEVLARA1RQEKEIK 

GIQLGKEEVKLSLFAHDMIVYL 

ENP1VSAQNLLKLISNFSKVSGY 

KINVQKSQAFLYTNMRQTESQI 

MSELPFTIASKR1KYLGIQLTRD 

VKDLFK EN Y KPLLKEI KEDTN K 

WKNIPCSGVGR1NIVKMA1LPK 

V1YRFNAIPIKLPMTFFTELEKTT 

LKFIWNQKGAC1TKTILS\QKNK 

VGGITLPDFKLYYKATVTKTA 

WYWYQ\NRDIDQWNRIKPSEIM 

PHMYNYLIFDKPEKNRQWGEDS 

LFNKWCWETWLAIWRKLKLDP 

FLTLYAKJN*RWIKDLNVRPKTI 

KTLEENLGIT\IQD\IGMGKDFM 

SKTPKAM ATKAK I DK WDLIQL 

KSYCTAKENTIRVNRQPTKWE 

KIFATYSSDKGL1TRIYNELKQI 

YKKKTNNPIKKWAKDMNRHFS 

KEDIYAAKKHMKKCSSSLAIRE 

MQIKTTM RY HLTPVRM A 1 IQKS 

GNNRTKRT1YRRNDDDDDNDD 

NDDDSLMSLSRTEIPFSSYSELN 

VVLHKPRPEPSASTILLLHTA 


10236 


40604 


A 


10297 


1 


2851 




10237 


40605 


B 


10298 


1 


3220 
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SEQID 

NO: 


SfcQ ID NO: 

nf rw*ntirfp 

sequence 


Mel 
hod 


SEQID MO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 

rndnn f/tr lact amino arid 

IUUUII IUI Ia9l OIIIIUv allU 

of peptide sequence 


Amino acid sequence ( X=Unknonn, 
oiup luuun, /— possioie nucleotide 
deletion, \=possible nucleotide insertion) 


10238 


40606 


A 


10299 


1 


2047 


MENDFEELREEGFRRSNYSELR 

EDIQTKGKEVENFEKNLEECITR 

ITNTQKCLKELMELKTKARELR 

EECRSLRSRCDQLEERVSAMED 

EMNEMKREGKFREKRIQRNEQ 

SLQEIWDYVKRPNLRLIGVPET 

LHPRDE AHLKN LI DA I KN DKG D 

ITTDPTE I QTTI RE Y YKH L Y AN K 

LENLEETDKFLDTYTLPRLNQE 

EVESLNRP1TGSEIVAIINSLPTK 

KSPGPDGFTAEFYQRYKEEL/PD 

KQLQQSLRIQNQCTKITSILIHQ 

QQTNREPNHE*TPIHNCFKENKI 

PRNPTYKGCEGPLQG ELQTTAQ 

GNKRGYKQMEEHSMLMGRKN 

QYHENGHTAQGNLQIQCHPH* 

ATNAFLHRIGKNYFKVHMEPK 

KSPHRQ VN PKPKEQS WRHHTT 

♦LQTILQGYSNQNSMVLVPKQR 

YRSMEQNRALRNNAAYLQLSD 

L*QT*EKQEMGKGFPI**MVLG 

KLASHM*KAETGSLPYTLYKN 

QFKMD*RLKR*T*NHKNPRRKP 

RHYHSGHRHGQGLHV*NTKSN 

GNKSQN*QMGSN*TKELLHSK 

KKKNY*QTEQATCKMGENFHN 

LLI*QRANIQNLQ*TQTNLQEKN 

KQPHQK VG KG HEQTLLKRRH L 

CSQK\NHEKMVTITGHQRNAN 

QNHNEIPSHAS*NGNH*KVRKQ 

VLERMCRNRNTFTLLVGL*TSS 



WO 01/075067 



PCT/USO 1/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
nou 


SEQ ID NO: 

In 1 ICCNI 

in Uooin 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
cou on ior him hiiiiiju jii.iu 
or peptide sequence 


Amino acid sequence ( X-Unknown, 
deletion, \=possible nucleotide insertion) 


10239 


40607 


A 


10300 


1 


2704 


MYSHVITVCRHVKMGDILLLNR 

QPTLHRPS1QAHRARILPEEKVL 

RLHYANCKAYNADFDGDEMN 

AHFPQSELGRAEAYVLACTDQ 

QYLVPKDGQPLAGLIQDHMVS 

GASMTTRGCFFTREHYMELVY 

RGLTDKVGRVKLLSPSILKPFPL 

WTGKQHIN RTKDKNHMI 1 SI DA 

EKAFDKIQQPFMLKTLNKLGID 

GTYLKIIRA1YDKPTASIILNGQK 

LEAFPLKTGTRQGCPLSPL LFN 1 

VLEVLARAIRQEKE1KSIQLGKE 

EVKLSLFADDMIVYLENPTVSA 

QNLLKLMSNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQIMSGLP 

FTITSKRITYLGIQLTRDVKDLF 

KENYKPLLKEIKEDTNKWKNIP 

CSWVGRIN1VKMAILPKVIYRF 

NTIPIKLPMTFLTELEKTTLKF! 

WNQKRAHIAKSILSQKNKAGGI 

MLPDFKLYYKATVTKTAWYW 

YQNRDIDQWNRTEPSEIMPH1/Y 

YNYLIFDKPEKNKQWGKDTLF 

NKWCWENWLAICRKLKLDPFL 

TPYTKIN SR WIKDLN VRPK.T1 KT 

LEEN LGNTI QDIGMG KDFMSKT 

PKATATKAKJDKWDLIQLKSFC 

TAKETTI R VNRQPTE WEEI F A 1 Y 

SSDKGLISRI YNELKQI YKKKTN 

NP1KKWAKDMNRHFSEEDIYA 

AKKHMKKCSSSLAIREMQIKTT 

MRYHLTPVRMVIIKKSGNNRC 


10240 


40608 


B 


10301 


1 


3345 





wo 



01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


10241 


40609 


A 


10302 


248 


2623 


RQWAGVVGRCSHLASWVSSNT 

SETGAIRSSTEVDAPDDSMLLST 

CDIDLTAARRAWLGCLPTKKSP 

GPDGFTAEFYQRCKEELVPFLL 

KLFQSI/EKEGILPNLFDEASIILI 

PKRGRDTTKJCENFRPISLMNID 

AKILNKILANRNQQHIKKLIHH 

DQVGFIPGMQGWFNICKSfNVI 

QH IN RTKDKNHM 1 1 S I D AEKAF 

DKIQQPFMLKTLNKLGIDGTYL 

KIIRAIYDKPTANIILNGQKLEAF 

PLKTGTRQGCPLSPLLFNIVLEV 

LARAIRQEKEIKGIQLGKEEVKL 

SLFADDMIVYLENPIVSAQNLL 

KLISNFSKVSAYKINVQKSQAF 

LYTNNRQTESQJMSVFPFTIASK 

RIKYLGIQLARNAKDLFKENYK 

PLLNEIKEDTKKWKNIPCSWVG 

RINIVKMAILPKVIYRFNAIPIKL 

PMTFFTELEKTTLKFIWNQKRA 

RIAKSILSQKNKAG\GI7\LPDFK 

LYLQGLQ*PKTAWYWY\QNRD 

IDQWNRTEPSEITPHlYNYLfFD 

KPEKNKQWGKDSLFNKWCWE 

NWLATCRKLKLDPFLTPYTKIN 

SR WI KDLNVRPKTI KTLEENLG I 

TIQDIGVGKDFMSKTPKAMAT 

KAKIDKWDLIKLKSFCTAKETA 

IRVNRQPTTWEKIFATYSSDKG 

1 I^RIVNFl I^OTYI^VW\TKTWPIk r k r 
L^lOrVJ I IN I rvivrvX I IN IN r Ifvrv 

WAKDMNRHFSKEDIYAANKH 
MKKCSPSLAIREMQIKTTMRYH 



WO 01/075067 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=$top codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


10242 


40610 


A 


10303 


1 


2467 


MGDFNIPLSTSDRSTRQKVNKD 

TQELNSALHQADLIDIYRTLHP 

KSTEYTFFSAPHHTYSKIDHIVG 

SKALLSKCRRTEIITNCLSDHSA 

IKLEIRIKKLTQNCSTTWKLNNL 

LLNDYWVNNEMKAE1KMFFEI 

NEDKDTTYQNRWDTFKAVCR 

GKFIALNAHKRKQERSKIDTLT 

SQLKELEKQEQTHSKASRRQEI 

TEIRAELKEIETQKTLQKMNES 

RSWFFEKINM1DRLLARL1KKKR 

EKNQIDA1KNHKGDITTNPTEIQ 

TTIREYDKHLYANKLENLEETD 

KFLDTYILPRLNQEQVESLNRP1 

TGAEIEAIINSLRTKKSPG\PGGF 

TAEFYQRYKEKL1VLEVLARAI 

RQEKEIKGIQLGKEELKLSLFAD 

DMIVYLENPIVSAQNLLKLISNF 

SKVSGYKINVQKSQAFLYSNNR 

QTESQIMSELPFTIASKRIKYLGI 

QLTRDVKDLFKENYKPLLNEV 

KEDTNKWKNIPCSWIGR1NIVK 

MAILPKVIYRFSA1PIICLPMTFFT 

ELEKTTLKF1WNQKRS\R1AKSIL 

SQKNRAGG ITLSDFKLY YKATV 

TKTAWYWYQNRDIDQWNKTE 

PSEIMPHIYNYLIFDKPDKNKK 

WGKDSLFNKWCWENWLAICR 

KLKLDPFLTPYTKINSRWIKDL 

NVRPKTIKTLEENLGITIQDTGM 

OKUrMbblP&AJVIA 1 K.UKJUKW 

DLIKLKSFCTAKETTIRVNRQPT 


10243 


40611 


A 


10304 


2 


2480 




10244 


40612 


A 


10305 


1 


4793 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADL1DIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKRAEI1TNYLSDHS 

A I KLEL RJ KNLTQS RSTT WKLN 

NLLLNDYWVNNEMKAEIKMFF 

ETKEN KDTTYQN L WD AFKA VC 

RGKFIALNAHKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

1TK1RAELKEIETQKTLQKINESR 

SWFFERJNKIDkPLARLIKKKRE 

KNQIDTIKNDK 


10245 


40613 


A 


10306 


1 


4320 
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SEQID 

NO: 


SEQIDNO: 
or peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10246 


40614 


A 


10307 


i 


3229 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADL1DIYRTLQ 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELRJKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNL\WDAFKAV 

CRGKFIALNAHKRKQERSKIDTN 

LTSQLKELEKQEQTHSKASRRQ 

EITVKIRAELKEIETKKVTLQKINE 

SRSWFFERIKKTDRPLARLIKKK 

REKNQIDTI 


10247 


40615 


A 


10308 


i 


3392 


MG DFNTPLSTLDRSRRQK VNK 

NTQELN S ALHQ VQLI DI YRTLH 

PKSTEYTLFSAPHHTYSEIDHVV 

GSKALLSKCKRTEIITNCLSDHS 

AIKLELRJKKLTQNCSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETN EN K DTTYPNL WDTFKA VC 

RGKF1ALN AHKRKQERSEI DTL 

TSQLKELEKQEQTHSKASRRQE 

ITK1RAELKE1ETQKTLQKINESR 

SWFFEK1NKIDRPLARLIKKKRE 

KNQIDSIKNDK 


10248 


40616 


A 


10309 


i 


4137 


MG KKQNRKTGNSKKQRASPPP 

KEHSSSPATEQS WM ENDFDELR 

EEGFRRSNYSELREDIQTKGKE 

VENFEKNLEECITRITDIEKCLK 

ELMELKTKARELHEECRSLRSR 

CDQLEERVSAMEDEMNEMKQ 

EGKFREKRIKRNEQSLQEI WDY 

VKRPNLPPIDVPESDRENGTKL 

ENTLQDVIQENFPNLARQANIQI 

QE1QRMPQRYSSRRATPRHHVR 

FTK V EMKEKMLRA A REKAFKQ 

ASRREDDIAKVTSG 


10249 


40617 


A 


10310 


i 


5195 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIH1YRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELRI KNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETN EN KDTTYQN L WDAFKA VC 

RGKFIALNAHKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

IMK1RAELKEIETQKTL\QKINE\ 

SRSWFRERTNKIDRPLARLIKKK 

REENQIDVAI 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

nou 


SEQ ID NO: 

in 1 IQCN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
Cut) on lur idol «timiiu dciu 

of peptide sequence 


Amino acid sequence ( X=Un known, 
* == Slop codon, / = possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


10250 


40618 


A 


10311 


1 


2958 


MKQEGKFREKRIKRMEQSLQEI 

WDYVKRPNLHL1GVPESDREN 

GTKLENTLQDIIQEDFPNLARK 

ANIQIQEIQRTPQRYSSRRATPR 

HTIVRFTKVEMKEKMLRAARE 

KGRVTHKGKPIRLTADLSAETL 

QARRELNQEEVESLNKPVTGSE 

VVAIINSLPTKKSPGPDGFTAEF 

YQKYKEEPVPFLLKLFQSIEKE 

GI LPNSF YEAS 1 1 LI PKPGRDTTK 

KEN FRPISLMN 1 DAKILNKILAN 

RJ\QQH1\KX 


10251 


40619 


A 


10312 


5211 


7687 


TDTSQKKTFYAAKRHMKKCSS 

SLAIREMQIKTTYHAGPDGFTA 

EFYQRYKEELVPFLLKLFQSIEK 

EGILPNSFYEAS1ILIPKPGRDTT 

KK\ENFRPISLMNIDAK1LNKILA 

KRIQQHIKKLIHHDQVGFIPGM 

QGWFNIRKSINWIQHINRAKDK 

NHMIIS1DAEICAFDKIQQPFMLK 

TLNKLGIDGTYFKIIRAIYDNPT 

ANI 1 LNG QKLE AFPLKTGTRQG 

CPLSPLLFN1VLEVLARA1RQEK 

E1KGIQLGKEEVKLSLFADNM1 

VYLENPIVSAQNLLKLISNFSKV 

SG YKIN VQKSQAFL YTNN RQTE 

SQIMSQLPFTIASKR1KYLGIQLT 

RDVKDLFKENYKPLLKEIKEDT 

NKWKNIPCSGVEGRIN1VKMAIL 

PKNWKKTTLKFIWNQKRARIA 

KSILSQKNKAGG1TVPDFQLYY 

KATVTKTA WY WYQNRDI DQW 

NRKEPSEIMPH1YDSLIFGKPDK 

NKQWGKDSLFNKWCWEDWLA 

1CRKLKLDPFLTPCTK.INSRWV 

KDLNIRPKTIK.TLEEN LGNT1QD 

IGMAKDFMSKTPKAMATKAKI 

DKWDLIKLKSFCTRIAKEPTIRV 

NRQPTKWEKIFATYSSDKGLIS 

RJ YNELKQ1 YKKKTNNPI KK WA 

KDMNRHFSKED1YAAKKHMK. 

KCSSSLAIREMQIKTTMRYHLT 

PVRMAIIKKSGNNRCWRGCGE 

TGTLLHCWWDCKLAQPLWKS 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
loc&tion of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknuwn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10252 


40620 


A 


10313 


1 


4525 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

HKSTEHTFFAAPHHTYSK1DHIL 

GSKALLSKCKRTE1ITNYLSDHS 

AIKLELRIKNLTQNRSTTWKLN 

LLLNN Y WVHN EM KA EI KM FFE 

TNKNKDTTYQNLWDTFKAVCR 

GKFIALNAHKRKQERSKIDTLT 

SQLKQLEKQEQTHSKASRRQEI 

TK1RGELKEIETQKTLHKINESR 

SWFFERINKIDRLLARLIKKKRE 

KNQIDAIINDKG 


10253 


40621 


A 


10314 


1 


1185 


MED1KRTQNKLSEMKATLAEM 

KNTLDGINDHGRDSRRK1RKLQ 

DNGGDDPTGNTQRKKNLINGP 

SLSVHIGEKRGGRRSWAETLTP 

LQTKALRLGPTTPSARRKCGIV 

PNLQTRKTE A YRYPDTH PG ETP 

VGTAVLSIQKPKLESVIDVRVN 

MSSFHPEPELQPTQTSVLPDQD 

ATVAGSTTKFPEEQEARQGRVR 

ERPATRERPVPGGVSVPGLHHI 

HFLRGPSLPLASLTRJTVLEAVV 

CFFSVWSIVGLSGFHTYL1SSNQ 

TTNED1KGSWSNKRGKENYNP 

YSYGNIFTNCCVALCGPISPRT/ 

LSHTGQRPTPIECEPHLN LVTSA 

ETLLASKPD/PTEEGTSSPTRRS 

QQHPPMASPCTGPRSHRVTCTL 

EKREEEEGVGQRLSPLCKPRL 


10254 


40622 


A 


10315 


44 


302 


GLLGPGPPTAC*CGPHCGIHPES 
SPQSWCLCHSHRSSRAPPLARL 
SG DRH PG WRTWGG RD A RS V A 
RGQWWCLVEPVLPFSTRSAFW 



wo 
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SEQID 
jNO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkr>own, 
*=Stop codon, ^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10255 


40623 


A 


10316 


3 


2182 


1RDPGKKPVMLFLHGGSYMEG 

TGNMFDGSVLAAYGNVIVATL 

NYRLGVLGFLSTGDQAAKGNY 

GLLDQIQALRWLSEN1AHFGGD 

PERITIFGRYSQPGLSYHIAFGPV 

VDGDVVPDDPEILMQQGEFLN 

YDMLIGVNQGEGXLKFVEDSAE 

SED/GAFDFTVSNFVDNLYGYP 

EGKDVLRETIKFMYTDWADRD 

NGEMRRKTLLALFTDHQWVAP 

AVATAKLHADYQSPVYFYTFY 

H HCQAEGRPE WADA AHGDELP 

YVFGVPMVGATDLFPCNFSKN 

DVMLSAVVMTYWTNFAKTGD 

PNQPV PY DTKFI HTKPNRFEEV 

VWSKFNSKEKQYLHIGLKPRL 

WSRFRGVLYQVFHDTICEKE A P 

KSSLLRKQTQPPKKQSSPA VH L 

RCTMDPVMMTVSPPPAHRHRR 

RGSPTRCAHCPVAWAPDTDDE 

KPHQYPAICSYHWDVPEDWEG 

FQHTQGTWVPWSQDAPESPPQ 

TIRFQPTVEERPLKTGIWSELGL 

RAYVYPVNPPPPSPEAPSHKNG 

RIVYDA RDMRRRLRELTREVE 

ALSGCYPLASGSSTAEETSKNW 

VYRSLTGSQKMSQLHRVPFFD 

QEDPDSYLEEEDNLPFPYPKYP 

RRGWGGFYQRAGLPSNVGLW 

GHQGGILASLPPPSLYLSPELRC 

M PKRVEARKCQDLGDSILLLLG 

SFI LLNV WINV VTLL WKHLKSS 


10256 


40624 


B 


10317 


37 


241 




10257 


40625 


A 


10318 


2 


815 




10258 


40626 


A 


10319 


1 


943 


RAGGQGVG*GWGPPSVPCSVH 

GGKGL/PPEEGPGQVTHLEF\GR 

GDGLLTPWWPLTGDGRGPSA/S 

LASQRTCSQ*GMWLPAAQPSPS 

HPGPAGTVGQS H LH L* GLLG PG 

PPHCLLMRPTLRDSSRVFTSKL 

VS VPQPQVQQG PTTRKTVWRS 

ASWMENLGRKGCQVCSTWPM 

VVPGGACTS1WEWEADRVTPG 

GHRGSSCSHSAAGGANAAPHG 

PRGRPGGHAAAGGRHSTDGRS 

SCSPRPPDPGAARPQSAVHTDY 

RSPSLGTFPLAQPFGESKSDQSA 

PGIRGQKAPLAVARRGQQTPRP 

RGQARGRGRGTRPR 



WO 01/075067 



PCT/USO 1/08631 



SF.Q ID 
NO: 


SEQ 10 NO: 

sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

lucdiion Ol Iir5l 

codon for peptide 
sequence 


Nucleotide location of las 
couon lur ihm unuuv aciu 

or peptide sequence 


1 Amino acid sequence ( X=Unknown, 
* = Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10259 


40627 


A 


10320 


39 


621 


SCPEEEESSLLSPGTSWPLHAW 

ACSAAQVTGRERVVADWPGY 

HPGGPTAPHWRAGPLSDKTRPS 

RDVGTWDTGRAGCPPPPGRNP 

GPPDQRKALGVVVTSFGSQLG 

NGTPNSCLSPRQCWIQRLGGSS 

RTGPPPPGSVPEAAVSCPGHHT 

LFGLRSGAGKIQG*LLGPGWEL 

GQAGTEPPLPLAPPPPHRSCG 


10260 


40628 


A 


10321 


1 


496 


AAATYVQNQSEDCLYLNLYVP 
TEDGPLTKKRDEATLNPPDTDI 
RDPGKKPVMLFLHGGSYMEGT 
GNMFDGSVLAAYGNVIVATLN 
Y RLG V LG FLSTGDQ A A KGN YG 
LALDQIQALRWLSENIAHFGGDP 
ERJTIFGSGAGASCVNLLILSHH 
SEG LFQKA 1 AQSGT 


10261 


40629 


A 


10322 


1 


4304 


M LP V WFTDN LG A A ATY VQNQ 

SEDCLYLNLYVPTEDGPLTKKR 

DEATLNPPDTDIRDPGKKPVML 

FLHGGSYMEGTGNMFDGSVLA 

AYGNVIVATLNYRLGVLGRYS 

QPGLSYHIAFGPVVDGDVVPDD 

PE1LMQQGEFLNYDMLIGVNQG 

EGLKFVEDSAESEDGVSASAFD 

FTVSNFVDNLYGYPEGKD/DW 

ADRDNGEMRRKTVLLALFTDH 

Q WV A PA V ATAKLH ADYQSP V 

YFYTFYHHCQAEGRPEWADAA 


10262 


40630 


A 


10323 


1 


2765 


MDVGFSRTTVQTLSRSHCKNIK 

QK J SQ WEG RANG I SNPEK WCPK 

DFGVRYNCHQEIRLKKNPIAER 

KSKNLDVTSRENVGLDJNENTK 

SHDQSENENKKHEYDDTHFFK 

NESESNWVCSRVKEIESCKEDV 

LDPETSLPPGNFYTSQILWKKIE 

ALPPDKLLNLALEHCDSSEKEL 

NFRVLDSSYGITKSLENIYSEPE 

GQECG PS INPLPKPRRTFR YLSE 

SGVTPYKERNCDKKYCENNSC 

AQSSLASSQEPE 


10263 


40631 


A 


10324 


2 


597 


RWLIPKVMRIYDTQKK.MDREA 

SQAALQKMLTLLMLPPTFGDLL 

REEYIGDNGDPQTLQAQFQEM 

MADSMFVIPALQVAHFQCSRA 

PVYFYEFQHQPSWLKNIRPPHM 

KADHVKFTEEEEQLSRKMMKY 

WANFARNGNPNGEGLPHWPLF 

DQEEQ Y LQLN LQPA VG RA LKA 

HRLQLW\KKALPQKIQELEEPE 

ERHTEL 



WO 01/075067 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
noa 


SEQ ID NO: 

In 1 ICC IV! 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=posstblc nucleotide 
deletion, Y=possible nucleotide insertion) 


10264 


40632 


A 


10325 


2 


1766 


PGQPLGEQQRVRRQRTETSEPT 

MRLHRLRARLSAVACGLLLLL 

VRGQGQDSASP1RTTHTGQVLG 

SLVHVKGANAGVQTFLGIPFAK 

PPLGPLRFAPPEPPESWSGVRDG 

TTHPAMCLQDLTAVESEFLSQF 

NMTFPSDSMSEDCLYLSIYTPA 

HSHEGSNLPVMVWIHGGALVF 

GMASLYDGSMLAALENVVVVI 

IQYRLGVLGFFSTGDKHATGN 

WGYLDQVAALRWVQQNIAHF 

GGNPDRVTIFGESAGGTSVSSL 

VVSPISQGLFHGAIMESGVALLP 

GLIASSADVISTVVANLSACDQ 

VDSEALVGCLRGKSKEEILAIN 

KPFKMIPGVVDGVFLPRHPQEL 

LASADFQPVPSIVGVNNNEFGW 

LIPKVMR1YDTQKEMDREASQA 

ALQKMLTLLMLPPTFGDLLREE 

Y1GDNGDPQ\TLPKRKF\QKMM 

A DS\M F V I P ALQ V A H FQ\CS\RA P 

VYLPTSSQH\QPSWLKNIRPPH 

MKADHGDELPFVFRSFF\GGNY 

IKFTEEEEQLSRKMMKYWANF 

AR\NGNPNGEGLP\HWP\LFDQE 

EQYLQLNLQLAVG\RALKAHRF 

\QFWKKALPQKIQ\ELEEPEERH 


10265 


40633 


A 


J 0326 


2 


435 


I LAEFGSLHLEFLH LTELSGNQ V 

FAEKVRNIRKVLRKIEKPFGLYP 

NFLSPVSGNWVQHHVSVGGLG 

DSFYEYLIKSWLMSGKTDMEA 

KNMYYEALET/HKLGPEAFWF 

NSGREAVATQLSESYYILRPEV 

VESYMYLWRQTHNTK 


10266 


40634 


A 


10327 


3 


583 





WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQIDNO: 
in USSN 
09/54<UI7 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10267 


40635 


A 


10328 


1 


1299 


MHLNQLPPILSRLGAVGFFGSM 

KAHLVSVSRQVRNIRKVLRKIE 

KPFGLYPNFLSPVSGNWVQLPI 

PGSVAAGEMPASYPYRHRAPE 

VRRVCEALPHHVSVGGLGDSF 

YEYLIKSWLMSGKTDMEAKN 

MYYEALEAIETYLLNVSPGGLT 

Y1AEWRGGILDHKMGHLACFS 

GGMIALGAEDAKEEKRAHYRE 

LAVQITKTCYESYAR\SDTKLGP 

EAFWFNSGREAVATQLSEE/YT 

Y1LRPEVVESYMYLW\RQTHNP\ 

SYR\EWGWEVVLALEKYCRTE 

AGFSGDSKTCYSRHPQPRTTSR 

QSFFLAETLNRCLVSACNGPDT 

GLEARDTAESETVISPAVKGSR 

GEKAMVRETDKPAKCIGKKSK 

NGKSDLKAASKMDAQFRSLCF 

EEVTPLWFEKVLEMNGPASPSV 

SPGGLSLEVWSLVMWHKDARP 


10268 


40636 


C 


10329 


186 


401 




10269 


40637 


A 


10330 


194 


482 




10270 


40638 


A 


10331 


224 


495 




10271 


40639 


B 


10332 


138 


1810 




10272 


40640 


A 


10333 


1 


1351 


MGGVGEPGPREGPAQPGAPLPT 

FCWEQIRAHDQPGDKWLVIER 

RVYDISRWAQRHPGGSRLIGHH 

GAEDATDAFRAFHQDLNFVRK 

FLQPLLIGELAPEEPSQDGPLNA 

QLVEDFRALHQAAEDMKLFDA 

SPTFFAFLLGHILAMEVLAWLLI 

YL\LGP\GWVPSALAAFILAISQ 

AQSWCLQHDLGHAS1FKKSWW 

NHV AQKF VMGQLKGFS A HWW 

NFRHF\QHHAKPNIFHKDPDVT 

VAPVFLLGESSVEYGKKKRRYL 

PYNQQHLYFFLIGPPLLTLVNFE 

VENLAYMLVCMQWADLLWA 

ASFYARFLSLSYLPFYGVPGVL 

LFFVAVRVL\ES\HWFVWITQM 

NHIPKEIGHEKHRDWVSSQLAA 

TCNVEPS\LFTNWFSGHLNFQIE 

HHLFPRMPRHN\YSPVAPLV\KS 

LCAK\HGLSYE\VKPFL\TALVD1 

VRSLKKXSGD1VLDAYLHQ 


10273 


40641 


A 


10334 


43 


399 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide seqnence 


Amino acid sequence ( X=Unknotvn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


10274 


40642 


A 


10335 


1 


2229 


FLKVCPQNNAETFGCLGTG\EK 

GDRGNQTQKP\LHYKSWSLFHR 

SCPRDFYGSKVGDFQGKENGR 

G\GES\IYGGFFEDEGVSLVKDH\ 

KEFLLSMANRGKDTNGSQFFIT 

T\KPTPHLDGHHVVFGQVI\SGQ 

EVVREIENQKTDAASKPFAEVR 

ILSC\GELIPKSKVKKEEKKRHK 

SSSSSSSSSSDSDSSRYSXQSSSDS 

SDSESATEEKSKKRKKKHRKNS 

RKHKKEKXKRKKSKKSASSES 

E A EN/LLEAQPP VLLFRPEE1 PLP 

IPENRFLMRK\SPPKADEKERKN 

RERERERECNPPNSQPASYQRR 

LLVTRSGRK\LKGRGPRRYRTPS 

RSRSRDLFRRS\ETP\PHWRQEM 

QRA\QRMRVSSGER\WIKGDKS 

ELNEIKENQRSPVRVKERKJTD 

HRNVSESPNRKNEKEKKVKDH 

KSNSKERDIRRNSEKEDKYKNK 

VKKRAKSKSRSKSKEKSKSKER 

DSK\HN\RNEEKRMRFKELKGR 

DHENVKEKEKQSDSKGKDQER 

SRSKEKSKQLESKSNEHDHSKS 

KEKDRRAQSRSRECDITKGKHS 

YNSRTRE\RSRRRDSSSRVRSRP 

HDRDRSMSKXEYHRYRDQVYS 

RRVRSRSRERRTPPGRSRSRDR 

RRRRRDSRSSEREDSQSRNKDK 

YRNQESKSSHRKENSESEKRM 

QSPFSKIKQSSQDDELKSSMLK 


10275 


40643 


A 


10336 


3 


3366 
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SEQW 


SKQ ID NO: 
of peptide 
sequence 


Met 
nou 


SEQII) NO: 

in IIQ€N! 
in UoofN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
couun lur iasi a mi no aiiu 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*— Stop codon, / = possible nucleotide 
deletion, \=possible nucleotide insertion) 


10276 


40644 


A 


10337 




2431 


GCLQELSVLFARGEPRGPCHNL 

LHYMLAL1GVPEVFWAFLFHCS 

LGLEEEKLAPLIKGEEKIVWLRS 

SFYFQHCLVDKSTLLPSSSVSLG 

IFHEEKNSGEFP1FAKAVRLALV 

PLRYVKLEDRDNW1SVDSVTSE 

IKLAKLPDFESRYVQNGTYTVK 

1VAISEDYPRXT1TGTVLINVED1 

NDNCPTLIEPVQTICHDAEYVN 

VTAEDLDGHPNSGPFSFSVIDKP 

PG M A EK WKI ARQESTS V LLQQ 

SEKKLGRSEIQFLISDNQGFSCP 

EKQVLTLTVCECLHGS\GCREA 

QHDSYVGLGPAAIALMILAFLL 

LLLVPLLLLMCHCGKGAKGFTP 

IPGTIEMLHPWNNEGAPPEDKV 

VPSFLPWDQGGSLVGRNGVGG 

MAKEATMKRKVSSASIVKGQH 

EMSEMDGRWEEHRSLLSGRAT 

QFTGATGAIXMTTETTITARATG 

ASRDVAGAQAAAVALNEEFLK 

NYFTDKAASYTEEDENHTAKD 

CLLVYSQEETESLNASIGCCSFI 

EGELDDRFLDDLGLKFKTLAEV 

CLGQKIDINKEIEQRQKPATETS 

MNTASHSLCEQTMVNSENTYS 

SG SSFP VPKSLQ E AN A EK VTQEI 

VTERSVSSRQAQKVATPLPDPM 

ASRNVIATETSYVTGSTMPPTT 

VILGPSQPQSLIVTERVYAPAST 

L V DQP Y ANEGTV V VTER VIQPH 

GGGSNPLEGTQHLQDVPYVME 


10277 


40645 


A 


10338 


5 


354 


RPRLTSQDIKKPDC/DGEDAIGR 

GFECDGLHLEKJVHFALHLEKN 

VNQSLLELHKLATDKNDPHLC 

DFIETHYLNEQVKAIKELGDHV 

TNMHEMGAPDSGVAEYLFDKH 

TLGDSDNES 



WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

In UoofN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~llnkno\vn, 
*— Stop codon, /—possible nucleotide 
deletion, \= possible nucleotide insertion) 


10278 


40646 


A 


10339 


1 


2024 


GEALMYHTHFSELLDEFSQNVL 

GQLLNDPFLSEKSVSMEVEPSP 

TSPAPLIQAEHSYSLCEEPRAQS 

PFTHITTSDSFNDDEVESEKWY 

LSTDFPSTSIKTEPITDEPPPGLV 

PSVTLTITAISTPLEKEEPPLEIEQ 

WGL1PRARPLFPK1KLEPHEVDQ 

FLNFSPVKEAKHLHIFPSWAACT 

CGSSGNSAIRJILAYSLALRVPT 

ETKKPRDL FG KTG REKG KEETS 

REKLYVAERERKAPVDHLHLPP 

TPPSSHGSDSEGSLSPNPRLHPF 

SLPQTHSPSRAAPRAPSALSSSP 

LLTAPHKLQGSGPLVLTEEEKR 

TLIAEGYPIPTKLPLSKSEEKAL 

KK I RRK1 KN K 1 S AQESRRKKK E 

YMDSLEKKVESCSTENLELRKK 

VEVLENTNRASHGELVIGVLGK 

GRRWDPLLTSPHAGDQCLGSV 

QGWAGECTPRQLDGSRTTLISE 

EDPGSPEMGGGEALGAIVSYA 

WRGREALHASRVGAVIQAPIA 

AGSDICLSDIRESATSSQTNISVT 

RTLLQQLQKLQTLVMGKVSRT 

CKLAGTQTGTCLMVVVLCFAV 

AFGSFFQGYGPYPSATKMALPS 

QHSLQEPYTASVVRSRNLLIYE 

EHSPPEESSSPGSAGELGGWDR 

GSSLLR VSG LESRPDVDLPHFIIS 

NETSLEKSVLLELQQHLVSAKL 


10279 


40647 


A 


10340 


1 


489 





WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 

nf rw*nt irff 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

iuv«tnuii ui lira* 

cotton Tor peptide 
sequence 


Nucleotide location or Inst 

onHnn ft%w lad aminA 

t-uuuii Kir itidi nmiiiu *»viu 

or peptide sequence 


Amino acid sequence ( \=Unknown, 
* = Stop codon, /^possible nucleotide 
deletion, \=possib!c nucleotide insertion) 


10280 


40648 


A 


10341 


1 


2665 


MESTLTLATEQPVKKNTLKKY 

KIACIVLLALLVIMSLGLGLGLG 

LRKLEKQGSCRKKCFDASFRGL 

ENCRCDVACKDRGDCCWDFED 

TC V ESTRI WMCN K FRCG ETRL E 

ASLCSCSDDCLQKKDCCADYK 

SVCQGETSWLEENCDTAQQSQ 

CPEGFDLPPVILFSMDGFRAEYL 

YTWDTLMPNINKLKTCGIHSKY 

M R AM YPTKTFPN H YTI VTG L Y P 

ESHGIIDNNMYDVNLNKNFSLS 

SKEQNNPAWWHGQPMWLTA 

MYQGLKAATYFWPGSEVAING 

SFPSIYMPYNGSVPFEERJSTLL 

KWLDLPKAERPRFYTMYFEEP 

DSSGHAGGPVSARV1KALQVV 

DHAFGMLMEGLKQRNLHNCV 

NHLLADHGMDQTYCNKMEYM 

TDYFPR1NFFYMYEGPAPR1RA 

HNIPHDFFSFNSEEIVRNLSCRK 

PDQHFKPYLTPDLPKRLHYAKN 

VR1DKVHLFVDQQWLAVRSKS 

NTNCGGGNHGYNNEFRSMEAI 

FLAHGPSFKEKTEVEPFENIEVY 

NLMCDLLR1QPAPNNGTHGSLN 

HLLKVPFYEPSHAEEVSKFSVC 

GFANPLPTESLDCFCPHLQNST 

QLEQVNQMLNLTQEEITATVK 

VNLPFGRPRVLQKNVDHCLLY 

HREYVSGFGKAMRMPMWSSY 

TV PQLG DTSPLPPTVPDCLRA D 

VRVPPSESQKCSFYLADKNITH 


10281 


40649 


A 


10342 


590 


900 


PLYSATVPSAFCSGQ/LVPHIKS 

FCRLNIFNR*LIELRHLVFFVLLL 

FRDLQHIMACNMRDAVRFFVC 

FLVIFFREGLSRSSCQKCSRKSQ 

NCGLFYNFFDVHVH 


10282 


40650 


A 


10343 


1 


804 




10283 


40651 


A 


10344 


207 


299 




10284 


40652 


A 


10345 


738 


1007 


EDASCDEGSTARAVHSMEPAG 

ARNRQKPHPFQVRGAEPHPPW* 

RCSHPAVAVDPG1HALSGKPLC 

SWRLGSDLPTVWPLPTPDPPVS 

VS 


10285 


40653 


A 


10346 


150 


509 


QLPAGSGEGPYHLEGQLSYCHR 

GGEKALAALLSSPTSKTRSPSEP 

DPEQDEQKLRFCKRHLYGQQP 

RSPVE1RLQHVA1AYQTHHAYD 

*FVQLYNQHVAQPVLEFPYPGA 

VVALLSRHL 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
nOO 


SEQ ID NO: 
in UoofN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X~Unknown t 
* = Stop codon, / = possible nucleotide 
deletion, V=possible nucleotide insertion) 


10286 


40654 


A 


10347 


120 


620 


SYVKYFPHQPAQKYFQQIHSAI 

GLHNADHVHKHLLGDNRYPIW 

IMQPSAHHPARQPEHDNHFR*V 

QQLYDGDSHRQFL*HQILFDRT 

PVSVDQSVEKKG*DHPVRPQ*A 

APGHVHYLTIPERSSQHYHPGA 

LQE*TSHPDH1QARGSILASVLS 

GSDRWRRTYRCL 


10287 


40655 


A 


10348 


599 


1185 


MCQNLMTHSKSTEWKITKRFL 
TETEKH IRTFSSLSMKAI I H PA/H 
N HTLRDPH Y VEDKGH K Y L V FE 
ANTGTENGYQGEESLFNKAYY 
GGGTNFFRKESQKLQQSAKKR 
D AEL ANG ALG 1 1 ELNN D YTS EK 
SNEAADHFKHVPQAKGNNVVI 
TSYMTNRGFFEDKKATFAPSFL 
MNIKGNKTSVVKNSILEQGQLT 


10288 


40656 


B 


10349 


1 


975 




10289 


40657 


A 


10350 


1 


1080 




10290 


40658 


B 


10351 


58 


1128 




10291 


40659 


B 


10352 


1 


1029 




10292 


40660 


A 


10353 


10 


108 




10293 


40661 


B 


10354 


208 


2237 




10294 


40662 


A 


10355 




1153 




10295 


40663 


A 


10356 


1026 


1274 


LH1EKSNEAADHFKHVACHR*R 
* ACTCHCNNP WFPRPLPQPDCP 
TSATVEPPLYPIRSRGRTRKPAE 
GSRAPGCCCCQRPGK 


10296 


40664 


A 


10357 


434 


1128 


MCQNLMTHSKSTEWKITKRFL 

TETE K H 1 RTFS SLSM KA 1 1 H PA/H 

NHTLRDPHYVEDKGHKYLVFE 

ANTGTENGYQGEESLFNKAYY 

GGGTNFFRKESQKLQQSAKKR 

DAELANGALGHELNNDYTLKK 

VMKPL1TSNTVTDEIERANVFK 

MNGKWYLFTDSRGSKMTIDGI 

NSNDIYMLGYVSNSLTGPYKPL 

NKTGLVLQMGLDPNDVTFTYS 

HFAVPQAKSNNVVNYGA 


10297 


40665 


A 


10358 


300 


491 


SYVKYFPHQPAQKYFQQIHSAI 

GLHNADHVHKHLLGDNRYPIW 

IMQPSAHHPARQPEHDNHFR*V 

QQLYDGDSHRQFL*HQPAQKY 

FQQIHSAIGLHNADHVHKHLLG 

DNRYPIWIMQPSAHHPARQPEH 

DNHFR 


10298 


40666 


B 


10359 


1 


1226 




10299 


40667 


A 


10360 


1369 


1548 




10300 


40668 


A 


10361 


1 


1365 
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SEQ ID 
NO: 


SEQ ID NO: 

of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 

JULalfUll Ul III SI 

codon for peptide 
sequence 


Nucleotide location of last 

rnHnn for lucf lwninn arirl 

tUUUII Iwl lil.il UIIIIIJU ill. IU 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /—possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


10301 


40669 


A 


10362 


J 560 


2384 


MCQ1LMTHSKSTEWIITKRFLTE 

TEKHI RTFSS LSM KAIIH PA/HN H 

TLRDPHYVEDKGHKYLVFEAN 

TGTENGYQGEESLFNKAYYGG 

GTNFFRKESQKLQQSAKKRDA 

ELANGALGI1ELNNDYTLKKVM 

KPL1TSNTVTDE1ERANVFKMN 

GKWYLFTDSRGSKMTIDGINSN 

DIYMLGYVSNSLTGPYKPLNKT 

GLVLQMGLDPNDVTFTYSHFA 

VPQAKGNNVVITSYMTTRGFFE 

DKKATKA PSFLMNIKGNKAS V 

VKNSILEQGQLAVN 


10302 


40670 


B 


10363 


783 


881 




10303 


40671 


A 


10364 


1 


1359 




10304 


40672 


A 


10365 


1512 


2010 


ENFPHQPAQKYFQQIHSAIGLH 

NADHVHKHLLGDNRYPIWIMQ 

PSAHHPARQPEHDNHFR*VQQL 

YDGDSHRQFL*HQILFDRTPVS 

VDQSVEKKG*DHPVRPQ*AAP 

GHVHYLTfPERSSQHYHPGALQ 

E*TSHPDHIQAK*WHYR\GHYS 

YARN*RJHHRGSWCR 


10305 


40673 


A 


10366 


62 


368 


TGARRVPWPRRGARLRGRARA 
RSDESGSAGDQPPSFPPWWGW 
RWVTTAASPANLWPSVARSTM 
VDRAINL/FFLKMKGDLALTED 
KREQAQNEQSAWKFTPGR 


10306 


40674 


A 


10367 


2 


305 


CTINNPKSF/HGVGFKQHAPQA 

LTE1QKFAMKEMGTPDVRIDTR 

LIKAVWAKG1RNVPYRJRVRLS 

RKRNEDEDSPNKLYTLVTYVP 

VTTFKNLQTVNVDEN 


10307 


40675 


A 


10368 


129 


283 


HL1LLFLKHKYCFAREEEEK*R 

GVGGEEEEEEEEEEEGEEEEEE1 

FKSIVY 


10308 


40676 


A 


10369 


111 


1755 


DIWDQTEHQSSGPWSYGTSTDP 

E\PTSDLAVIVFEKRGGGEEEEE 

KEEEEGRR\EEEEKEEEE\GRRR 

EEEKEEEEEEEE\GRRAQEEEEE 

KKEEEEEEEEEWCLGEEESQPG 

HAEEVPSPHKMGALTLRVEGV 

KEQEAKLLRSSDLMKGDFSSTS 

QHPPQCSKRTNSESNADAKSKK 

KERPIMTFRQRKTFRIR1LPLPQ 

GR1AGSNKLSAKLCTDGRGAG 

DVGVLTNVMLKRLHFTIDHFLF 

KIIQMSPSASWNLWSLLDQDSL 

KCQ1CLEGYAQGGKPDVQLLPP 

RLTADWKGHRWGQMMGLDE 

KLTPSSVMVTSVALFWFEVSAQ 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-lfnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


10309 


40677 


A 


10370 


1 


444 




10310 


40678 


A 


10371 


1 


3799 


MNRQLSKEDIQMANKHEKML 

NITNDQGNANQNHNAIQPYSC 

KNGHNRK.IDVSMNMVNREHFY 

TAVHKASDLSFKPTSEKDLDTK 

LQANFPNLVKAPDKARICFCGK. 

PYQPYVQGSPNSPVE1VENEPSQ 

LLHFLCVGSSKEEIDLGNPKGS 

QHTGLGHSMGK.CN YFYLPILLV 

HGWKSHLHPCVASMKVAGTQ 

RTQDQDEAQEKEKRDKRKAEA 

LVAALQTYKTQNPQGAPANCY 

KCGKLGHFKKDCHSSKRKPL 


10311 


40679 


A 


10372 


1 


990 


MTQKKNQTEQKEQKNEQKKQ 

HN ERKEHKKKQTEYKTHETNR 

PRKTERAEHDEQKRENEGKRR 

RHKKRT/RERKKTNEETETRKG 

REKPEQARQARKEKQKRQRGE 

RQUCEEKKRKNNRQENEEEEAN 

EQDRREQK.EETRKRGPRKRRE 

HKEEEGRRERKKRKRKTKEKG 

RRAQQKERREEEQQQRRRRRR 

G KRKK.N ES EDEEDKASN KH RQ 

QERERQKRKG A\ERARRPA ETG 

RRRRKRKRQRKAXAKQRQERQ 

GDGVLPCAPWTAHPRQPSQCW 

S A RAPGG S AHRPRRYLLTGQA 

NGSLAMWDLTTAIGRPRPGPCR 

WPDGARADGTAGTL 


10312 


40680 


A 


10373 


99 


1365 


KEAEGRALARLLGPSEERFAAH 

EGMRPMRAVFTRQGHIFTTGFT 

RMSQRELGLWDPNNFEEPVAL 

QEMDTSNG VLLPF YDPDSS I V Y 

LCGKVLTAGQGEQGTGWRCG 

GPCPGAPLNRLILQGDSSIRYFEI 

TDEPPFVHYLNTFSSKEPQRGXM 

GFMPKRGLDVSKGEIARFYKLH 

ERKCEPIIMTVNPRKVRAWDRD 

LGRRSDAVPRIRQGPEPALEAD 

EWLSGQGRRNPCSFSLR\DGYC 

CPPTHRDXLRVTKRNILDVRPPS 

G PRRKPSRPATPPC RSSTPL ETL 

LEEIKPLRERVQAQEQRITALEN 

MLCELVDGPHYPRAPGRASGL 

PTDPFGGAVRRACPVPPPLVPL 

A RAVRTLPLR Y ASS 1 A AL V ERM 

KAHMWAKGRATRDATAKRCS 

PMAQTTTQHLHVPCDREDESR 

WNYICCSS 



WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10313 


40681 


A 


10374 


1 


361 


MINPNPERSDDLVFWGLFRAG 

GMWSAIIAPVMILLVG1LLPLGL 

FPGDALSYERVLAFAQSFIGRV 

FLFLMIVLPLWCGLHRMHHAM 

HDLKIHVPAGKWWYGLAA1L 

TVVTL1GVVTI 


10314 


40682 


B 


10375 


70 


256 




10315 


40683 


A 


10376 


224 


414 


LRWRSLPAFQSGNLSVPAALM 
NRANARGEAVCVLGRSSRFLA 
H*LAALGRSAAASG1SSLKGG 


10316 


40684 


A 


10377 


439 


595 


RA ISCCPSH L VKRKTTLAPNTQ 

TASPRALADSLMQLARQVSRLE 

SGQ*AQRN 


10317 


40685 


A 


10378 


1 


391 


FSSGTVPGDRPDREF1GDTLME 

RRN RRTG RTEKA RI WET ANTL 

AITMLMSTVAMPAAAADGVTFS 

VPVTPHTFRHSYAMHMLYA\G1 

PLKGLQSLMGHJCCIRSTGRLPQ 

RFLGLEWGLPGHPGGRLAMAE 


10318 


40686 


A 


10379 


278 


694 


GHRSPLAIAGCPTIQNGAGPQC 

AA1TRVRAARWCGYPPGSGIPTI 

PEDSFMLYPRALTTHQTGFSPA 

WGKPSVDRLLATLSGPGGEGQ 

YSCCPSHLVKKKTTLAPNTQTA 

SPRALADSLMQLARQVSRLESG 

Q*AQRN 


10319 


40687 


A 


10380 


2 


371 


SVQVF1RDKLMERRMRRTGRTE 

KAR1W\EVTDRTVRTCDCGGGL 

PAAAADGVTFFCSAPPNIRFR\H 

SYA\MHMLYAR*YPLKGLLSPI 

G\H KCI RSTG RLPQRFLGLE WG 

LPGHPGGRLAMAEV 


10320 


40688 


A 


10381 


276 


508 




10321 


40689 


A 


10382 


464 


763 




10322 


40690 


A 


10383 


1 


715 


MQHLSHGSRRHILISENFRGCQ 

DQAVSQTLLTRPPLVSKEASFF 

LLPFDLHVLGLPPAFNLSHDQT 

LQFKSLTLVTSVRVPLEVARPG 

LSMLGLLRFMSSLLAVGDMGQ 

GDQVEFQDTKGNSEGRASSQPP 

MTPLTPTRVRRCPGGPTWGAK 

AEGVGRAEAATADPGSEGDVV 

LSRTGLLLAGLLHYFRGRHHLE 

EIMYNENTRRSQLLMLFDKFRS 

VLVXVTTHEDPVIAVFQALLP 


10323 


40691 


B 


10384 


72 


195 




10324 


40692 


A 10385 1 


2331 





I 
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SEQID 


SKQ ID NO: 
of peptide 
sequence 


Mel 

hrtst 

nuu 


SEQ ID NO: 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 

OAilftn Vt\ r fact >i m il\ f\ 1 f 1 it 

couon lor Mai diniiiu <iciu 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
— oiup cution, /— pobsioie nucieoiiue 
deletion, \=possiblc nucleotide insertion) 


10325 


40693 


A 


10386 


1 


706 


MTTSRSDTRSQDDPSAHLASPK 

LPQRLPKDLSEAQVERLLQAPL1 

DQPLELRDKAMLEVLYATG\LR 

VSELVGLTMSDISLRQGVVRVI 

GKGNKERLVPLGEEAWHWLET 

YLEHGRPWLLNGVPINVLFPSQ 

RAQQITRQALWRRINHYDELAA 

GIDSEKLSPHVVRHAFATYFAG 

SGGCIADFCGGSCAGSSAAESC 

LWFAGTGLYLHHAWVSGVWS 

RECSGAAWRDRRDVGGGE 


10326 


40694 


A 


10387 


39 


209 


EPGTYVYNETDKSHSPCRPCVL 

LS**GIYLGSV*R*NGITYGALL 

AHIPNKFQVDY 


10327 


40695 


A 


10388 


2 


930 


AWTHAG1LLKHKYSFLVGCASI 

SDVIAQVVFVAILLH\SHLECRE 

PLL1PI\LSLYMGALVRCTTLCL 

GYYKNIHD1IPDRSGPELWGDA 

TIRKMLSFWWPLALILATQR1R 

RPIVNLFVSRHLGGSSAATEAV 

AIVLTATYP VVH M PYG WLTEIR 

AVYPAFDKNNPSNKLVSTSNTV 

TAAHIKKFTFVCMALSLTLCFV 

MFWDTQRV*GKSLIDIIGSGLW 

PLQELCVV\PLWIFSFFPVPVTV 

RAHLTGWLMTL\KKTFVLAPSS 

\VLRIIVL1ASL\AVLP\YLGVHG 

ATLGWGFLLAAGFCGENSTMG 


10328 


40696 


A 


10389 


1 


1389 


GDAT1RKMLSFWWPLALILATQ 

RISRPIVNLFVSRDLGGSSAATE 

AVAILTATYPVGHMPYGWLTEI 

RAVYPAFDKNNPSNKLVSTSNT 

VTAAHIFCKFTFVCN4ALSLTLKD 

SVQKPDISLTGRLVQTLPTRMR 

HQRGESKDVAPLASWLSEPSTS 

SEASQTSSKLT1NSQGEGKAKQ 

KLECGTLS1VLRSCEKNQERIKA 

AEKRNRSWTTLCGLGAWRPLL 

FELPVIVQTPDQTNRFQFRYPA 

KTQSGLCSFFHSFDLLTLEAFV 

KVWFPGCLLILIEYASSKNRKS 

KMLQNLKLLSADMTLKLCFVM 

FWTPNVSEKILIDII\GVDFAFAE 

LCVVPLRIFSFFPVPVTVRAHLT 

G\FLMTLN Y\TF VL A PSS VLR] IV 

PHRPASWVLPY\LGVHGATLGV 

G\SLLAGFVGESTMVA\LATCY 

V Y RKQKKKM ENES ATEG E\DS 

AMTDMPPTEEVTD1VXEMREEN 
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SCO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
OJ/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=C|nn coiIaii /snnccihl* niirlrnttif* 

h^VV|/ VVUVIIi f |FV99ll<flC IIULICVIIUC 

deletion, \=possible nucleotide insertion) 


10329 


40697 


A 


1O390 


57 


556 


TGRCTCHDRHYWYSPVERIAY 

NVEAARWEQRTDLDKLV1EME 

TNGTIDPEEAIRRAATILAEQLE 

AFVDLRDVRQPEVKEEKPEFDP 

ILLRPWDDLELTVRSANCLKAE 

AIHYIGDLVQRTEVELLKTPNL 

GKKSLTE1KDVL ASRG LSLG MR 

LENWPPASIADE 


10330 


40698 


A 


10391 


536 


787 


GRD* PDYAEN AH VM PPV V 1 ED 
ASDMLLAITQAGRMLMFPVSD 
LPQLSKGKGNKIINIPSAEAARG 
EDGLAQLYVLPPQSTLTIH 


10331 


40699 


B 


10392 


868 


900 




10332 


40700 


A 


10393 


1 


278 


MNPQEANYAYLRG/EVELVRLP 
DAEGRIAAE/GALPYPPGVLALE 
EG1/N LLPGFAPELQG V Y 1 EE/H D 
GSGIIMLPTKLAEVGTI 


10333 


40701 


A 


10394 


1 


811 




10334 


40702 


A 


10395 


1 


682 




10335 


40703 


A 


10396 


442 


546 




10336 


40704 


C 


10397 


1 


1776 




10337 


40705 


A 


10398 


2 


1354 


YFSPAAMKALDLLIKWTRSDQ 

NLGGCNTGLIRP1SP1VLIYKLVI 

GEQMIDVLGPEKRRRRTTQEKI 

AI VQQSFEPGMTVSL V ARQHG 

VAASQLFLWRKQYQEGSLTAV 

AAGEQVVPASELAAAMKQIKE 

LQRLLGKKTMENELLKEAVEY 

GRAKKWIAHAPLLPGDGDCTS 

FSDEPMTG WMAAAV VTLM IR 

MCFS V YTM LSESCQRM VI VG Y 

GRR\PDRQNLMIQGSKP/SIFRQF 

C/PDFEHLQEPYE/LLWE/MYGN 

RGYLQLVSFMQKFIDQSIFANT 

QYDPSRFPSGKVPIQQLLKDLL 

TAYKFGVKTLYYQNTRDGAED 

AQDDLVPSIQDDGCESGACLIR 

RASVASGSGCRMQRERL1LATA 

RJCRPDKTRQRRIRHRMRRKMP 

YPALNSQQDTLMAYTTFSQTK 

NDQLKEPMFFGQPVNVARYDQ 

QK YDI FEK L 1 EKQLFFLLASG RS 


10338 


40706 


C 


10399 


1 


1269 
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SEQID 
(NO: 


SEQ ID NO: 

of peptide 
sequence 


Met 


SEQID NO: 

in 1 IQQIM 

in uooii 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
couon lor msi amino aciu 
of peptide sequence 


Amino acid sequence ( X=Unknown T 
Olv|J cuuun, r--|H)5SIDIC nucif ouuc 

deletion, \=possible nucleotide insertion) 


10339 


40707 


A 


10400 


1 


1909 


MGFHHVAQAGFELLISSDLPAL 

ASQTARITAREARAPVEENKKA 

QLERDKQLSEQQKQAALAKEY 

KAQVKQL1EMNR1TIANGDIGF 

NFTDGNLIKK1FVDKLTQAQLIN 

G RL A I ARLL VDNNSEGE Y A 1 1 PA 

S V A DK1 AQRDASSIVLHSALSA 

EEQDEDDPYADFKVPDDLMWP 

TVYGRSVDRIRRSRR1RQSCAM 

PDATLCASYQAYGLRAKHPSFS 

SQGVPHCVPDVTLK1ASEAPSPI 

VGGTLPVPMTSQLPSVTSMQLL 

LDLDTIPNEPLHYDWEALRESI 

KTHGLRNSTLSALMPSETSSQIS 

N ATNGIEPPRG Y VSIKASKDGIL 

RQVVPDYEHLHDAYELLWEMP 

GNDGYLQLVGIMQKF1DQS1SA 

NTNYDPSRFPSGKVPMQQLLK 

DLLTAYKFGVKTLYYQNTRDG 

AEDAQDDLVPSIQ\DDG\CESGA 

CLIRRASVASGSGCRMQRERLI 

RPTARICRPDKTRQRRJRHRMR 

RVLPGRATRRDFPSLEAGYQW 

LPGRGLV1EPQAQVMYQGVQQ 

DDCTAASRARVSQSQGDDIQTR 

LGLHSEWRTAVHVIPTLDLNDY 

HDPHSTEIEEDGST1SDDAVKQR 

GEIKVGVTGNISQRVSLRGSVA 

WQKGSDDFAQTAGFLSMTVK 


10340 


40708 


B 


10401 


1 


1329 




10341 


40709 


A 


10402 


1419 


1788 


ALTSVLPRPSVHW*\SPKPRNVD 

WH1GRGVAIIMQKSGIPDIDQA 

NCMIKLESDGTFIVHSGGADIG 

TGLDTVVTKLAAEVLHCPPQD 

VHVISGDTDHALFDKGAYASS 

GTCFSGNAARLAAEN 


10342 


40710 


A 


10403 


73 


477 


SMFPRJPFGY/WH1/GSRVAIICQ 

K/SG 1 PDI DQSNLHDQLESHGTFI 

VHSG/GFDYGTGLDTV/VLTKL 

A AE V/LHCPPQD VH VI SG DTDH/ 

ALFDKGAYASSGTCFSG/NAAR 

LAAVNPRALAYSYGGGGGARV 

C1WGGWGRR 
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SEQID 

NO* 


SEQ ID NO: 

oi pcpuuc 
sequence 


Met 
hod 


SEQ ID NO: 

III UOOI' 

09/540,217 


Nucleotide 
locanon oi iirsi 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for Isst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


10343 


40711 


A 


10404 


1 


756 


MSIAYQEIPQNERLRLSDSSITS 

VVEYLLAVVARSVYTSPDMAiF 

REHHSYMSLSMAACRKIRPCPQ 

ELPRSIPHMISAMWSQSAPDHV 

VQHERJEQQSGFGDGTESHSTSD 

SNTEVRQNCSPPIGGVRNHRAL 

RGHQPAELEPENILKLLLMVAE 

RKAHKGWYYSGDLCRMDEAG 

YIKITGRKKDIIVRGGENISSR£V 

EDILLQH PKI PN A\CMG AMSDD 

RJLGERSCAYVWLKAPHHSLSL 

EEVLCWRGC 


10344 


40712 


A 


10405 


252 


1245 


GSRILPGASITRS\LEF1AGQAVK 

FNPLLPVSLVKRNTTLAPTTHT 

ASPRALADSLMQLARQVSRLD 

SGQRSVVFVRWSRRSIIVDSHA 

GL1TTQRALGQSDMYRGSLPISE 

LR1IGPRHLRGVLRVVRLCPFSE 

PMLVECNPLLPSSLIIREPSLEPT 

LRFASRIALPDSTVLQ1FSGVLP 

LSSGQAYIQFTYSETPRSTPREA 

NSAHILSVHQWKCGHIVMAAR 

VKVGYPQWTPISLSAGLSAVLY 

KPVERGGRCSHSCSTALSPQGF 

LSSLLRF1SEGVFKSFTDKQMLR 

DFVTTRPALIVLLWQPLNVEGT 

SSTSHCIIMPTCNDHRD 


10345 


40713 


A 


10406 


269 


432 




10346 


40714 


A 


10407 


332 


933 


RVSRGRKVVFYRPEEDAGDEK 

GYESFPWFIKRAHSPSRGLYSV 

HINPYLIPFFIGLQNRFTQFRLSE 

TKEITNPYAMRLYESLCQYRKP 

DGSGIVSLKIDWIIERYQLPQSY 

QRMPDFRRRFLQDFRLLGQ\TS 

VDRLL\QLSQGQAVKGNQLLPV 

SLVKRKTTL\APNTQTA\SPRAL 

ADSLMQLARQVSRLESGQ*AQ 


10347 


40715 


A 


10408 


1 


531 


MRWKIDLAR1SKEIIDFYITQGV 

NR1GFIAGEDEPGKADIREVAFA 

EYGRLKQVVREEDIWRGGFSSS 

SGYELAK\QILARKDYPKPLFV 

ASDSIAIGVLRAIHERGLNIPQDI 

SLISVNDIPTARFSFPPLSTVRJH 

SEMMGSQGVNLVYEKAPDGR 

ALPLLVFVPSKLKLRGTTR 


10348 


40716 


A 


10409 


1 


1059 




10349 


40717 


A 


10410 


2187 


2429 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
nod 


SEQ ID NO: 
in USbiN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


10350 


40718 


A 


10411 


1 


835 


MRPFGDYPDGGIDDLKISFSVP 

AAGVGPHFDQYDVFIIQGTERR 

RWRVGEKLQMKQHCPHPDLL 

QVDPFEAIIDEELEPGDILYIPPG 

FPHEGYALENAMNYSVGFRAP 

NTRELIVSGLPDYVLQRELGGNY 

YSDPDVPPRAHPADVLPQEMD 

KLREMML\ELSTHPDPFKQWLG 

EFISQSRHDLDIAPPDPPYQPDE 

FSDALNQGKVLGALGGLRVLR 

MGDAVYPNGEKMDSPPRPALD 

ALASTIALTAKNFGDALEDPSF 

LAMLAALVNSGYWFFEG 


10351 


40719 


A 


10412 


249 


474 


VYLLIVLAVLYTNNRQTESQIM 
SELPFTIASKRIKYLGIQLYTRDV 
KDLFKDNYIPLLKEI*EDTSKW 
KSIPCSW1 


10352 


40720 


A 


10413 


157 


413 


AL VCS/SSL A I REMQIKTTMRYH 
LTPVRMATIKKSGNNRCWRGC 
GEIGTLLHCWLDCKLVQPLWK 
SVW*FLRNLELE1PFDPAIPLL 


10353 


40721 


A 


10414 


342 


528 




10354 


40722 


B 


10415 


32 


587 




10355 


40723 


A 


10416 


1 


2141 




10356 


40724 


A 


10417 


1 


748 




10357 


40725 


A 


10418 


321 


411 


RN RDR YKQ WKQDFFHDS YNR 

QRCGCWRLYRRHHR*CRRYRR 

QQPHLCRLYES*KKSCFHCLYR 

SRF/RLRVKYPRDMYSCLGTFL 

RSPVAIRIPLSRNQVKR 


10358 


40726 


A 


10419 


1 


2235 
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SEQ II) 

■MO* 


SEQ ID NO: 

Ul UC|HIUt_ 

sequence 


Met 

II OU 


SEQ ID NO: 

in 1 ICCM 
111 vdOli 

09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


10359 


40727 


A 


10420 


1 


1884 


MGKDFMTKTPKAMATKAK1D 

KWDVIKLKSFCTAKETTIRVNR 

FNKIDKPLARLIKKKREKNQIDT 

IKNDKGDITTDPTE1QTTIREYY 

KHLYTNKLENLQEMDKFLDTY 

TLPRLNQEEVETLNRPITGSEIV 

A I MNSLPTKKSPG PDG FTA EF Y 

QR Y K EELAl I LIPK/PGQDTTKKE 

NFRPISLMNIDAKILNK1LAKRJ 

QQH1KKLIHHDQVGFIPGMQG 

WFNIRKS1NVIQHINRAKDKNH 

MTISIDAEKAFDKIQQPFMLKTL 

N KLGIDGTYFK I! R A I Y DKPTAN 

I1LNGQKLEAFPLKTGTRQGCPL 

SPLLFNIVLEVLARAIRQEKE1K 

GIQLGKEEVKLSLFADDMIVYL 

ENPTVSAQNLLKLISNFSKVSG 

YKFNVQKSQAFLYTNKRQTESQ 

IMSELPFTIASKR1KYLG1QLPRD 

VKDLFKEMYKPLLKE1KEDTNK 

WKNIPCSWVGR1NIVKMA1LPK 

VTYRFNAIPIKLPMTFFTELEKT 

TLKFIWNQKRAR1AKS1LSQKN 

KAGGITLPDFKLYYKATVTKTA 

WYWYQNRDIEX}WNRTEPSEIT 

PHIYNYLIFDKPEKNKQWGKDS 

LFNKWCWENWLAICRKLKLDP 

FLTPYTK1NSRWIKDLNVRPKTI 


10360 


40728 


A 


10421 


1 


822 




10361 


40729 


A 


10422 


2738 


2949 




10362 


40730 


A 


10423 


1 


1134 




10363 


40731 


A 


10424 


1 


2118 




10364 


40732 


A 


10425 


938 


1147 


SLETRKSAPCTIMFR1C1AGCCW 
LPCGTPTSVLTKRWH*P*VIFL 
WSRRIHTASCLPSQRSITGHVH 
HQ 


10365 


40733 


A 


10426 


2 


1624 




10366 


40734 


B 


10427 


1 


3690 




10367 


40735 


A 


10428 


1 


1056 




10368 


40736 


B 


10429 


1 


2265 




10369 


40737 


A 


10430 


1 


2037 




10370 


40738 


A 


10431 


1 


2406 




10371 


40739 


B 


10432 


670 


2568 




10372 


40740 


A 


10433 


3 


4072 




10373 


40741 


A 


10434 


1 


3171 




10374 


40742 


A 


10435 


1 


1542 




10375 


40743 


A 


10436 


1 


1008 




10376 


40744 


A 


10437 


1 


2241 




10377 


40745 


B 


10438 


1 


2682 





WO 01/075067 



PCT/US01/086J1 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=pos$ible nucleotide insertion) 


10378 


40746 


A 


10439 


644 


949 


MRKPTLGRTYPSRPPSPAAARG 

ASRAALGPGHGLETRKSAPCTI 

MFRJCIAGCCWLPCGTPTSVLT 

KRWH*P*VIFLWSRRIHTASCLP 

SQRSITGHVHHQ 


10379 


40747 


A 


10440 


1 


1088 


MARKDIQVLIIGTYEYYLVKGE 

KVLTILAIKLKVLKWSGYPGLC 

LPEYHLGEVEGEDDMEVTAMD 

GRCLEVKQGSERLQVADQECV 

GDGSGRLCPFDRCECEQRLQLV 

RPGLCNPRAIALTTKPQSPSPNI 

KRLVIGEQMIDVLGPEKRRRRT 

TQEKIA1VQQSFEPGMTVSLVA 

RQHGVAASQEGSLTAVDAGEQ 

VVPASELAAAMKQIKELQRLL 

GKKTMENELLKEAVEYGRAKK 

WIAHAPLLPGDGERTDDWMDG 

RRSRHTDDTDVL*SASWRQQV 

QRQEQP VLRRRQQ* DFLLG WL 

LHHVAGQRGRPSSPVQSSAEQL 

RSFPVWYAVCVSPALRHQSSVL 


10380 


40748 


A 


10441 


1 


2781 


MGKKQNRKTGNSKKQSASPPP 

KERSSSPATEQSWMENDFDEM 

REEGFRRSNYSELREDIQTKGK 

EVENFEKNLEECITRITNTEKCL 

KELMELKTKARELREECRSLRS 

RCDQLEERVSVMEDEMNEMN 

DGENGTKLENTLQD1IQENFPN 

LARQANVQIQEIQRTPQRYSSR 

RATPRH1IVRFTKVEMKEKMLR 

AAREKDFKPTKIKREKEGHYIM 

VKGSIQQEELT1LKIYAPNTGAP 

RFTKQVLSDLQRDLD 


10381 


40749 


A 


10442 


1 


2445 




10382 


40750 


A 


10443 


1 


1428 




10383 


40751 


A 


10444 


1 


2478 





WO 01/075067 



PCT/US01/08631 



SEQ ID 
INU: 


SEQ ID NO: 

of peptide 
sequence 


Met 

ht\A 

noo 


SEQ ID NO: 

In 1 IQCJVJ 
In UooPf 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X°Unknown, 
*=Stop codon, ^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10384 


40752 


A 


10445 


1 


1746 


METQKTLQK1NESRSWFFEKIN 

KI DRPL ARL 1 KKK REKNQIDTI K 

NDKGD1TTDPTE1QTT1REYYKH 

LYANKLENLEEMDKFLDTYTL 

PRLNQEE A ESLN KPITGPEI E A 1 1 

NSLPTKKIPGPDGFTAEFYQRY 

KEELQHlKKLIHHDQVGFIPGM 

QGWFNIHKLINVIQYINRTKDK 

N H M1ISIDAEKASDKIQQPFM LK 

TLNKLGIDGTYLKIIRAIYDKPT 

ANIILNGQKLEAFPLKTGTRQG 

CLLSPLLFNIVLEVLARAIRQEK 

EKKCIRLGKEEVKLSLFADDMI 

VYLENPIVSAQNLLKLISNFSKV 

SGYKINVQKSQAFLYTNNRQIE 

SQIMSELPFTIASKRIQYLG1QLT 

RDVKDLFKENYKPLLNEIKEDT 

NKWKNIPCSWIGRIN1MKMAM 

LPKV1YRFDAIPIKLPMTFFTELE 

KTTLKFI WNQKRARIAKS1LSQ 

KNKAGGITLPDFKLYYKAIVTK 

TAWYWYQKRDVDQWNRJEPS 

ETIPHICNH LI FDKPDKNKQ WG 

KDSLFNK WC WEI WLAIGRKRK 

LDPFLTPYTKINSRWIKDFNIRP 

KTI KTLEESLGUQDI SMGKK FTS 


10385 


40753 


A 


10446 


2 


541 




10386 


40754 


B 


10447 


1 


1533 




10387 


40755 


A 


10448 


753 


1468 


LVTS YSLLPRHPDRGRG YH FD 

MGVWIKN*IKPMS*REQL*PWL 

PLKRSLICFLSAHFWLVVRRPK 

RVWCKPVQVSATFTVIADNNLY 

RQNSFVYSFTECTNDG*LAITSF 

CRDQAVRLVNEVFTGCCREICT 

/CATGYARRYGIDRSVLQSRPIH 

SQKK*NRSSLYSSGK*L*PALQC 

WWF/CTTSLPVIRVVKEILLPLL 

VSITVSLRVKYPRDMYSCLGTF 

LRSPVAIRIPLSRNQVKR 


10388 


40756 


A 


10449 


753 


1468 


LVTSYSLLPRHPDRGRGYHFD 

MGVWIKN*IKPMS*REQL*PWL 

PLKRSLICFLSAHFWLVVRRPK 

RVWCKPVQVSATFTVIADNNLY 

RQNSFV YSFTECTN DG * L Al TSF 

CRDQAVRLVNEVFTGCCREICT 

/CATGYARRYGIDRSVLQSRPIH 

SQKK*N RSSL YSSG K* L* PA LQC 

WWF/CTTSLPVIRVVKEILLPLL 

VSITVSLRVKYPRDMYSCLGTF 

LRSPVAIRIPLSRNQVKR 



WO 01/075067 PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10389 


40757 


A 


10450 


753 


1468 


LVTSYSLLPRHPDRGRGYHFD 

MGVWIKN*IKPMS*REQL*PWL 

PLKRSLICFLSAHFWLVVRRPK 

RWCKPVQVSATFTVIADNNLY 

RQNSFVYSFTECTNDG*LAITSF 

CRDQAVRLVNEVFTGCCREICT 

/CATGYARRYG1DRSVLQSRPIH 

SQKK*NRSSLYSSGK*L*PALQC 

WWF/CTTSLPVIRVVKEILLPLL 

VSITVSLRVKYPRDMYSCLGTF 

LRSPVAIRIPLSRNQVKR 


10390 


40758 


A 


10451 


753 


1468 


LVTSYSLLPRHPDRGRGYHFD 

MGVWIKN*IKPMS*REQL*PWL 

PLKRSLICFLSAHFWLVVRRPK 

RWCKPVQVSATFTVIADNNLY 

RQNSFVYSFTECTNDG*LAITSF 

CRDQAVRLVNEVFTGCCREICT 

/CATGYARRYGIDRSVLQSRPIH 

SQKK*NRSSLYSSGK*L*PALQC 

WWF/CTTSLPVIRVVKEILLPLL 

VSITVSLRVKYPRDMYSCLGTF 

LRSPVAIRIPLSRNQVKR 


10391 


40759 


B 


10452 


1 


2259 




10392 


40760 


B 


10453 


1 


684 




10393 


40761 


A 


10454 


1 


1419 




10394 


40762 


B 


10455 


1 


462 




10395 


40763 


B 


10456 




915 




10396 


40764 


B 


10457 




1659 




10397 


40765 


A 


10458 




1659 




10398 


40766 


A 


10459 




1224 


MIVYLENPIVSAQNLLKLISNFS 

KVSGYKINVQKSQAFLYTNNR 

QTESQIMSELPFTIASKRIKYPGI 

QLTRDVKDLFKENYKPLLKEIK 

EDTNKWKNIPCSWVERINIVKM 

AILPKTAKNGPVLPPLHSEEK1P 

FN\FH*LFR*TITATKA*QKRR* 

MCQNLMTH\QNQRSGRSQIYF* 

RRRKNISDRSAVYR*RQLYIRR 

QP YAERPSVH VEDKGHKY L V FE 

ANTGTENGYQGEESLFNKAYY 

GGGTNFFCKESQKLQQSAKKR 

DAELANGALGIIELNNDYTLKK 

VMKPLITSNTVTDEIERANVFK 

MNGKWYLFTDSRGSKMTIDGI 

LPISDPTIKQDFRLLGQTSVDRL 

LQLSQGQAVKGNQLLPVSLVK 

RKTTLAPNTQTASPRAL A DSLM 

QLARQVSRLESGQ 



WO 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 

lorn tinn nf firct 

codon for peptide 
sequence 


Nucleotide location of lasl 

mtinn fnr lact uminn nrirl 

vUUUII IU1 Inol ailllllts ill IU 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
— oitip cinioii} /— possiDie nucleotide 
deletion, \=possiblc nucleotide insertion) 


10399 


40767 


A 


10460 


1 


2241 


MEDEMNEMKQEEKFREKRJKR 

NEQTLQEIWDYVKRPNLHLIGV 

PESDGENGTKLENTLQDIIQENF 

PNLARQANVQIQEIQRMPQRYS 

SRRATPRH11VRFTKVEMKEKM 

LRAAREKDRSMRQKVNK.DTQE 

LNSALHQADLIDIYRTLHPKSTE 

YTFFSAPHHTYTKIDHILGSKAL 

LRKCKRTEIITNYLSDHSAIKLE 

LRI KNLTQNRSTTWKLNNLLLN 

DYWVHNKMKAE1KMFFETNEN 

KDTTYQNLWDAFKA/EIQTTIK 

EYYKHLYANKLENLEEMDKFL 

DTVYTLPRLNQEEVESLNRPITG 

AEIVAIINSLPTKKSPGPDGFTA 

EFYQRYKEELVPFLLKLFQSIEK 

QGILPNSFYEASTILIPKPGRDTT 

EKENFRPISLMNIDAKILNKILA 

KRIQQHIKKLIHHDQVGFIPGM 

QGWFNIHKSINVIQHINRAKDK 

NHMIISIDAEKAFDKIQQRFML 

KTLNKLGIDGTYFKURAIYDKP 

TAN 1 1 LNGQKLE A 1 PLKAGTRQG 

CPLSPLLFNIVLEVLARVIRQEK 

EIKG1QLGKEEVKLSLFADDMI 

VYLENPIVTAQNLLKLISNFSKV 

SG Y K IN VQK.SQA FL YTNN RQTE 

SQIMSELPFT1ASKRJKYLGIQLT 

RDVKDLFKENYKPLLKEIKEDT 

NKWKNIPCSWVGR1NIMKMAIL 

PK.VIYRFNAIP1KLPMTFFTELE 

KTK\FIWNQKSAHITKGILSQKN 


10400 


40768 


B 


10461 


1 


1254 




10401 


40769 


A 


10462 


551 


S68 


SIQHWSR1SSRLVYRSKAVAAA 
LL PMNCSLWSTQ AGFLPRFG * R 
*TRHLSTIEPEDYNLLFRRVSLK 
LSVWLPTWQSKSNGWSQKCL 
WMHLKFDSLNALLPPTGF 


10402 


40770 


A 


10463 


1 


2985 


MEDEMNEMKREGKFREKRJKR 

NEQSLQEIWDYVKRPNLHLIGV 

PESD V ENGTKLENTLQDI IQEN F 

PNLARQANVQIQEIQRTPQRYS 

SRRATPRHIIVRFTKVEMKEKM 

LRAAREKGHCNSGKSHRSLWE 

QN KG 1 FTTCICDDA EDLQSPSTA 

GPWFGVLYTKGGPYPQEDIFSE 

EVHTGPKLRKKIQEYQLTSKWS 

KSDVQVSVERRMAGGNPNQCH 

IGEVLLDGFTAEFYRRYKEELV 

PFLLKLFQSIEKEG 


10403 


40771 


B 


10464 


1 


2277 





WO 01/075067 



PCT/USO 1/08631 



SEQID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


10404 


40772 


A 


10465 


1 


1064 




10405 


40773 


B 


10466 


1 


1827 




10406 


40774 


A 


10467 


1186 


1208 


ATKMVRLSVAALVQRMKEFCA 
AKFPAVITCWWSVWAQSA*WR 
♦CWRKTK1 


10407 


40775 


B 


10468 


I 


1992 




10408 


40776 


A 


10469 


1488 


1920 


RVRVTAVITERDCVSRSRWTAV 

IVRHCTGRSLPAASTVKQYRTS 

CWERWN/CRFGNDLPSSPVEWL 

TDN/EFMLPG**NTPVRPDVGLE 

PT*TRAACQESRCN/RLTPGIVL 

EIIGVWMQRWSLECRLAIPCIFG 

WLPRVVGEESGA 


10409 


40777 


A 


10470 


I 


1659 




10410 


40778 


A 


10471 


1 


987 




10411 


40779 


A 


10472 




1278 




10412 


40780 


B 


10473 




1556 




10413 


40781 


A 


10474 




1905 




10414 


40782 


A 


10475 


644 


949 


MRKPTLGRTYPSRPPSPAAARG 
A SRA A LG PG HGLETRKS A PCTI 
MFRICIAGCCWLPCGTPTSVLT 
KRWH*P*V1FLWSRRIHTASCLP 
SQRSITGHVHHQ 


10415 


40783 


A 


10476 


1 


1217 




10416 


40784 


A 


10477 


83 


1134 




10417 


40785 


A 


10478 


2450 


2607 





WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 

Inrnttnn of fircl 

IWUIIUII wl 11191 

codon Tor peptide 
sequence 


Nucleotide location of last 

fndnn for lad amino arid 

VWUII Bill lajl illllllfu a^iu 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
kjt\i|j vvuuii, /— |juddiDic nucicoiiue 
deletion, \-possibIe nucleotide insertion) 


10418 


40786 


A 


10479 


1 


2604 


MPLRAFNPVSSFRWARGMTIV 

AALMTVFFIMQLVGQVPAALW 

VIFGEDRFRWSATMIGLSLAVF 

GILHALAQAFVTGPATKRFGEK 

QAIIAGMAADALGYVLLAFAT 

RG WM A FPIM I LL A SG G I G M P A L 

Q A M LSRQ VDDDHQGQLQG S L 

AALTSLTSIIGPLIVTAIYAASAS 

TWNGNRACSSSVTRJVSILSRFl 

G1ITPMNRNPPYTEASVTKQEK 

TALNMARFIRSQTLTLLEKLNE 

LDADEQADICESLHDHADELYR 

SCL A RFG DDGN S Y D H D Y A KL A 

CLQVEGRGGGTFAHELLAVEY 

AGWISPAFRLKVNQTFIDYRTG 

RLQPAIPQSLPEALRJLAADLAE 

QKQRLEQK M LMD A PK VEF A E R 

VATASGVLIGNYAKVLGLGQN 

YLFTWLRDNG1LI/CNR*TQERP 

QTRJHISWVFH/LLKKP*SIQAM 

EAG/LSFTTRITGKGQQWLMKR 

LLDARNRDRYKQWKQDFFHDS 

YNRQSAGHILSQCANLAATTSE 

YFIHKPHRJL1AAETGYSQSTVV 

RAFREAVNKGILSVEIVIGDHRE 

RRANLYRFTPSFL AFAQQA KN A 

LIESKLKISSAATKVKAVLAKTL 

ALFNFLSTPPCQNDTPSPCQDD 

VAIKNKKSQVKKTKRSVSGGA 

GTTSLKKLTSWIAKAKAKADN 

LRLSKKRTQKHEFKQKVEAAA 

RK Y A YLKNKRSPDI GG I SNFDN 


10419 


40787 


A 


10480 


I 


2559 





WO 01/075067 PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10420 


40788 


A 


10481 


1 


1676 


MLNGEKLAVKQEALLAAISEK 

DANIALLELSSSKKKTQEEVAA 

LKREKDRLVQQLKQQVEGRGG 

GTFAHELLAVEYAGW1SPAFRL 

KVNQTFIDYRTGRLQPAIPQSLP 

EALRLAADLAEQKQRLEQKML 

MDAPKVEFAERVATASGVLIG 

NYAKVLGLGQNYLFTWLRDN 

GILIATGERRNVPKQEYISRGYF 

TLKETVIDTSNGSRISFTTRITGK 

GQQWLMKRLLDADVVRTTS1V 

MLAKVTFLSCITMSDFTFSGYE 

LACFVTHSGLSRSAGHILSQCA 

NLAATTSEYFIHKPHRLIAAETG 

YSQSTVVRAFREAVNKGILSVE 

IVIGDHRERRANLYRFTPSFLAF 

AQQAKNALIESKLKISSAATKV 

KAVLAKTLALFNFLSTPPCQND 

TPSPCQDDVAIKNKKSQVKKTK 

RSVSGGAGTTSLKKLTSW1AKA 

KAKADNLRLSKKRTQKHEFKQ 

KVEAAARKYAYLKNKRSPDIG 

G1SNFDNLPHCMTVNEALNAVL 

AKNKDNEQWGAVAGAY1AD1T 

DGEDRARHFGLMSACFGVGM 

VAGPVAGGLLGA1SLHAPFLAA 

AVLNGLNLLLGCFLMQESHKG 

ERRGELLKIVVLPGDHVGQEIT 

AEAIKVLKAISDVRSNVKFDFE 

NHLIGGAAIDLQGGGGKPRCVS 

KSLMLH/CWHSCRLEPRWR*QR 

VQR1 RL* VHP* AFF A PA V AFA LP 


10421 


40789 


A 


10482 


1 


3213 




10422 


40790 


A 


10483 


1089 


1373 




J 0423 


40791 


A 


10484 


2720 


2968 


TTTL VRLPCRSPKRRJ KA L RSQL 
RRKSI LKPLLS* SR* STTK* RNTP 
CSQVSSLSRLSTRYRRRMKHSV 
NLVWTWVPYSSAP 


10424 


40792 


A 


10485 


2 


2264 




10425 


40793 


A 


10486 


1693 


1980 




10426 


40794 


A 


10487 


1776 


2026 


SL ETRKS A PCT1 M FRI C I AG CC W 
LPCGTPTSVLTKRWH*P*VIFL 
WSRRIHTASCLPSQRSSN RACSS 
SVTR1VSILSRFIGI 


10427 


40795 


A 


10488 


1323 


2064 




10428 


40796 


A 


10489 


53 


243 


WTVPLGAVPPVRMHEGLGCW 
CKLNGEVCMSGMCLLCWWDC 
D*RHDLKANLDRLMNVCQDGR 
KR 


10429 


40797 


A 


10490 


I 


3117 




10430 


40798 


A 


10491 


1 


1227 





WO 01/075067 



PCT/USO 1/08631 



SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codoo for peptide 
sequence 


Nucleotide location of last 

fnsinn for lad nminA 4if*i(i 
lUUOII lur IdM it III If 1U OtIU 

or peptide sequence 


Amino acid sequence ( X=Unknonn, 
*=Slop codon, /= possible nucleotide 
deletion, ^possible nucleotide insertion) 


1043 1 


40799 


B 


10492 


1 


2119 




10432 


40800 


A 


10493 


938 


1147 


SLETRKSAPCTIMFRICIAGCCW 
LPCGTPTSVLTKRWH*P*VIFL 
WSRR 1 HTASCLPSQRSITG H VH 
HQ 


10433 


4080! 


A 


10494 


1 


2822 


M V KG S I QQEELT1 LN I Y A PNTG 

APRFIKQVLSDLQRDLDSHTLI 

MEDFNTPLSTLDRSTRQKVNK 

NTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELR1KNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETN EN K DTTYQN L WDAFKA VC 

RGKFIALNAYKRKQERSKIDTL 

TSQL K ELEKQEQTH S KA SRRQE 

ITKIRAELKEIETQ 


10434 


40802 


A 


10495 


2 


163 




10435 


40803 


A 


10496 


4051 


4355 


MRKPTLGRTYPSRPPSPAAARG 

ASRAALGPGHGLETRKSAPCTI 

MFR1CIAGCCWLPCGTPTSVLT 

KRWH*P*VJFLWSRRIHTASCLP 

SQRS1TGHVHHQ 


10436 


40804 


B 


10497 


1692 


1781 




10437 


40805 


B 


10498 


1 


3477 




10438 


40806 


A 


10499 


179 


439 


KKELVNLTTD*SLENR/WIDVL 
GPEKRRRRTTQEKIA1VQQSF/G 
TGDDGLPRCPATWCSSQPV1SL 
A * AIPG RKS YCCRRRRTGCSCL 


10439 


40807 


A 


10500 


1 


7456 


MYQANGKQKKAGVAILVSDKT 

DFKPTKIKRDKEGHYIMVKGSI 

QQEELTILNIYAPNTGAPTFIQQ 

VLSDLQRDLDSHTLIIGDFNTPL 

STSDRSTRQKVNKDTQELNSAL 

HQADLIDIYRTLHPKSTEYTFFS 

APHHTYSK1DHILGSKALLSKC 

KRTE1ITNYLSDHSAIKLELMIK 

NLTQNHSTIWKLNNLLLNDYW 

VHKEM KAEIKM FFETNENKDT 

TYQNLWDTFKAVCRGKFIALN 

AHKRKQERSKIDT 


10440 


40808 


A 


10501 


2476 


2718 


WPLRGRGGHRAAPGRHLHLQQ 
RLLLRLHLTACLLQDALDG/GP 
PRCWRGSCRWRCSAGPPRSWA 
RRPSATRSPSWPALECS 
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SEO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on Tor peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


10441 


40809 


A 


10502 


2 


4517 


HRLANWIKSQDPSVCYIPETHL 

TCRDTHRLKIKGWRKIYQANG 

KQKQAGVA1HJSDKTDFKPTKI 

KRDKEGHYIMVKGSIQQEKLT1 

LNVYAPNTGAPRFIMQVLSDLQ 

RDLDSHTLIMGDFNTPLSTLDR 

LTRQKVNKDTQELNSALHQVD 

LI Dl YRTLQPKSTEYTLFSAPH H 

TYSKIDH1LGSKALLSKCKRTEII 

TNYLSDHSAIKLELR1KKLTQIR 

STAWKLNNLLLNDYWVHNEM 

KAEIKMFFKNNEN 


10442 


40810 


B 


10503 


88 


501 




10443 


40811 


A 


10504 


1 


971 


MWALFM1RNVKKQRPVNLDLQ 

TIRFPITAIASILHRVSGVITFVA 

VGILLWLLEYRLSYLKGSSKLR 

DYGQLLTLEiPAALLPfHTGIVN 

QNINCTETLTASSDNLLRRAFC 

GDTHLHEVHLNTLFFNHFLCFA 

V1FDETRNKDICATSGQHAHFV 

DKKRKRELLSHMIGKGNWQQV 

LVFTRTKHGANHLAEQLNKDG 

IRSAAIHGNKSQGARTRALADF 

KSGD1RVLVATDIAA/RGLDIEE 

LPHVVNYELPNVPEDYVHRJGR 

TGRAAATGEALSLVRSFFDWC 

DDCAAAGGMGNRNAQLADGI 

YHLRCI ELYLGDGMADFL 



WO 01/075067 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
nod 


SEQ ID NO: 

in USolN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


10444 


40812 


A 


10505 


1 


2201 


MSFDSLGLSPD1LRAVAEQGYR 

EPTPIQQQA1PAVLEGRDLMAS 

AQTGTGKTAGFTLPLLQHL1TR 

QPHAKGRRPVRALILTPTRELA 

AQIGENVRDYSKYLNIRSLVVF 

GGVSINPQMMKLARGGVDVLV 

ATPGRLLDLEHQNAVKLDQVEI 

LVLDEADRMLDMGFIHDIRRVL 

TKLPAKRQM LLFS ATFS DDI KA 

LAEKLLHNPLEIEVARRNTASD 

QVTQHVHFVDKKRKRELLSHM 

IGKGVNWQQVLVFTRTKHGAN 

HLAEQLNKDGIRRAAKHGNKC 

KCAYSKFQKPSPH1FTMLIGVC 

GVNQSAITNVSNVSNMAKISGS 

GSHRLTKRVIKRDMRP1 FNHPV 

AYSDRRRLQTELLFWHARWLN 

HTRRQFRIKEGDNGGQCFLFLW 

TGRFNFNLPSFGRlQHQQR>nsiA 

VGFSLGAFVITFIAGRACMPSLF 

VISTVCLTVMVYVFPAYDGVT 

GRFYRASGSSLPVALQYTPNGA 

SRRYNQWRPSRMLSSLKKQKW 

RKGMSESLHLTRNGSILEITLDR 

PKANA1DAKTSFEMGEVFLNFR 

DDPQLRVAIITGAGEKFFSAGW 

DLKAAAEGEAPDADFGPGGFA 

GLTE1FNLDKPVIAAVNGYAFG 

GGFELALAADFIVCADNASFAL 

PEAKLGIVPDSGGVLRLPKILPP 

AIVNEMVMTGRRMGAEEALR 

WGIVNRVVSQAELMD1MARELA 


10445 


40813 


A 


10506 


1 


168 


MCEKNLAYAHKVKAALEKGA 
S PG DFPRED Y ETN WEGXRFTL A 
DLNIHGKRALGMDV 


10446 


40814 


C 


10507 


1 


3861 




10447 


40815 


A 


10508 


1 


7407 




10448 


40816 


A 


10509 


290 


661 


QPLPEGRW/THLWHNDELDGS 
RWHK/QQHGFLSLPVYVRDNT 
LRALGNNDQRPDYVWHE/GTA 
FHLFN\LKAARTGNT1TAIDASE 
ANNWTLCLRNGVKVNGLQDG 
SQAESEQGLVVKPQGNALTITL 


10449 


40817 


A 


10510 


3 


510 


KFH FM S PFPA H SM VQ A LE* L Y A 

LGGLDKDCRLTEPLGMRJAEFP 

LNPMFAKMLLESGNFGCSQEIL 

SIAAMMQIQNIFVVPPNHKSHAI 

RVHRKFAVEEGDHLTMLNIYE 

A FI KHM KDSK WCQEH FLN Y KG 

LVRAATVREQLKKLLVKFQVP 

RKSSEGDPDLVLRCIVS 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
nod 


SEQ ID NO: 

in USoIN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


10450 


40818 


A 


10511 


1 


1920 


M 1 WGRA W WLTPVIPALWA AK 

VAGRVAEERGAVLGHEVGYCI 

RFDDCTDQLATRIKRLTESFSLl 

LSV1MLDEAHERTLYTDIAIGLL 

KK1QKKRGDLRL1VASATLDAD 

EEVETVVSML1EQARALARTG 

MKRHLRVLPMYAGLPSFEQMK 

VFERVSRSVRKVIVATNVAETSI 

TISGlVYViDCGFVKLRAYMPRT 

AIECLVVVPVSQASANQRAGR 

GGRSRSGKCYRLYTEEAFDKLP 

QSTVPEMQRSN L A P V I LQLKA L 

GIDNVLRFHFMSPPPAQSMVQA 

LELLYALGVSLDKDCRLTEPLG 

MRIAEFPLNPMFAKMLLESGNF 

GCSQEILSIAAMMQIQNIFVVPP 

NQKSHAIRVHRKFAVEEGDHL 

TMLNIYEAF1KVSTTTARSAAST 

HHPLEHNKDSKWCQEHFLNYK 

G L VRA ATVREQLKKLL VKFQ V 

PRKSSEGDPDLVLRCIVSGFVFA 

NAARFHSTGAYRTIRDDHELHI 

HPASVLYAEKPPRWV1YNE\LL 

QTSKYYMRDVTAIESAWAVGS 

WLHTF YSTRERTCS L E SQKGPR 

SRDPLRREPTVYSCRDCWRPLL 

HAAAPGPRWGELAPAPVECLV 

ALKWAAACSLVLSSRCPQHLH 

PCWDPGGLCAWAGILLCCSGQ 

SGSWLTQHAH 


10451 


40819 


A 


10512 


3 


414 




10452 


40820 


B 


10513 


62 


1408 
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SEQID 

NO* 


SEQID NO: 
oi pcpuuc 
sequence 


Met 

nou 


SEQ ID NO: 
in uooti 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
couon lur iasi amiuu bviu 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
* = Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide instrtion) 


10453 


4082 1 


A 


10514 


1 


1388 


MGTSSIFLCVLFLCGALGLTMS 

PARG RLRC Y ICG FTKPCHPV PTE 

CRDDEACGISIGTSGCRGIFQVP 

DGQRDSRSHFPADVTK1TWAC 

GQSPPGFKPLFPSCSSPKTGQM 

DVLIDLDFGFELRNRGIWGEGA 

1RDTEEKSADNLEPCSSPPPLEE 

VICCEGNAGFYEVGCVSTPLEA 

GYSVLGWNHPGFAGSTGVPFP 

QN E AN AMDV VVQFAIHRLFFH 

PQD11IYA\LAIGGFTATWAAMS 

YPDVSAMI LDASFDDLVPLA LK 

VMPDSWRGLVTRTVRQHLNLN 

NAEQLCRYQGPVLLIRKTQDG 

NLTPTVP\KD1CSNRANCLLVKA 

LQVHRYPGWMAEEGLLVARQW 

LEASSQLEEASIYSRW\EVEED 

WCLASVLR\SY\QAEHGADFPW\ 

SVGEDMSA\DGR\RQL\ALFLAR 

KHLHNFEATHCTPLPAQNFPRC 

PWHPLGTQLGLIMEEWGERRH 


10454 


40822 


A 


10515 


1 


1519 


MGFLPKLLLLASFFPAGQASWG 

VSSPQDVQGVKGSCLLIPCIFSF 

PADVEVPDGITAIWYYDYSGQR 

RVFMGNPEHRVCNLLLKDLQP 

EDSGSYMFRFEISEVNRWSDVK 

GTLVTVTARSLSPPGRHLETLH 

MAMSWQDHGRILRCQLSVAN 

HRAQSEIHLQVKYAPRGVKILL 

SPSG RNI LPGEL VTLTCQ VNSS Y 

PAVSSIKWLKDGVRLQTKTGV 

LHLPQAAWSDAGVYTCQAENG 

VGSLVSPPISLHIFMAEVQVSPA 

GPILENQTVTLVCNTPNEAPSD 

LRYSWYKNHVLLEDAHSHTLR 

LHLATRADTGFYFCEVQNVHG 

SERSGPVSVVVNHPPKTPTMM 

VFVEPEGGLRG1LDCRVDSEPL 

ASLTLHLGSRLVASSQPQGAPA 

EPH1HVLASPNALRVDIEALRPS 

DQGEYICSASNVLGSASTSTYF 

GVRALHRL/LSVPAAALGPGTA/ 

VWASCSCCWAWGPATPGGTG 

YYLTGTYKSGGQTQMLSASLF 


10455 


40823 


A 


10516 


3 


615 




10456 


40824 


A 


10517 


373 


631 


SGGPDTDVVSIPYSCSRMHLCS 
♦LCELLSFSWETLCRAVKENEL 
PKKE*RAPANQGPTGESSLSGL 
SDSPLQPGGDGVEERRALLF 
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SEQIU 

NO: 


SEQ 10 NO: 
of peptide 
sequence 


Met 
hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*— Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10457 


40825 


A 


10518 


I 


5521 


MANRFRSGEDSGGAIWQDCVE 

EGASELGFLESLLYTQGNDRKQ 

CSLTNQG RQVFALLM LRKGHL 

HVFVILFGPAGPAPPQPLPSVEQ 

VPLSLVPGPKGVAVSRTPPFFH 

QVHDCPFQDPKWEEQGSWDKI 

AALA1AELTLTSPVARDTSDPQ 

CAQQAA FLHGQASWG VSSPQD 

VQGVKGSCLL1PCIFSFPADVEV 

PDG1TAIWYYDYSGQRQVVSHS 

ADPK.LVEARFRGRTEFMGNPE 

H R VCN LLLKDLQPEDS 


10458 


40826 


A 


10519 


1 


1149 




10459 


40827 


A 


10520 


111 


370 


SHRRSLGEAARHPSFRPAGTAF 
E*VSQKVVHPRDLEDRSACVPV 
GCSLTRESFFRLNNQPHGTRFLP 
IPSNPESSRRAVPSAHLTV 


10460 


40828 


A 


10521 


1 


220 




10461 


40829 


A 


10522 


654 


967 




10462 


40830 


A 


10523 


2 


1415 




10463 


40831 


A 


10524 


2 


293 


CGKAFTQHSRL1QH/QRMHTGE 
KPYEYWEFGEKPRIYLQRKTFM 
KL DTTTG EGQS YQRNQM PECP 
YGEK.PCKCKECGKSFRR/SSELT 
RHQRAHTGEKP 


10464 


40832 


A 


10525 


51 


378 


GDFSPQKPPMAPHGCLTYLAFQ 
KVKEGK.KEEKKEKKKRKKERK 
KERKKERKKERKKERKRKEKK 
E\EGKEGRKEGRKEGRKEGRKE 
KKE1SKKEIVAPTSLNPLKCSVL 


10465 


40833 


A 


10526 


i 


235 




10466 


40834 


A 


10527 


545 


793 


NK.EMHWPCTGLCSHQPWGFK 
DCSLLE* RLPGQQEQNSIERKK 
RKKEKKEKKEKRKKRKKGKKE 
ERKKERKYHFILLLGMPTS 


10467 


40835 


A 


10528 


127 


376 




10468 


40836 


A 


10529 


3 


710 


EPG/NPERLK/GFSYPEFEDLDA 

LFSTLGLNEESVDSFDDYLPRR 

G VDSFG DKYQD/RCNSDQ YHD 

GCQDRFRDGSH QDMGQCGG R 

D*DDD*GSRDYDRGYDSATGS 

CRRAFG SG YLRDDDYN WESSET 

EQQPPTGSEGKVPPVQPSEERP 

AKKDENKVDGMN/APKVQSGN 

SGRGPGDGGNKDCWRESDRKD 

G K.K.DQVCRS APESK K PEENPAS 

KFSSASKCAAVSVDGEDEKEG 



wo 
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SEQID 


SEQ ID NO: 

Ol pcpilUC 

sequence 


Met 
null 


SEQ ID NO: 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


10469 


40837 


A 


10530 


I 


548 


MQRSENDILGMDLRPLIC1KDE 

KEEVGEKEEGEKEEEECEEQEE 

EGGKEWEEPGNYHLGQSLSHD 

WQSSETEQQPPTGSEGKVPPVQ 

PSEERPAKKDENKVDGMN/APK 

VQSGNSGRGPGDGGNKDCWRE 

SDRKDGKKDQVCRSAPESKKP 

EENPASKFSSASKCAAVSVDGE 

DEKEGADYTK 


10470 


40838 


C 


10531 


37 


289 




10471 


40839 


A 


10532 


1 


1062 




10472 


40840 


A 


10533 


1 


1977 




10473 


40841 


A 


10534 


1 


2050 


LPLLHAGFNRRFMENSSI1ACYN 

ELIQIEHGEVRSQFKLRACNSVF 

TALDHCHEAIEITSDDHV1QYV 

NPAFERMMGYHKGELLGKELA 

DLPKSDKNRADLLDTINTC1KK 

GKEWQGVYYARRKSGDSIQQH 

VKITPVIGQGGKIRHFVSLKKLC 

CTTDNNKQ1HKIHRDSGDNSQT 

EPHSFRYKNRRKESIDVKSISSR 

GSDAPSLQNRRYPSMARIHSMT 

IEAPITKVIN1INAAQENSPVTVA 

EALDRVLE1LRTTELYSPQLGTK 

DEDPHTSDLVGGLMTDGLRRL 

SGNEYVFTKNVHQSHSHLVAMP 

INHSMDV\PPCISQLLDNEESWD 

FNIFELEAITHKRPLVYLGLKVF 

SRFGVCEFLNCSETTLRAWFQV 

IEANYHSSNAYHNSTHAADVL 

HATAFFLGKERVKGSLDQLDE 

VAALIAATVHDVDHPGRT\NSF 

L\CNAGSELAVLYNDTVAV\LES 

HHTALAFQ\LTVKDTK\CNIFKN 

ID/RGNH YRTLRQA 1 1 DM VLATE 

MTKH FEH VNKF VNSIN KPM AA 

EIEGSDCECNPAGKNFPENQILI 

KRMM I KC A D V AN PCRPLDLC I E 

WAGRISEEYFAQTDEEKRQGLP 

VVMPVFDRNTCS1PKSQISFIDY 

FITDMFDAWDAFAHLPALMQH 

LADNYKHWKTLDDLKCKSLRL 

PSDRLKPSHRGGLLTDKGHCES 


10474 


40842 


A 


10535 


2 


445 


ERTFNCCYPGCHFKTVHGMKD 

LDRHLRIHTGDKPHKCEFCDKC 

FSRKDNLTMHMRCHTSVKPHK 

CHLCDYAAVDSSSLKKHLRIHS 

DERPYKCQLCPYASRNSSQLTV 

HLRSHTGPGP\ADLLEHSRLHQ 

ADHPEKCPECSYSCSSAA 


10475 


40843 


A 


10536 


1 


957 
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SEQID 

NO: 


SEQH>IMO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10476 


40844 


A 


10537 


1 


1438 


MSRRKQAKPQHLNSEEPRPARR 

ECAEVAPQVAGEPASELDDDV 

PKANCLSTESTDTPKAPVITLPS 

EAREQMATLGERTFNCCYPGC 

HFKTVHGMK.DLDRHLR.IHTVP 

FCFSKVYWNGFQLGMISPPK.GT 

MSGDIFDCYNWRRKGSTG1CIW 

TGGGGTP1CPGYHLGQIFVAILT 

KKPLTLTPYVFEGDKPHKCEFC 

DKCFSRKDNLTMH MROHTSV 

KPH KCHLCDY A A VDSSSL K.KH 

LRJ HSDERPYKCQWCPYASRNS 

SQLTVH LRSHTAXGDTPFQC WL 

CSAKFK I SSDLKRHM I VH SGEK 

PFKCEFCDVRCTMKANLKSH 1 R 

IKHTFKCLHCAFQGRDRADLLE 

HSRA/LHQADHTVEKCPECSYSC 

SSAAALRVHSRVHCKDRPFKC 

DFCSFDTKRPSSLAKHVDKVHR 

DEAKTENRAPLGKEGLREGSSQ 

HVAKIVTQRAFRCETCGASFVR 

DDSLRCHKKQHSDQSEKQNLT 


10477 


40845 


A 


10538 


I 


1427 


MIAFDSMSHIQVMLMQEESTAP 

ATLEH1LGHSQLCGSDGLAHAA 

VWVLAHLHYWFTGLSPGPMD 

VLPLHPAISSSFHLWRVAFISKA 

GKPRAAGHLLKRFLRCQFQRA 

ASSLLFTTVEAMLGTESGTEKV 

MRG AGTWYHI1 1 EN WPSAECV 

WTEEYQQGRGQEDSAEDRKLF 

VGMLN KQQSEDDVRRLFEAFG 

NIEECTILRGPDGNSKGCAFVK 

YSSHAEAQAAIN ALHGSQTM P 

GASSSLVVKFADTDKERTMRR 

MQQMAGQMGMFNPMAIPFGA 

YGAYAQALMQQQAALMASVA 

QGGYLNPMAAFAAAQMQQMA 

ALNMNGLAAAPMTPTSGGSTP 

PGITAPAVPS1PSPIGVNGFTGLP 

PQANGQPAAEEIXFANGIHPYPA 

QSPTA A DPLQQA YAG VQQ Y AG 

PAAYPAAYGQ1SQAFPQPPPMIP 

QQQREGFVSFDNPASAQTAIQA 

MNGFQIGMKRLKVQLKRPKDA 

NRPY 
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SKQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 

* = SlOD Codon. /=no«ihl^ mirlpAtirfi* 

deletion, \=possiblc nucleotide insertion) 


10478 


40846 


A 


10539 


1 


547 


AAAPMTPTSGGSTPPG1TAPAV 

PSIPSPIGVNGFTGLPPQANGQP 

AAEAVFANGIHPYPAQSPTAAD 

PL\QQ A Y AG VQQ Y AG PA A Y PA 

AYGQISQUFPQPPPMIPQQQRE 

GPEG\CNLFIYHLPQEFGDS\EL 

MQ\MFLPFGFRE/RFDNPASAQT 

AIQAMNGFVQIGMKRLKVQLKR 

PKDANRPY 


10479 


40847 


A 


10540 


96 


1080 


WFKC YGCNSS/RD WQRSTY LLS 

WEVR/G/RPVPDSGCKA V V A LC 

SQPAHPSNICKGVGGCLTK\HLL 

LMGAMGIRVACLEVWRDGEER 

GGEEATFFTSLAERQVGTAHRH 

LHQPALYIQIRKVPAALHMCVV 

QKPSLFQADSRAPLEQGLRQQA 

SLATARPIVSGANAGPAGLKVP 

QAAQLQLSPYLHRGVGDEACR 

YG RSQPTRK AFA LCICAAPALP 

CPALDGSWMVCGLGQETRTSL 

AN VQSFTQR PQQQPLT V WM LN 

RGRKPAQGTLTVICPIGPGHLLT 

STITES VCVPRRN KYHSRTLPA 

AQHCQWLVTAVPTALGLVIRA 

GSKKLC 


10480 


40848 


A 


10541 


1 


392 




10481 


40849 


A 


10542 


1 


110 


FFWSHS*VYYTCFLLQN*KHLK 
PGPSGSLSPSISGN 


10482 


40850 


A 


10543 


1 


978 


MAAATRGCRPWGSLLGLLGLV 

SA AA AA WDLASLRCTLG A FCE 

CDFRPDLPG LECDLAQHL AGQ 

HLAKALVVKALKAFVRDPAPT 

KPLVLSLHGWTGTGKSYVSSLL 

AHYLFQGGLRSPRVHHFSPVLH 

FPHPSH 1 ERYKNXDLKS WVQGN 

LTACGRSLFLF\DEMDK\MPPGL 

\M E VLRPFLGSS WVVYGTN Y R 

KAIFIFISNTGGEQINQVALEAW 

RSRRDREE1LLQELEPVISRAVL 

DKPAPLPSPNSGHHWKERLLD 

A V VPFLPLQRHH VRHC V LN EL 

AQLGPGAKGMRVVQAVLDSTT 

FFPEDEQLFSSNGCKTVASRJAF 
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SEQID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
ill UaoN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino ncid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Slop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10483 


40851 


A 


10544 


1 


560 


ATSPHQSQQSTVDVGQLHDPQP 

YPQHAIQVQHIQVSEPTASAPSS 

AQGSSSTQGQG\LQQQQQQQQ 

NSSVQHTYLPSAWNSFRGYSSE 

IQMMTLPPCQFVITDSGVATPV 

TTGQV1CAVTSGHYVLSESQSEL 

EEKQTSALSGGVQVEPPAHSDS 

LDPQTNKQQQTTQYUriTl NG 

NGSSEVH1TKP 


10484 


40852 


A 


10545 


3 


205 




10485 


40853 


A 


10546 


2 


348 


ADQARGKPTEWAVSATQFQLD 

FPIT*CYGLL*QRVSRRH1GALQ 

GKPVPLLHVLLYPITPREGGLG 

DRARLCLKQQQQQQQQQQQQ 

QLLLLLLLLLLLLLLLQQCEGT 

EGRPFPD 


10486 


40854 


A 


10547 


1 


1146 


MVTYKLVLIRCGESTWNLENH 

FSS\WQKRA/IR]LWTVLDAIDQ 

MRLPVVRTWCLKEWHYGSLA 

GLNKAETSAKHGEAQSNISKGC 

RYADLTEDQLSSGESLKEIVPQI 

KEGKWVLTAAHGNSLRGIVKH 

LEGLSEEAIMELNLPTGIPIVYE 

LDKNLKPIKPMQFLGDEVTLCK 

A M EA VA AQSK A KXRRP AGML 

LSPGTPSLAIPSSAPAPCTCHTD 

H 1 WNSP VYSDL A I LRANPFC VHI 

SKANYLVNELHTAVNVAGLYI 

GWRCPHYLWDCFRJGDESRCF 

CGHLLREHRIISDISVPCKVSQC 

RCFM FCFI PSRPEEVGCCCGCFE 

SNFLCAACDRRWEEHETFFDTQ 

KTRQRGG RPRG ADY VPF AEM A 

VLREAILSNSDF 


10487 


40855 


A 


10548 


2 


516 


GRLNERHYGGLTGLNIAETAA 

KHGEAQVKIWRRSYDVPPPPKE 

PDHPF Y RN I RM DRR Y A DLTED 

QLPSCESLKDTIARALPFWNEEI 

GPQIKEGKRVLIATHGNSLRGIV 

KPWEGLSEEAIMELNLPTGIPIV 

YELDKNLKPIKPMQFLG\DEET 

VRKAMEAVAAQGKAKK 


10488 


40856 


B 


10549 


123 


237 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=S»op codon, Impossible nucleotide 
deletion, \=possible nucleotide insertion) 


10489 


40857 


A 


10550 


I 


952 


PAAPQVAGRLGLGCPLHLHVF 

AVVSAMLPLLRCVPRVLGSSV 

AGLRAAAPASPFRQLLQPAPRL 

CTRPFGLLSVRAGSERRPGLLRP 

RGPCACGCGCGSLHTDGDKAF 

VDFLSDEIKEERKIQKUKTLPK 

MSGGWELELNGTEAKLVRKVA 

GEKIPVPFUMINNSIPPVTFYGEKD 

PSQSQKV\EDREPELTSLPKF\VV 

EV1KNDDGRKA\LVLDCHYPED 

E VGQEDE A ES DI FSARJE VSFQS\ 

TGESEWKDTNYTLNTDSLDWA 

LYDHLMDFLADRGVDNTFADE 

LVELSTALEHQEY1TFLEDLQEV 

LSRAHRADRC 


10490 


40858 


A 


10551 


1 


879 


AAGCRKENSLDLRSQFPRGRDS 

EDFNVKEEANAAAEEIRYTH1L 

NRVLPPDI RI LA WAPVEPSFS A R 

FSCLERTYRYFFPRADLDIVTM 

DY A AQKY VGTHDFRNLCKM D 

VANGVINFQRTILSAQVQLVGQ 

SPG EG RWQEPFQLCQFE VTG Q 

AFLYHQVRCMMAILFLIGQGM 

EKPEIIDE\LLNIEKNPQKPQYSM 

AC\EFPLVL\YACKFENVKWIYD 

QEVLRSSNITHLQQLWANHAVK 

THMLYSMLQGLDTVPVPCGMG 

PKM DGMTEWGN VKPS V 1 K.QTQ 

CLCRRSEDAHI 


10491 


40859 


A 


10552 


231 


358 




10492 


40860 


A 


10553 


2 


319 




10493 


40861 


A 


10554 


573 


1660 


MAAPTPARPVLTHLLVALFGM 

GSWAAVNGIWVELPVVVKELP 

EGWSLPSYVSVLVALGNLGLL 

VVTLWRRLAPGKDEQVP1RVV 

Q VLG M VGTALLASL WH H V A P 

VAGQLHSVAFLALAFVLALAC 

CASNVTFLPFLSHLPPRFLRSFF 

LG\QG LS A LL\PC VL AL VQG VG 

RLECPPAPINGTPGPPLDFLERF 

PASTFF W A LTALLV ASA A A FQG 

LLLLLPPPPSVPTGELGSGLQVG 

APGAEEEVEESSPLQEPPSQAA 

GTTPGPDPKAYQLLSARSACLL 

GLLAATNALTNGVLPAVQSFSC 

LPYGRLALPPGLWCWAVLPIP 

WACFLGHGCCCAGPWQGWGG 

LLSAGRVLWG LPDG RWQS 



WO 01/075067 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
bod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknotvn, 
'"Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


10494 


40862 


A 


10555 


154 


850 


QFFRVITCLPFKGPDYRLYKSEP 

ELTTVAEVDESNGEEKSEPVSEI 

ETSVVKGSHFPVGVVPPRAKSP 

TPESSTIASYVTLRKTKXMMDL 

RTERPRS A V EQLCL A ESTRPRM 

TVEEQMERIRRHNQQACLREKK 

KGLKCFSVLSDQSPLQSPSNLR 

DNPFRTTQTRRRDDKELDTAIR 

ENDVKPDHETPATE1VQLKETE 

PQNVDFS/IRGLLDCPSVSILPGR 

S1KRAKNQNS 


10495 


40863 


C 


10556 


39 


436 




10496 


40864 


A 


10557 


2 


959 




10497 


40865 


A 


10558 


34 


1044 


QGCAVAGPLHPARLPCCVHGC 

PVRMHALSLCHVRCHFAVTFR 

LMYLDWLPTV1EPCGVGSNKV 

PVVQHPHHVHPLTPLITYSNEH 

FTPGNPPPHLPADVDPKT/GMC 

SCGTGRCAVARTCRIRSCVPCE 

ALSPCDARGAHSAGIPRPPHPPD 

ISPYYPLSPGT\QGQPVYPITTGG 

FRH PYPTALTVNASMSRKHQD 

SKKEEEKKKPHIKKPLNAFMLY 

MKEMRAKVVAECTLKESAAIN 

QILGRRLGYNARAFGLKRGWR 

LDKYRGFVWMEMAVWSLPPA 

FSFQGKKKKRKRDKQPGETND 

KPESSLGASSLMVVGNWTYRN 

QEKHIPTLELDHTVSV 


10498 


40866 


A 


10559 


2 


398 




10499 


40867 


A 


10560 


174 


362 




10500 


40868 


A 


10561 


14 


266 




10501 


40869 


B 


10562 


67 


474 
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SEQtD 

NO* 


SEQ ID NO: 
of peptide 
sequence 


Mel 

hnrt 

nou 


SEQ ID NO: 

;. iiccni 
in UooPi 

09/540,217 


Nucleotide 
tocslion of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*— Stop codon, /—possible nucleotide 
deletion, \= possible nucleotide insertion) 


10502 


40870 


A 


10563 


1938 


3291 


ERRKRFGMLDATDGPGTEDAA 

LRMEVDRSPGLPMSDLKTHNV 

HVE1EQRWHQVETTPLREEKQV 

PIAPVHLSSEDGGDRLSTHELTS 

LLEKELEQSQKEASDLLEQNRL 

LQDQLRVALGREQSAREGYVL 

QATCERGFAAMEETHQKK1ED 

LQRQHQRELEKLREEKDRLLAE 

ETAATISAIEAMKNAHREEMER 

ELEKSQRSQISSVNSDVEALRG 

QYLEELQSVHRELEWLSEQYS 

AKCLENAHLAQALEAERQALR 

QCQRENQELNAHNQELNNRLA 

AE1TRLRTLLTGDGGGEATGSP 

LAQGKDAH*LKGLM\RVKESE! 

QYLKQEISSLKDELQTALRVDK 

KYASDKYKDIYTELSIAKAKA\ 

DC\DISRLKEQLICAATEALGEKS 

PDSATVSGY\D1\MKSKSNP\DFL 

KKDRSC VTRQLRN I RSKSLKEG 

LTVQERLKLFESRDLKKD 


10503 


40871 


B 


10564 


58 


4405 




10504 


40872 


A 


10565 


3 


156 


NSSHHCHHHHHHHNHHHQHH 
QHNHC\HQHHHYNHHYDYHH 
DDNYYHHHHHHH 


10505 


40873 


A 


10566 


10 


445 


H RSTITRQCPSG LETRJ A LLPPA 

VFPSGSRTLPPSTPGSSSPQPR/P 

PLTRGPGPPRTHALASGTRGPA 

RGEEKVADTPHHGEGGCPNSE 

KEPFLHPTAPPPRLPTPSPESGP 

VPHTLQQAPPLRRHLGGTPAGA 

PASPQSSEWGG 


10506 


40874 


A 


10567 


1 


288 




10507 


40875 


A 


10568 


50 


542 


TLSPERLSPELRLLPYMITLGDA 

VHNFADG\LAVGAAFAI\SWKT 

GLATSLAVFCHELPHELGGLRP 

LAAPGAVPCAICELLLNLASALT 

AFAGLYVALAVGVSEESEAWR 

LAVATVALFLYVAICDMLPAML 

KVRDPRPWLLFLLHNVGLLGG 

WTVPADAVPVRG 


10508 


40876 


A 


10569 


1 


690 




10509 


40877 


B 


10570 


34 


465 




10510 


40878 


A 


10571 


1 


624 




10511 


40879 


A 


10572 


3 


933 
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SEOID 
NO: 


SEQ ll> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Slop codon, /-possible nucleotide 
deletion, ^possible nucleotide insertion) 


10512 


40880 


A 


10573 


1 


1481 


RRFPPAGAVAVIERGVRGGSQR 

CRTMADQLYLENIDEFVYTDQN 

KIVTYKWLSYTLGVHVNQAKQ 

MLYDYVERKRKENSGAQLHVT 

YLVSGSLIQNGHSCHKVAVLRE 

DKLEAVKSKLAVTASIHVYSIQ\ 

KAMLKDSGPLFNTDYDILKSNL 

QNCSKFSAIQCAVAAVPRAPAES 

SSSSKKFEQSHLHMSSETQANN 

ELTTNGHGPPASKQVSQQPKGI 

MGMFASKAAAKTQETNKETKT 

EAKEVTNASAAGNKAPGKGN 

MMSNFFGKAAMNKFKVNLDS 

EQAVKEEK1VEQPTVSVTEPKL 

ATPAGLKKSSKKAEPVKVLQK 

EKK\RG KR V A LS DDETKETEN M 

RKKRRTMKLPESDNSEYEVFPD 

SSGAYEAESPSPPPPPSPPLEPVP 

KTEPEPPS VKSSSG EN KRKRKR 

VLKSKTYLDGEGCIVTEKVYES 

ESCTDSEEELNMKTSSVHRPPA 

MTVKKEPREERKGPKJCGTAAL 

GKANRQVS1TGFFQRK 


10513 


40881 


A 


10574 


1 


too 





wo 
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SEQID 


SKQ ll> NO: 
of peptide 
sequence 


Met 

nou 


SEQ ID NO: 

; n IIQVM 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Slop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10514 


40882 


A 


10575 


2 


2271 


PELLTEGVKEPIMDSQERDSGD 

PLVDESLKRQGFQENYDARLSR 

IDIANTLREQVQDLFNKKYGEA 

LGIKYPVQVPYKRIKSNPGSVII 

EGLPPG1PFRKPCTFGSQNLERJL 

AVADKIKFTATNRPFQGLIPKPD 

EDDANRLGEK\VILREQ\IKELF\ 

NEKLR*GPWGLNRPVLVPYKL\ 

1RDSPDAVEVPGLPDD1PIRNPN 

TYD1HRLEKILKAREHVRMAIIS 

QLQLLQQQQHHISEGRPFAEIC 

NDAKVPGESEARKPPFCPVGTR 

LFLLKKREPEVSMNKDRYPQE 

APRNLQSLRTLLD1LDDPRGGC 

VHLRQSQSRWRGADTRELPRG 

M LEG LRQLLSAIGCPRDPTCAP 

AQPGDQPLQRLA FTL ANEPQT V 

LEKPPPRFRRRGAARSPEQLYTP 

RRGGVLPAEPERTQSASADAGS 

LACRALEVDSGCPTGPPCPKGS 

RRLTITSGVDCGLLKQMKELEQ 

EKVVLLQGLEMMAGSRLQRLQ 

PVQDRQCRLGQSRASADFGPA 

GSPHPLGRLLPKVQEVARCVGE 

LLAAAGASRALPTSSSGPLCPA 

LTFTSFPGWQQQTILMLKEQNR 

RLTQEVTEKSGRVMQLEQKSA 

LIMKQLFEAQALSQQDGEASGL 

HLHLARLGWAEPQGSSVTQPFE 

GGRPVSPNVSGWRPPAAQAVP 

EWAPSCPTCHPGFPGPPPAGPR 

TEPLTRFWLLVLTWAGALLSLH 


10515 


40883 


A 


10576 


346 


3136 


ALRTKRLWPGGHCRAEAPQWP 

P/ASPLAPATALAAHSRHLSLCR 

SDKGSMSEDCGPGTSGELGGLR 

PIKIEPEVLDIIQVTVPDALPTSE 

EMTDSMPGHLPSEDSGYGMET 

LTDKKWTWDGAKAIGISEPIKV 

LYSKFLMHPEELFVVGLPEG1SL 

RRPNCFGIAKLWKILEASNSIQF 

VIKSGEEIRWDRELFCRACSMP 

GGSLLQIAKSYTTGLESKSCDP 

AVESKASAGQDEMQPHARPKL 

LTEGVK.EPIVD 


10516 


40884 


A 


10577 


60 


352 




10517 


40885 


B 


10578 


1 


720 




10518 


40886 


B 


10579 


1 


1478 




10519 


40887 


B 


10580 


1 


1895 




10520 


40888 


A 


10581 


2 


413 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/S40.217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10521 


40889 


A 


10582 


2 


969 


WGSWAPQSRGCPYQPGAAQGR 

ALA PQH RGSCSPPWTGGGK.E/Y 

LMRAHFGLPSVEAEDKEGKPPI 

SVKFEIPYFTTSG1QVRLAPGSL 

YGRKRSSLGKSHPSLLQVDGQ 

YSQQQGAGHPRGTKRGSQTPG 

ARQRVEPGKCWPVVCVPHVPC 

PPTSTALRKHLRPQRAIYTSRLA 

PGALGGHCSVCLLPGLAGLAC 

GAFPGPAWVTRCCHSARSVLT 

HQGAPPGPDITVPARLPEPEVE 

VSCRGRRPALLNAQQSPPSLPPP 

PPSAAAEASCSHHVRQRRLRAG 

PEGQGFYLFHDRNKHSILKLAK 

PREPFCVVTDSRJQFGPPH 


10522 


40890 


A 


10583 


50 


1083 


NPRAIFKSVRTCPVPPTQPCRNV 

KA RSCG VG AGTTSFTLS V WPH 

RYITQEGHKLETGAPRAPGTVT 

NAVCWRSEGIKYRKNEVFLDVI 

ESVNLLVSA\NGNVLRSEIVGSI 

KMRVFLSGMPELRLGLNVDKVL 

FDNTGRGK\SKSVE\LEDVKFHQ 

CVRLSRFENDR\TISFIPPDG\EFE 

\LMSYRLNTHVK\PLIWIESVIEK 

HSHSRIEYMIKAKSQFKRNRSTA 

NN VG DPHFPLPN DCRJLN PSFK\T 

TVGERLSWVPENSEIVWSIKSFP 

GGKEYLMRAHFGLPSVNEAEDK 

EGKPPDSVFKF\E1PYF\LTSGIQ 

VRY LK 1 1 E KSG YQ A LP W VRY1T 

QNGDYQLRTQ 


10523 


40891 


C 


10584 


175 


454 




10524 


40892 


A 


10585 


1 


193 


LLPRPGSGLDFLLSPVLPS/HSAS 

WACPLPRPSPMPSSCC*R*RKE 

MASGFSKGPTLGCCPTCPP 


10525 


40893 


A 


10586 


2780 


2965 


SPSQGESIPTWRPTGPSPPTSSP 

GPA*SSLSPRPSPSSASASPSMC 

VRPSMWAASLLKSL 


10526 


40894 


A 


10587 


1 


1502 




10527 


40895 


A 


10588 


1256 


1990 


RCAPMTTCAWASCCSPWPTPF 

GTG PPSTSVSTS WP WQPWG WG 

WL*VGAAPAGGRQHPSPPALPR 

RSSGRSKLSRPSLCQLVPGIL*T 

RLLSPPQKESLPWRGSWREFPL 

PQLNTLPATEADPGVSSLPSAQ 

RHLHSYKIKVLSRQESLAPAPA 

SGYPESTALPQNGRGPWAVGF 

GQIPFLClrfNVGRSLGAGPGSG 

KPLPCVFRSTFSSSHQYCRLGR 

KHNFHFTKGKLRCGCGPGDGR 
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SEQIU 

INU. 


SEQ ID NO: 
of peptide 
sequence 


Met 

nod 


SEQ ID NO: 

iw* I ICC IV! 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /= possible nucleotide 
deletion, ^possible nucleotide insertion) 


10528 


40896 


A 


10589 


375 


678 


RCCCCTT R PA RKC RTTM G 1 RH S 
TWPAPTATRTTHSGSRSPGSTA 
ASPRG LCPRPA LTDCPCG H LSG 
LPVASV*AGSCPHVPGDQTTRK 
SGT V F PTQCTRP 


10529 


40897 


B 


10590 


1 


2452 




10530 


40898 


B 


10591 


1 


1140 




10531 


40899 


A 


10592 


1 


1617 




10532 


40900 


A 


10593 


1 


1448 


RERSCLHLVCIRCSCDVVEMGS 

VLGLCSMASW1PCLCGSAPCLL 

CRCCPSGNNSTVTRLIYALFLL 

VGVCVACVML1PGMEEQLNKIP 

GFCENEKGVVPCNILVGYKAV 

YRLCFGLAMFYLLLSLLMIKVK 

SSSDPRAAVHNGFWFFKFAAAI 

AIHGAFFIPEGTFTTVWFYVGM 

AGAFCFIL1QLVLLIDFAHSWNE 

SWVEKMEEGNSRCWYAALLS 

ATALNYLLSLVAIVLFFVYYTH 

PASCSENKAFISVNMLLCVGAS 

VMSILPKIQESQPRSGLLQSSVIT 

VYTMYLTRSVCMTNEPETNCNP 

SLLSI1GYNTTSTVPKEGQSWQ 

W WH AQGMIG LI LFLLC VFYSSIR 

TSNNGQVNKLTLTVSGESTLIGR 

WVGAR\SDG1TGRDGGTDVSPE 

AVRINGK/RDGCSLYSYSFFHF 

MLC\LASLY1M\M\TLTSWYRYE 

P\SAWMESQWTAVL/WVK1SSS 

WIGIVLYVWTLVAPLVLTNRDF 


10533 


40901 


A 


10594 


3 


343 


GVLLCRL*QGQNYW/NFLQTK 

VTGNMRDKRTTPMPEFLHASW 

PNTELRYWKENCPESQKGP*PM 

MALS*GCPLPWPAPNVTSSSKG 

WSPGQLWMYRFGRPLRISSETG 

WSLWLT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*— Slop codon, A=possible nucleotide 
deletion, ^possible nucleotide insertion) 


10534 


40902 


A 


10595 


1 


2500 


MEDAWGIRKETGRVKEEAEKV 

TGWGNNWRNVEKSSMSRKVK 

AARPGFKKLPMTSDIPPKCTIKD 

LLPKEKSSTEAVFHTVVLERHE 

SPDI EDFSFKEPQKN VHDFECQ 

WRDDTGNYKGVLMAQKEGKR 

DQRDRRDIENKLMNNQLGVSF 

HSHLPELQLFQGEGKMYECNQ 

VEKSTNNGSSVSPLQQIPSSVQT 

HRSKKYHELNHFSLLTQRRKA 

NSCGKPYKCNECGKAFTQNSN 

LTSHRR1HSGEKPYKCSECGKT 

FTVRSNLTIHQVIHTGEKPYKC 

HECGKVFRHNSYLATHRRIHTG 

EKPYKCNECGKAFRGHSNLTT 

HQLIHTGEKPFKCNECGKLFTQ 

NSHLISHWRIHTGEKPYKCNEC 

GKAFSVRSSLAIHQT1HTGEKPY 

KCNECGKVFRYNSYLGRHRRV 

HTGEKPYKCNECGKAFSMHSN 

LATHQVIHTGTKPFKCNECSVQ 

VFTQNSQLANHRRIHTGEKPYK 

CNECGKAFSVRSSLTTHQAIHS 

GEKPYKCIECGKSFTQKSHLRS 

HRGIHSGEKPYKCNECGKVFA 

QTSQLARHWRVHTGEKPYKCN 

DCGRAFSDRSSLTFHQAIHTGE 

KPYKCHECGKVFRHNSYLATH 

RR1HTGEKPYKCNECGKAFSM 

HSNLTTHKVIHTGEKPYKCNQC 

GKVRIQNSHLANHQRTHTGEK 

PYRCNECGKAFSVRSSLTTHQA 


10535 


40903 


A 


10596 


330 


432 




10536 


40904 


A 


10597 


1 


147 




10537 


40905 


A 


10598 


1 


380 


RTRGRGQRGKMELVQVLKRGL 

QQITGHGGLRGYLRVFFRTNDA 

KVGTL VGEDK YGN K Y YEDNK 

Q/FFWHRWLHSMTDDPPTTKPL 

TARKFIWTNHKFNVTGTPEQY 

VPYSTTRKKIQEWIPPSTPYK 


10538 


40906 


A 


10599 


9 


536 


VLKRGLQQ1TGHGG/LFRGYLR 

VFFRTNDAKVGTLVGEDKYGN 

KYYEDNKQFFGDERLQASGLA 

LTLCEQTEEGSCLWSQRSKLGK 

SQSMNFKNSKTRSFQRTVSAGK 

TKYYHPVVAGRQQQARATCD 

HVDPRTQEHGPGAAWPYWPRL 

GLKHALLTFTVALQYRAQPLFR 

LPNLPL 


10539 


40907 


A 


10600 


239 


263 




10540 


40908 


A 


10601 


1 


600 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

Inmtinn f\f firct 

11/I.HIIUIi \J i III SI 

codon for peptide 
sequence 


Nucleotide location or last 

I.UUUII lUl IHSI it llllll \M iHIU 

or peptide sequence 


Amino acid sequence ( X=Unknown, 
*—Stop codon, /^possible nucleotide 
deletion. \=possible nucleotide insertion) 


10541 


40909 


A 


10602 


1 


1178 




10542 


40910 


A 


10603 


1 


1038 


MHLEVNSSPEPLDENLDNTVTS 

A LSG H EQRJQTSLPVLLTTKTE 1 

LARFSQLQFPEEQSSFAYPANC 

VKSKGMNTKLPLRPLKVCREL 

TIDSDRDILYRTLFMGDSGMGK 

VQFEFGEEVHIVIKSTGFGPFSS 

YATLEPFVAVQLWGGGQHYQ 

GQQPPMGMMGQVNQGNHMM 

GQRQIPPYRPPQQGPPQQYSGQ 

EDYYGDQYSHGGQGPPEGMN 

QQYYPDGHNDYGYQQPSDPEQ 

GYDRPYEDSSQHYYEGGNSQY 

GQQHDAYQGPPPQQGYPPQQQ 

QYPGQQGYP\KQQQGYGPSQG 

G PGPQ YPN Y PQGQGQQ YGG Y I 

PTQPGPPQPPQQRPYGYDQGQY 


10543 


40911 


A 


10604 


130 


213 


LKVST*AMPLPR*TPSRRCQP*R 
TGTSP 


10544 


40912 


A 


10605 


124 


208 


LKVST*AMPLPR*TPSRRCQP*R 
TGTSP 


10545 


40913 


B 


10606 


140 


589 




10546 


40914 


A 


10607 


1 


302 




10547 


40915 


A 


10608 


2 


98 




10548 


40916 


A 


10609 


2 


190 




10549 


40917 


B 


10610 


1 


856 




10550 


40918 


A 


10611 


123 


1287 


AFSLGKXMSEKKLFGPNGERMP 

FSK.VKALCAGLQATVAAPKNA 

EENKAIQDVAKDTAFLGITDEA 

TEGQFMYLTGGRLTYSNWKKD 

EPNDHGSGEDCVILLNNGLWN 

GISCTSSFIAIFQWAHYQYRQAE 

NYPKGELHTLRVKLCGPSWPT 

NAIHFRSRLLMPLGPTVLLMTM 

AVFQLSQAVAMCSWCCGLVLP 

PAGCLQDKASKPRETQAQPGL 

CVRGNFRIPSRQDFAAALARAL 

SGLDLWASLWVPFADFLGSSLS 

VP WFS YLEN DEEDLTRLSLRLN 

GERTFLESPGKKRIGAGTPPMS 

QEAVMLAVMERDPGQCRGEE 

GPTECRAMWPGWGGRHSLPGH 

PAMLCSFLGSDLEIRGSNGGWE 

PPFIPGLQPELARG1QGSGRGAE 


10551 


40919 


A 


10612 


292 


445 


LSICLQSAVCTPGMD/PAAPCSL 
GILDWGTLPSTAEPGREGPADA 
WVDPGVR 


10552 


40920 


A 


10613 


363 


575 


HLLPTQGALCPAEGWPAPWQG 
YTPTCDCAEDTTQLERAGQLPP 
VF*SCHRGGVSSQ*GSPGVPQL 
LHQPE 
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SEQ ID 

NO: 


SEQ ll> NO: 

of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

til Vvvl 1 

09/540,217 


Nucleotide 

Inrnlion nf firct 

*1/^|11IUIJ Ul III Ol 

cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 

* = Stfin codon /^iwicclHI^ nnrlpntirlp 

deletion, \=possible nucleotide insertion) 


10553 


40921 


A 


10614 


-> 


638 


SSKLSGLTTNVVDIILAHHFGQE 

ELQANLDLIQTYRMH1AQDINQ 

DNLQLFLNSYNGRRDLEIERPIL 

GQNDNKSKTLKGXSTLLVVGDN 

SPAVEAVVECNSRLNPINTTL\L 

KMADCGGLPPG*FSPGKLTEAF 

KYFLQGMGYIPLVLCYSTVSGS 

MTSVARSR\THSTSSSLGSGESP 

FSRSVTSNQSDCnQESVCESPDV 

LDRQQTMEVSC 


10554 


40922 


A 


10615 


3 


1152 


KSCFNAFFNFEDMQEITQH\FAV 

CHVDAPGQQEGAP/SPFPTGYQ 

YPTMDELAEMLPPVLTHLSLKS 

I1GIGVGAGAYILASRFALNHPEL 

VERPLCSLMVDPC/ALKGWIDW 

AASKLSG\LTTNVV\EIILAHHFG 

QE ELQ ANLD\LIQT YR M H 1 AQDI 

NQDNLQLFLNSYNGRRDLEIER 

P1LGQNDNKSKTLKCSTLLVVG 

DNSPAVEAVMADCGGLPQVVQ 

PGKLTEAFKYFLQGMGYIPVCA 

AQSPEHRVSTVSASMTRLARSRT 

HSTSSSLGSGESPFSRSVTSNQS 

DGTQESCESPDVLDRHQTMEIS 

LDDVLLSALLRNNGKSAQQKKI 

SAKPKLEFLCPRPGTCDHGSRE 

KQGHSRGPGQFPGRWPGRAVA 

ETRGAIDHRL 


10555 


40923 


A 


10616 


169 


270 


GICPFLQLSFYHLLD*DTRYLQI 
LRLQLKPHSFH 



wo 
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SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Met 
bod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon. A=nos$ihle nucleotide 
deletion, \=possiblc nucleotide insertion) 


10556 


40924 


A 


10617 


1 


1551 


MRKDSCASSMHQQVSRSKKRA 

GQKTPPEDQEGGQRALRSSHIR 

LGQFLLIEDCKTPSPSSLGADA1 

AKQRKTSVSAAASVSATIP1RR 

VQGPTVVGSWARGVSAAASGP 

RGTGPKGKARSEKGCSLSHGPQ 

TNKPLVVQKGQKMEQANHPV 

GLVISVVYKDILKK1VQRETSHP 

LIHVRYAEAITGRRTAPEDKGS 

LGRDMLAKAGAIIYMNMGNKL 

P1WCHLLEEGIYLEVWALEGQF 

GRAKNACPVQIRLKDPTTFPYQ 

RQYPLRPEAHKGLQDIVKHVK 

AQGLVKKCSSPCNTPILGVQKP 

NGQWSLVQDLRLISEAVIPLYP 

VVPNPYTLLSQIPEEAEWFPVL 

DLKDAFFCIPLHYDSHDSQFLF 

A FEDPTD HTSQL 1 WT VLPQG FR 

DSPHLFGQALAQDLGHFSSPGT 

LVLQYVDDLLLATSSEASCQQA 

TLDLLNFLANQGYKASRSKAQ 

LCLQQVKYLGL1LARGTRTLGK 

ER1QPILAYPHPKTLKQLWGFL 

QIT/GFCQLW1PR*SKI 


10557 


40925 


A 


10618 


1 


1022 


MKPSVWALIQLNLSPYEKGILG 

LTKRHQGRLCTDGRQGIQPLPP 

SQAHTGIPLLHPYSIQVDCAIDR 

GKLCFCCCIGECNYSDQQGPGT 

VAGSWARGISAAVSVSATILISR 

VQGPLHVLGQEVFLLLRRQTNL 

AGSERTENGAGQSPGGACYQC 

GLQGHFTKDCPMRNKLPPRPCP 

L YQGN H WKDG EPIEHDCQQI I V 

QTS A A REDLLE V PL ANPD LN L Y 

TDGSSFVENGEVAKAVIAQFPT 

T VG VSCLDGRLR VLE VL ARA I R 

/LGEGNKGYSIRKRGSQIVPVCR 

*HDCISRKPHHLSPKSP*ADKQL 

QQSLRJQNQCAKITSILIHQ*QT 


1 ACCO 

1 Ujjo 




A 


lUolV 


1 






10559 


40927 


B 


10620 


I 


2269 




10560 


40928 


A 


10621 


1 


1776 





WO 01/075067 PCT/USO 1/08631 



SEQID 

MO* 


SEQID NO: 

III pcpiiuc 

sequence 


Met 

hnH 
II uu 


SEQ ID NO: 
in II<vSN 

III U»JOI i 

09/540,217 


Nucleotide 

■UCnllun Ul IIFM 

codon for peptide 
sequence 


Nucleotide location of last 

<*firtfin fur lad nniinn urirl 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
~oiop cuuviii t— possioic nuvietfiicjc 
deletion, \-possible nucleotide insertion) 


I0S6I 


40929 


A 


10622 


112 


1465 


LLKGARCLIQRPSFA/LQQETHR 

AHTL LLE WEPQ A ETA FTTL KQA 

LLQAAALTLPTRQNFSLYVTDR 

AE1ALGVLIQTCGTTPQPVAYLT 

IEKGKERGEQQHKQLAEAAER 

KERKRQEVREREKEKETERQSK 

KEREEETKMESERKRETEKEVS 

TLAALEEPFSPPQPSLGLAEAGA 

GSLFSWGGVEGEVRGGGRAAH 

SAHRLVQVPGGQVRVQVFENP 

LLKAIK.SDLPRSSLWSGRKTSV 

SAAALKEIRKEISKGTQ1PLGYR 

LCPLQAVGGGEFGPTKIHVPFS 

LSDLKQI KADLG KFSDDPD R Y 1 

DVLQGLG KTFDLTWRDVM LLL 

DQTLAFNEKNAALAAASEFGGI 

WYLSQVNDRMTAEERDQFPTG 

QQA1PSMDPHWDLDSDHGDWS 

HKHLLTCVLEGLRGIRKKPMN 

YSMMSTIIQGKEENPSAFLQQL 

WKSLRKYTPPSSKSL 


10562 


40930 


C 


10623 


52 


690 




10563 


40931 


C 


10624 


199 


285 




10564 


40932 


A 


10625 


59 


411 


S WPSDKQTLV VQRGQKM EQ A 

NHPDPTDHMSQLMWT/VLPQG 

FRDSPHLFGQALAQDLGHFSSP 

GTLVLQYVDDLLLATSSEASCQ 

QATLALLNFLANQGYK/LSRSK 

AQLCLQQVKYLCL 


10565 


40933 


A 


10626 


280 


571 


DIYVPIRI1*KLPQAYAD/PAVPP 
CTSGRIWL*IHAGAWSSFWLVS 
Y*LLPQFQILLLVYSEIQ1LPGLV 
LGECMCQGICPFLLDFLVYLRR 
GVCSIL 


10S66 


40934 


A 


10627 


60 


148 


WGRGEPLCLAQGL*THQSAPC 
QNRPLGSL 


10567 


40935 


B 


10628 


1 


397 




10568 


40936 


A 


10629 


55 


219 


LGNKHLLGSIDPRGSWVTGEY1 

FLRPP1AA*GRQ*DFLPFPELWW 

TSLNNSWAFS 


10569 


40937 


A 


10630 


3 


494 




10570 


40938 


A 


10631 


2 


689 




10571 


40939 


A 


10632 


157 


277 


DV*SNNSMTSLQVRCRTSMYLS 

GSSENFPRSTWICDAVAETPLA 

QEPATVPGP 


10572 


40940 


A 


10633 


230 


543 


PSDRQTLVVQRGQKIEQANHL 
VGLVTSVVWKDTLKKIVHGMA 
FSMLISC/PRQLSSRS1TIQGILGR 
A VTRYFSH LLSCN WETLLQI DQ 
GHQATDGLTNGTPNELN 


10573 


40941 


B 10634 


1 


669 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


10574 


40942 


A 


10635 


1)9 


409 


GDICHHLGLTPVGSHSLLSCSR* 
QVA*VGAVTAAT1GTG1LLQQL 
AFLVCNWLLLSGSSENFPRSALI 
CFKSEREKGTCIQVGPNSPPPTA 
CKGHN 


10575 


40943 


A 


10636 


3 


482 


LSSYSGGDLEKLYV*LRDCKYT 

NQHSVSSSRFVN1PISTLCLTQG 

L*MHPMDTLYLATLGGDLENL 

CVHTLYLANLVGMWRTFVSSS 

GIVNAPISTLSKQTT*LSVKWTN 

QQDVGGARQENKSRLPEPAVT 

TPLGSPPTPWKLCSFALCNKSC 

YCPKKKK 


10576 


40944 


A 


10637 


1 


2331 




10577 


40945 


A 


10638 


879 


1353 


SNNRTEGARGKRQLMSSP/STE 

PRVRLTIEGQETDFLLDTGAAFS 

VLISCLGRLSSRSVTIRMLGQPV 

TRYFS/QPLSCNWETLLFSHAFL 

1MPESSTPLLGRD1LAKAGAIIY1 

NMGNKLPICCPVLLVEGINPEV 

WALEGQFGRAKNARPLQIRLK 


10578 


40946 


A 


10639 


345 


1996 




10579 


40947 


B 


10640 


97 


1 1 to 




10580 


40948 


A 


10641 


728 


5171 




10581 


40949 


C 


10642 


1 


2049 





wo 



01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ II) NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10582 


40950 


A 


10643 


1 


2019 


MNAHPEFRMAMKDGELVIWD 

SVHPCYTVFHEQTETFSSLWSE 

YHDDFRQFLHIYSQDVACYGE 

NLAYFPKGFIENMFFVSANPWV 

SFTSFDLNVANMDNFFAPVFTM 

GKYYTQGDKVLMPLAIQVHHA 

VCDGFHVGRMLNELQQYCDE 

WQGGAQYPLRPEAHKGIQDIV 

KYLKAQGLGRKCSSPCNTPILG 

VQKLNGQWRLVQDLRLIN/EGF 

F*SSKLQAMQAMFAENSMSSV 

YSPTQEA E Y WLPHG 1LQPA DCF 

FEAASTSRSMWPRE/DWLSTT/S 

LTTWNMDFADFGTTIKQDFRLL 

GQTSVDRLLQLSQGQAVKGNQ 

LLPVSLVKRKTTLAPNTQTASP 

RALADSLMQLARQVSRLESGH 

LDHGSHSYRRSDNSLDPRSHSC 

CRSDIGLGPRSHLYCRSDYQRE 

TT1PSMPVKGNQAPCMKSNNA 

LIVILGTVTLDAVGIGLVMPVLP 

GLLRD1VHSDSIASHYGVLLAL 

YALMQFLCAPVLGALSDRFGR 

RPVLLASLLGATIDYEIMATTPS 

WEDEEPIEHDSQQIIVQTYATR 

DDLLEVPLANPDLNLYADGSSF 

VENGIRRAGYAIVSDVTVLENS 

LAAVTLQNRQGLDLLTAEKGG 

LCTFSG KECCF YTNQSG I SSPLE 

r\TTT a rrin nnir\Anr a r> a nor\ 

DTTTAGPFLHPIQQEVARAIIGQ 
FPTAFGVSCLEGRLRGEASWTS 


10583 


40951 


A 


10644 


803 


1171 




10584 


40952 


A 


10645 


1 


2148 




10585 


40953 


A 


10646 


1094 


3886 


SN DRTEDDCG KH PFMSSPP\TEP 

WVCL1IEGQEIDFLLDTGTTFSV 

LIPCLGRLSSRSVTIQGILGQPVT 

RYFSHLLSCNWETLLFSHAFLV 

MPESPTPLLGRDILAKAGAIISM 

KTGNKLPICCPLLEGINPEVWA 

LEGQFGRAKNAHPLQIRLKDPI 

SFPYQRQ YPLRPE AHKG LQDI V 

KHLKAQDSVRKCSSPCNTPI LG 

VQKLNSQWRLVQDLRLINbAVI 

Df VDV/UDWPVTl I QOVPPPAPW 
rLYrVVKINri I L»LoV^ VrtiliAc. W 

FTVLDLKD 


10586 


40954 


A 


10647 


762 


1298 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 

* = StOD codon. /=nfw;ihlp nnrli*ntiH» 

deletion, \=possiblc nucleotide insertion) 


10587 


40955 


A 


10648 


893 


2165 


GPRGTGPKGKARSEKGRSLSHG 

PQTNKPLVVQKGQKMEQANHP 

VGLVISVVYKD1LKKIVQRETS 

HPLIHVRYAEAITGRRTAPEDK 

GSLGRDMLAKAGAUYMNMGN 

KLPIWCHLLEEGIYLEVWALEG 

QFGRAKNACPVQIRLKDPTTFP 

YQRQYPLRPEAHK.GLQDIVKH 

VKAQGLVKKCSSPCNTP1LGVQ 

KPNGQWSLVQDLRLISEAV1PL 

YPVVPNPYTLLSQIPEEAEWFP 

VLDLKDAFFCIPLHYDSHDSQF 

LFAFEDPTDHTSQLIWTVLPQG 

FRDSPHLFGQALAQDLGHFSSP 

GTLVLQYVDDLLLATSSEASCQ 

QATLDLLNFLANQGYKASRSK 

AQLCLQQVKYLGLILARGTRTL 

GKERIQPILAYPHPKTLKQLWG 

FLEITGFC*LW1PGYSKIARPLYT 


10588 


40956 


A 


10649 


2 


403 




10589 


40957 


B 


10650 


51 


1038 




10590 


40958 


A 


10651 


581 


1128 


SPCRAQRHSCMWGLWQQSPCS 

PGSWQDSSPAQSGPPPR*PFSVP 

SSPWCLPSTWPLSPSPLPASWR 

RKTSAPSLLSLATAGPP*AGVC 

E/AK.TPKKKYSDDDEEEESEEN 

SRDSESDFSDDFSDDFVETRRR 

RSRRNQKRQINYKEDSESDGSQ 

KSLR RGKE1 RRVHKRR LSSSESE 

GYFFIKS 


10591 


40959 


B 


10652 


1 


4296 




10592 


40960 


A 


10653 


2 


447 


KEKKRNKKKKTIGSPKRJQSPL 

NNKLLNSPAKTLPG/AC/GSPQK 

L I DGFLKH EG PP A EKPLEELS AS 

TSGVPGLSSLQSDPAGCVRPPW 

VKYCTDLIEEKDLEKLDLVIKY 

MKRLMQQSVESVWNMAFDFIL 

DNVQVVLQQTYGSTLKVT 


10593 


40961 


C 


10654 


286 


336 




10594 


40962 


A 


10655 


421 


638 





WO 01/075067 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


10595 


40963 


A 


10657 


I 


888 


MMNEKNLEKGLGVDSVDrCDA 

MNAA1QQA1KAQPSMSPKKAPP 

APAKEARNVVAVGTGGRGTHD 

RDPSEKPPRLQWFEQQAKKLA 

KQQEEDSEEEEEDLDGDVLEIG 

KSKIKVLAESVSDWEDIDSDEE 

LECEDTEAMDDVVEQDAEEEE 

AEEGPPLGAIPITDCLFCSHHSSS 

LMKNVAHMTKDHSFFIPDJEYL 

SDIKGLIKYLGTHSSSSNVCKGL 

WDLEKRPSI DLK/C RT* Y STKRH 

/CTRTLSASSHF1LCQWTSVLS/P 

VHASTDQEIQEMHDDQSNPQN 

AVVREHCVGWGWGV 


10596 


40964 


A 


10658 


1 


1545 


MATYTCITCRVAFRDADMQRA 

HYKTDWHRYNLRRKVASMAP 

VTAEGFQERVRAVHGPSRRRRA 

RARP/LYCTVCSKKFASFNAYE 

NHLKSRRHVELEKKAVQAVNR 

KVEMMNEKNLEKGLGVDSVD 

KDAMNAA1QQAIKAQPSMSPK 

KAPPAPAKEARNVVAVGTGGR 

GTHDRDPSEKPPRLQWFEQQA 

KKLAKQQEEDSEEEEEDLDGD 

VLEIGKSKIKVLAESVSDWEDI 

DSDEELECEDTEAMDDVVEQD 

AEEEEAEEGPPLGAIPITDCLFC 

SHHSSSLMKNVAHMTKDHSFFI 

PDIEYLSDIKGLIKYLGEKVGVG 

KJCLWCNEKGKSFYSTEAVQA 

HMMDKSHCKLFTDGDAALEFA 

DFYDFSWRLAVGGHDWVERLT 

ASHYFYGYYPGARVGHRSLMR 

YYKQRFGLSRAVAVAKNRKAV 

GRVLQQYRALGWTGSTGAAL 

MRERDMQYVQRMKSKWMLK 

TGMKNNATKQMHFRVQGSQK 
cioiirijccirirw^i ATA\/cnncA cd 

TPTKDAKN 


10597 


40965 


A 


10659 


"» 


943 





wo 



01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown t 

*=StOD COdon. /=no«ihlp nnrl entitle 

deletion, V=possible nucleotide insertion) 


10598 


40966 


A 


10660 


1 


2427 


MATYTCITCRVAFRDADMQRA 

HYKTDWHRYNLRRKVASMAP 

VTAEGFQERVRA\HGPSRRRRA 

RARP/LYCTVCSKKFASFNAYE 

NHLKSRRHVELEKKAVQAVNR 

KVEMMNEKNLEKGLGVDSVD 

KDAMNAA1QQAIKAQPSMSPK 

KAPPAPAKEARNVVAVGTGGR 

GTHDRDPSEKPPRLQWFEQQA 

KKLAKQQEEDSEEEEEDLDGD 

DWEDIDSDEELECEDTEAMDD 

VVEQDAEEEEAEEGPPLGAIPIT 

DC L FCSHHSSSLMKN V A H MTK 

DHSFFIPDIEYLSDIKGLIKYLGE 

KVGVGKICLWCNEKGKSFYST 

EAVQAHMNDK.SHCKLFTDGD 

AALEFADFYDFSWRLAVGGHD 

WVEVEGRIRGCGSREDNECLL 

VCNFSVIGVAIQITRKGRTPIRA 

EELPSEKNLEYDDETMELILPSG 

ARVGHRSLMRYYKQRFGLSRA 

VAVAKNRKAVGRVLQQYRAL 

GWTGSTGAALMRERDMQYVQ 

RMKSKWMLKTGMKNNATKQ 

MHFRVQMDCRGIAVLVFKAPS 

FYLIMAPKHKSGDAGDSNMPK. 

GSRKVLPLSEKVKVLKEKKLY 

AE V AKI HG VKLQTFG VS VTAH 

KGSVDPKSEQQQDLLQRVKEQ 

SFHSVEADPAAEGAGSGLSQLR 

KGLPQCSSRLNGSSSATKVGAQ 

AEEAPRASEGCEGCQHAVTSQ 


10599 


40967 


A 


10661 


3 


658 


GTKGWAFP1TDCLFCSHHSSSL 

MKNVA H MTKDHSFFIPDI EYLS 

DIKGLIKYLGEKVGVGK1CLWC 

NEKGKSFYSTEAVQAHMNDKS 

HCK.LLAQDGDAALEFADFYDFR 

SSYPDHKEGEDPNKAEELPSEK 

NLEYDDETMELILPSGARVGHV 

RSLMRY YKQ A 1 WL V KNL WQLP 

KIRKAVGRVLQQYRSPGIGLGS 

TGAALMRERDMQYVQRMKSK 

MGC 


10600 


40968 


A 


10662 


1 


221 


MNPLANSTLTDVHPHFIFKQMA 

ELDRDMDEAGNHHSQQTNTRT 

ENQTPHVLTHKWELNNENTRT 

QGREHHTSEEFIAIQPEYYQICE 

KSNSDrNLEGTSYWTENHCSGI 

YKVINCLESEIHSEEN*CQN*IFL 

SDNIQVELRMPLMCDVPCPVSV 

CSHCSTPTYE 



WO 01/075067 
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SEQID 


SEQ ID NO: 

l/l pC|HIUC 

sequence 


Met 
hod 


SEQ ID NO: 
in INSN 
09/540,217 


Nucleotide 

Ifwntifin nf fircf 
■w.«iiiuii vi iirsl 

codon for peptide 
sequence 


Nucleotide location of last 

rAfinn fnr litct Atninik striH 
ivfuwii iui on* til if aiiu 

of peptide sequence 


Amino acid sequence ( X=Hnkno»vn, 
— fc?n»l» iuuuii, /— possioie tiucieoiiuc 
deletion, \=possible nucleotide insertion) 


10601 


40969 


A 


10663 


1 


1815 


MHEAGNHHCQQSNTRKENQTP 

DVLTHKWEGFDQLRLEGLLCD 

VTLMPGDTDDAFPVHRVMMA 

SASDYFKAMFTGGMKEQDLM 

CIKLHGVSKVGLRKIIDFIYTAK 

LSLNMDNLQDTLEAASFLQ1LP 

VLDFCKVFLISGVTLDNCVEVG 

RIANTYNLTEVDKYVNSFVLKN 

FPALLSTGEFLKLPFERLAFVLS 

SNSLKHCTELELFKATCRWLRL 

EEPRMDFAAKLMKNIRFPLMTP 

QELINYVQTVDFMRTDNTCVN 

LLLEASNYQMMPYMQPVMQS 

DRTAI RSDTTHLVTLGG VLRQQ 

LVVSKELRMYDEKAHEWKSLA 

PMDAPRYQHGIAVIGNFLYVV 

GGQSNYDTKGKTAVDTVFRFD 

PRYNKWMQVASLNEKRTFFHL 

SALKGYLYAVGGRNAAGELPT 

VECYNPRTNEWTYVAKMSEPH 

YGHAGTVYGGVMYISGG1THD 

TFQKELMCFDPDTDKWIQKAP 

MTTVRGLHCMCTVGERLYVIG 

GNHFRGTSDYDDVLSCEYYSPI\ 

LDQWTPIAAMLRRQSDVGVAV 

FENKIYVVGGYSWNNRCMVEI 

VQKYDPDKDEWHKVFDLPESL 

GGIRACTLTVFPPEETTPSPSRES 


10602 


40970 


A 


10664 


1 


1226 


MNEIEFRLERTPVDESDDEIQH 

DE I PTG KCI A PI FDKRLKHFR VT 

EGSPVTFTCKIVGIPVPKVYWF 

KDGKQISKRNEHCKMRREGDG 

TCSLH1ESTTSDDDGNYTIMAA 

NPQGRISCSGHLMVQSLPIRSRL 

TS AGQSH RG RSR VQERDK E P LQ 

ERFFRPHFLQAPGDMVAHEGR 

LCRLDCKVSGLPPP\DMTWLLN 

GQPVLPDASHKMLVRETGVHS 

LLIDPLTQRDAGTYKCIATNKT 

GQNSFSLELSVVAKEVKKAPVI 

LEKLQNCGVPEGHPVRLECRVI 

GMPPPVFYWKKDNETIPCTRER 

ISMHQDTTGYACLLIQPAKKSD 

AG WYTLS A KN E AG I V SCT A R L 

DIYAQWHHQIPPPMSVRPSGSR 

YGSLTSKGLDI FS A FSSM ESTM 

VYSCSSRSVVESDEL 


10603 


40971 


C 


1066S 


166 


229 




10604 


40972 


B 


10666 


251 


371 
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SEQID 

NO: 


SEQIDNO; 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*— Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10605 


40973 


A 


10667 


79 


1391 


PWEGSAPATSPLGEDSAWGSA 

DGSESWSCRELLQPGDVLGESC 

GLTPPALPAHCIQEGCLPPLTQE 

LRCCQPPRMGRWALDVAFLW 

KAELTLGLELLYYXCFFIGINFY 

NKWLTKSF/HIFPLFMTMLHLA 

V1FLFSALSRALVQCSSHRARV 

VLSWADYLRRVAPTAALREVA 

SLFRKPSAEEMLCPPARQRGEA 

RELSQNP1 1 RAGEGRLQGH RQV 

ATVICAPAPFSVMGLSPELQQCI 

VGNFASRYTMTKSSAVLFIL1FS 

LIFKLEELRAALVLVVLLIAGGL 

FMFTYKSTQFNVEGFA\WCWG 

PRSSVAFAGPSPRCSCRRLNSAS 

RIPSTPCSTCSHSCS/WGLFPLFA 

VFEGVTGLLLRVLGSLFLGGILA 

FGLGFSEFLL/VSSRTSSLTLSIA 

G1FKEVCTLLLAAHLLGDQISLL 

NWLGFAXSASREYPSTLPS 


10606 


40974 


A 


10668 


1 


1129 


MGRWALDVAFLWKAVLTLGL 

VLLYYCFSIGITFYNKWLTKSF 

HFPLFMTMLHLAVIFLFSALSR 

ALVQCSSHRARVVLSWADYLR 

RVAPTALATALDVGLSNWSFL 

YVTVSLYTMTKSSAVLFILIFSLl 

FKLEELRA ALVL VVLLI AGG LF 

MFTYKSTQFNVEGFAVWCWGP 

RSSVAFAGPSPRCSCRRLNSASR 

IPSTPCSTCSHSCSWGLFPLFAV 

FEGLHLSTSEKIFRFQADTGLLR 

R VLG\SLFLGGI L AFGLGFSEFLL 

VSRTSSLTLSIAGIFKEVCTLLL 

AAHLLGDQISLLNW\LGFA\SAS 

REYPSTLPSKPCIPEVTQSPFQK 

PLVSVLLPVTLSDSDAGSVPGG 

SAAVTPLGRCGGHLQSGWVGP 


10607 


40975 


A 


10669 


566 


1026 


PVMPKLIYVIRTGKQLKISLGH 

VDFQTVPSFLQQLN V/WQTI KA 

SEHPDRNDCVAVLRQKRSLGS 

VENTSGKRKCWGGQSGFTTSE 

LEETEEDSDLSDYGDDVDGRK 

DALAEPCFMLIGE1FELRGKPQY 

QLEIWQVPTGTPDHLEEEANEK 



WO 01/075067 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
cod on for last Amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*— Ston cod On /=nfKcihlp nitrlpntiHp 
deletion, \=possiblc nucleotide insertion) 


10608 


40976 


A 


10670 


1717 


2340 


GIDVQGKKNSFSLSSFLERLPRD 

FFSHQEEETEEDSDLSDYGDDV 

DGRKDALAEPCFMLIGEIFELR 

GMFKWVRRTLIALVQVTFGRTi 

NKQ1RDTVSWIFSEQMLVYYINI 

FRDAFWPNGKLAPPTTIRSKEQ 

SQETKQRAQQKLLEN I PDMLQS 

LVGQQNARHGII/NKYSNALQE 

TRANKHLLYALMELLLIELCPE 

LRVHLDQL 


10609 


40977 


A 


10671 


181 


399 


NRYIVPISQIMKRKRRKVSIVLN 
VTGYVRGM/RKPGLLNLASGFL 
LSTSPTSENSNRCRGLWQIDPW 
EEGETYV 


10610 


40978 


A 


10672 


66 


535 


CWWQDPLQRTRQKSVTATSTK 

IDMSNVKIPKHPADAYFKKQQL 

WKPRNRKLAGKJLSTPAARDAP 

RARPPHEAPPPPPPPELRYRVPP 

RPAPSSWRHPSGKG RRGPPG IG 

GRIVGERQLRTEYGNDRPGREG 

DPAPGCCGGARTLSLYGEIKLR 

VKF 


10611 


40979 


A 


10673 


67 


585 


SAAKSEMAGEKVEKPDTKEKK 

PEAKKVDAGGKVKKGNLKAK 

KPK.KGKPHCSRNPVLVRG1GRY 

SRSAMYSRKAMYK\RKYSAAK 

SKVEKKKKEKVLATVTKPVGG 

DKVGGTRG\VKLRK\MPRJ\YPT 

EDVPRKLLSHGKKPFSQHVRKL 

RASITPGTILIJLTGRHRGKRVVF 


10612 


40980 


A 


10674 


2 


282 


CIALYCHLLN1CSKVKAEMQNL 
GREFIVPGMDSATSLIWATK/DL 
MNAVIEAPEKKPLLKREKQDES 
QS EI K WASQKKHLN P VQALSEF 
KAMDSI 


10613 


40981 


A 


10675 


2 


2798 




10614 


40982 


A 


10676 


14 


2858 


PDWRETKQRPSASGLWNLALA 

QLAAEMTAVHAGNINFKWDPK 

SLEIRTLAVERLLEPLVTQVTTL 

VNTNSKGPSNKKRG RSKKAHV 

LAASVEQATENFLEKGDKIAKE 

SQF\L*E*LLAAVEYVRKQGDL 

MKTAAGEFADDPCSSVEQGNM 

VQAA*TLLSAVTCLLILA\DMG 

NVYTLLIQLKVVEDDILKLRNA 

GNEQDLGI*YKALKPEVNKVNI 

MAVKRQQELKDVGHRDQMAA 

A RGI LQKN VLI FYTASRA 


10615 


40983 


A 


10677 


1 


4545 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*— Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10616 


40984 


A 


10678 


1 


1921 


MAGLGMGEEG1PGGERWEHKR 

RAHIVSNHRITRTGTHPYTHSPY 

PHKDNVHTARREHKTQDLGTI 

RSVGHSSEHTQHTTPDTVPPLV 

VI VCRVC YRPPHGETRAEYTRH 

RGQN RRTKF WVG I K EEKN L AQ 

QERTEEQLANIARGGYVLKDC 

AGQPELIFIATGSEVELAVAAYE 

KLTAEGVKARVVSMPSTDAFD 

KQDAAYRESVLPKAVTARVAV 

EAG1ADYWYKYVGLNGAIVGM 

TTFG ES A P A ELLFEEFGFTVDN P 

LASRAVRLRLPFNNDQVEAAV 

GWKLAVERHNGPTALILSRQN 

LAQVERTPDQVKEIARGGYVL 

KDSGGKPDI1L1ATGSEMEITLQ 

AAEKLAGEGRNVRVVSLPSTDI 

FDAQDEEYRESVLPSNVAARV 

AVEAGIADYWYKYVGLKGAIV 

GMTGYGESAPADKLFPFFGFTA 

ENIVAKAHKVLGVKAGSHIPRK 

KYDVPGKKSFSPVKYST1GSPSP 

ERPVSITTIPNSFVIITANRVLHC 

NADTPEEMHHWITLLQRSKGD 

TRVEGQEFIVVEKLIRGLAMED 

SRNMFAL/S*IQRPRRQSH*KSN 

RRS*CLSQV*KRASW*AFTNI* 

WPDRHGLRKYSF/WSPGN1HHL 

RHCRML*VVRLLLRLLNAVYE 


10617 


40985 


A 


10679 


1 


2940 




10618 


40986 


A 


10680 


2 


404 




10619 


40987 


A 


10681 


2 


546 


WCPHRWRPHTLTPTAAPAVTK 

SPEATHLYGQVSWNSQNLHLE 

GQLQSASLQGSFMLK**GDPLD 

F/VMSPPRPLFERLK.ARISQSTK. 

TFTPCERLEKRRTSFLEGTLRRS 

FRTGSVV RQK VEEEQMLDM WI 

KEE VSS A RAS 1 1 DK WRKFQGMN 

QEQAMAKYMALIKEWPGYGST 

LFDVEGTDT 


10620 


40988 


A 


10682 


1 


555 




10621 


40989 


A 


10683 


1 


627 





V 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lfn known, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


10622 


40990 


A 


10684 


1 


7232 


MPEPPTHSMGSCAAGASLTSTA 

PCSTAPSPIDHLRAKECERTAQ 

DWQAAPPAALVRDPLAALVRT 

WRTFMSSSRIVNTP1GTLCLAQ 

GFQWFSVLSQVHASTDQEIQE 

MHDEQANPQNAVGTLDVGLID 

SVCASDSPDRPNSFVIITANRVL 

HCNADTPEEMHHWITLLQRSK 

GDTRVEGQEF1VRGWLHKEVK 

NSPKMSSLKLK1CRWFVLTHIPG 

LLQEFREDALN WG PDEKIFKET 

ELVNDMDKINGRI ERA E 


10623 


40991 


A 


10685 


1 


2146 


1DSVCASDSPDRPNSFVIITANR 

VLHCNADTPEEMHHWITLLQR 

SKGDTRVEGQEFIVRGWLHKE 

VKNSPKMSSLKLKKRWFVLTH 

NSLDYYKSSEKNALKLGTLVL 

NSLCSVVPPDEKIFKETGYWNV 

TVYGRKHCYRLYTKLLNEATR 

WSSAIQNVTDTKAP1DTPTQQLI 

QDIKENCLNSDVVEQIYKRNPIL 

RYTHHPLHSPLLPLPYGDVINLN 

LLKDKGYTTLQDEA1KIFNSLQ 

QLESMSDPIPIIQGILQTGHDLRP 

LRDELYCQLIKQTNKVPHPGSV 

GNLYS WQI LTCLSCTFLPSRG I L 

KYLKFHLKRIREQFPGTEMEKY 

ALFTYESLKKTKCREFVLSRDE1 

EALIHRQDMTSTVYCHGGGSC 

KITINSHTTVAGEVVEKLIRGLA 

MEDSRNMFALFEYMGHVDKA1 

ESRTVVADVLAKFEKLAATSEV 

GDLPWKFYFKLYCFLDTDNVP 

KDS VEF A FM FEQ A HE A V I HG H 

HPAPEENLQVLAAHATSSIMQG 

DYT\LHA\AIPP\LEEVYSLQRLK 

ARISQSTKTFTPCERLEKRRTSF 

LEGTLRRSFXRTGSVVRQKVEEE 

QMLDMWIKEEVSSARASIIDK 

WRKFQGMMQEQAMAKYMALJ 

KEWPGYGSTLFDVEVRTGCHV 

EDKMEH FA LSTSFFRAPK I V PLT 
PPFSSQFLFSCVVNASVILGMN 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10624 


40992 


A 


10686 


28 


561 


MDIVQDATFVYATLQTAHYHR 

DAGLPVYLYEFEHHARGNVKP 

RTDGADHGDEMYFLFGGPFAT 

GAKVPPDTPTGCPVSHLWMQT 

HPSIGWPQGAHQFLICYALPNE 

SLLLRKQQKQQE*GGRMPNDG 

NLPCWPRYNKDEKYLQLDFTT 

RVGMKLKEKKMAFWMSLYQS 

QRPEKQRQF 


10625 


40993 


A 


10687 


148 


444 




10626 


40994 


A 


10688 


1 


1531 


PLPGARRCLHEFWGQLASMYV 

STRERYKWLRFNEDCLYLNVY 

APARAPGDPQLPVMVWFPGGA 

FIVGAASSYEGSDLAAREKEGL 

VFLQHRLGIFSFLSTDDSHARG 

NWGLLDQM\AALRWVQENIAA 

FRGRPREILTLFGQSAGAMSISG 

LMMSPLASGLFHRAISQSGTAL 

FRLFITRNPLKVAKKVAHLAGC 

NHNSTQILVNCLRALIR\AKVM 

RVSNKMRFLQLNFQRDPEE11W 

SMSPVVDGVVIPDDPLVLLTQG 

KVSSVPYLLGVNNLEFNWLLP 

YIMKJFPLNRQAMRKETITFCML 

WSTRTLLAKNSWGAEHGSKSL 

VGPPLAQLAPRPQNITKEQVPL 

VVEEYLDNVNEHDWKMLRNR 

MMDIVQDATFVYATLQTAHYH 

RDAGLPVYLYEFEHHARGI1VK 

PRTDGADHGDEMYFLFGGPFA 

TGLSMGKEKALSLQMMKYWA 

INrAK 1 ONrNJJufNLrCVVr'K YNK. 

DEK YLQLDFTTRVGM KLK EKK 
MAFWMSLYQSQRPEKQRQF 
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SEOID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10627 


40995 


A 


10689 


138 


1898 


ICKYIMNDQWARQNCLHSPTY 

GPSENVLSSAESKPEIQLSPSCPL 

IFSSQQALSQHVWLSHLSQLFSS 

LWAG\NPLHLGKHYPEDQKQQ 

QDPFCFSGKAEWIQEGEDSRLL 

FGRVSKNGTSKALSSPPEEQQP 

AQSKEDNTVVD1GSSPERRADL 

EETDKVLHGLEVSGFGEIKYEE 

FGPGFIKESNLLSLQKTQTGETP 

YMYTEWGDSFGSMSVL1KNPR 

THSGGKPYVCRECGRGFTWKS 

NLITHQRTHSGEKPYVCKDCGR 

G FTWKSNLFTHQRTHSG LKP Y 

VCKECGQSFSLKSNLITHQRAH 

TG EKPYVCRECGRGFRQHSHL 

VRHKRTHSGEKPYICRECEQGF 

SQKSHLIRHLRTHTGEKPYVCT 

ECGRHFSWKSNLKTHQRTHSG 

VKPYVCLECGQCFSLKSNLNK 

HQ\RSHTGEKPFVCTECGRGFT 

RKSTLITHQRTHSGEKPFVCAE 

CGRGFNDKSTLISHQRTHSGEK 

PFMCRECGRRFRQKPNLFRHKR 

AHSGAFVCRECGQGFCAKLTLI 

KHQRAHAGGKPHVCRECGQGF 

SRQSHLIRHQRTHSGEKPYICRK 

CGRGFSRKSNLIRHQRTHSG 


10628 


40996 


C 


10690 


160 


294 




10629 


40997 


A 


10691 


3 


82 


S WACA 1 HPTG YL1 EQ AGG * WVT 
ARRD 
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SEQ ID 


SEQ ID NO: 

of peptide 
sequence 


Met 


SEQ ID NO: 
09/540,217 


Nucleotide 

Irwri t » fin f\f ft t*c t 
IUVI1IIUI1 HI htm 

codon for peptide 
sequence 


Nucleotide location of last 

/•rtrlrtn fnr Invl am in ft firirl 

tUUUH IUI Idol olllli'u uviu 

of peptide sequence 


Amino aeid sequence ( X=l)nknown, 
ivuvii t /-"i/uisiuie nucicOiioc 
deletion, \=possiblc nucleotide insertion) 


10630 


40998 


A 


10692 


1 


1399 


MLRRYRPD1TSCHGSTAESKGG 

VVLDVSGRARPLRRTRNSPSPT 

SLTSSKMSGLDGGNKLPLAQTG 

GLAAPDHASGDPDRDQCQGLR 

EETEATQVMANTGGGSLETVA 

EGGASQDPVDCGPALRVPVAG 

SRGGAATKAGQEDAPPSTKGL 

EAASAAEAADSSQKNGCQLGE 

PRGPAGQKALEACGAGGLGSQ 

MIPGKKAKEVTTKKRAISAAVE 

KEGEAGAAMEEKKVVQKEKK 

VAGGVKEETRPRAPKINNCMD 

SLEAIDQELSNVNAQADRAFLQ 

LER\KFGRMRRLHMQRISFIIQN1 

PGFWVTAFRNHPQLSPM1SGQD 

EDMLRYMINLEVEELKHPRAG 

CKFKFI FQGNPYFRNEGLVKEY 

ERRSSGRVVPFSTPI\RWH\RGQ\ 

DPQAH I H RN REGNTIPSFFN WFS 

DHSLLEFDRIAEIIKGELWPNPL 

QYYLMGEGPRRGIRGPPRQPVE 

SARSFRFQSG 


10631 


40999 


A 


10693 


3 


441 




10632 


41000 


A 


10694 


190 


2716 




10633 


41001 


A 


10695 


1 


793 


MARQKKMGQSVLRAVFFLVLG 

LLGHSHGGFPNTIS1GKRKRASR 

RSRLSLTRDHCPGKAFPAVFRA 

ERSTGG EQE AGMLQGGEESRLF 

GSLLWTLPWRACSSWKLSQGD 

ADCLAAPGRJTRARGAQSVVSG 

CRETGWXGLFMRNTVQEHSAFR 

FAVQLYNTNQNTTEKPFHLNY 

HETSPIPLKSPPVSFCCALVVHS 

TLHRPSLCSVSSLAHRSHIPSPH 

CHCKNCCCTPLQPTNVLVDYA 

LFARSREKANVTLKLPLTEVIPF 


10634 


41002 


A 


10696 


2 


2744 




10635 


41003 


A 


10697 


2 


2740 




10636 


41004 


B 


10698 


47 


7237 
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SEQID 

NO* 


SEQ ID NO: 

ui pcpuuc 
sequence 


Met 
hod 


SEQID NO: 

in II<5^N 
III Uoon 

09/540,217 


Nucleotide 

l/u*af inn t\f fleet 

codon Tor peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
— oiop c«oon t /— possiDic nucleotide 
deletion, \=possible nucleotide insertion) 


10637 


41005 


A 


10699 


426 


2118 


GFGHTVHAAEGGDFGGSWQG 

DSVLLCSTVDPGSWAASRGKG 

SPCRGPLCGCCPGRSS\QPSKVE 

VAVSCSCGALLGMCMPPVVLA 

LEGCPRG VA A KG KGSPQAQTV 

RRSPSADQSLEDSPSKVPKSWS 

FGDRSRARQAFRIKGAASRQNS 

EEASLPGEDIVDDKSCPCEFVTE 

DLTPGLKVS1RAVCVMRFLVSK 

RKFKESLRPYDVMDVIEQYSAG 

H LDMLSRI KSLQSRQEPRLPVQ 

QGTRTGIDM1VGPPPPSTPRHKK 

Y PTKG PTA PPRESPQYSPR VDQI 

VGRGPAITDKDRTKGPAEAELP 

EDPSMMGRLGKVEKQVLSMEK 

KLDFLVNIYMQRMGIPPTETEA 

YFGAKEPEPAPPYHSPEDSREH 

VDRHGCIVKIVRSSSSTGQKNFS 

A PP A A PP VQCPPSTS WQPQSHP 

RQGHGTSPVGDHGSLVRIPPPP 

AHERSLSAYGGGNRASMEFLR 

QEDTPGCRPPEGTLRDSDTSISIP 

SVDHEELERSFSGFSISQSKENL 

DALNSCYAAVAPCAKVRPY1A 

EGESDTDSDLCTPCGPPPRSAr 

GEGPFGDVGWAGPRK 


10638 


41006 


A 


10700 


1 


774 




10639 


41007 


A 


10701 


124 


815 


HPGTAMDALNSMQNFLRGRPK 

TFKSLENAIEWSVKSGQIRNLES 

ARVSMVGQVKQCEGITSPEGSK 

SIVEGIIEEEEEDEEGSES1SKRK 

KEDDMETKKDHPYTWRJELAK 

TEKYWDGWFRGLSNLFLSCP1P 

KLLLLAGVDRLDKDLTIGQMQ 

GKFQMQVLPQCGHAVHE\DAP 

DKVAEAVATFLIRHRFAEPI\GG 

FQCVFPGLLVTCCPPLLQHRAL 

LVNTFAPEAHC 


10640 


41008 


A 


10702 


69 


370 




10641 


41009 


A 


10703 


1 


224 


MCNTPAYCDLGhCAAKDVFNK 

GYGFGMVKIDLKTKSCSGVEFS 

TSGHAYTDTGKASGNLETKYK 

VCNYGLTFTQK*NTPAYCDLG 

KAAKDVFNKGYGFGMVKfDLK 

TKSCSGVEFSTSGHAYTDTGKA 

SGNLETKYKVCNYGLTFTQK 


10642 


41010 


A 


10704 


2 


171 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
* = StOD COdon. /— DOSsible niirlrnlirlr 

deletion, \= possible nucleotide insertion) 


10643 


41011 


A 


10705 


1 


740 


MCNTPTYCDLGKAAEDVFNKG 

YGFGMGK1DLKTKSCSAVEFST 

SGHAYTDTGKASGNLEPECKV 

CNYGLTFTQKRNTDNTLGTE1S 

LENKLAKGLKLSLDT1LVPNTG 

KKSGELKASYKWDCFSVGSNV 

DLDFSGPTIYGWAVLVFEGWL 

AGYQMSFDTAKSKLSQNNFAL 

GYEAADFQLHTHVTDGTEFGG 

SIYQKVNGIEMSINLAWTA/GSN 

NTHFG1ATKYKLDCRTSLSAKA 

VVLGTRVGSC 


10644 


41012 


B 


10706 


1 


318 




10645 


41013 


A 


10707 


2 


100 




10646 


41014 


A 


10708 


116 


1746 


SSVTGRTEKAR1WEVTDRTV/R 

RPWIGEAVAAAAADGVTFSVP 

VTPHTFRHSYAMHMLYAG1PL 

KVLQSLMGHKSJSSTEVYTKVF 

ALDVAARHRNRFTQFRLSETKE 

ITNPYAMRLYESLCQYRKPDGS 

CIVSLKIDW1IERYQLPQSYQLY 

YFELAIPVGYFYPGSFSTASRIL 

LLHPRGLRAITIAVFGKQNTYIR 

LEPFKINVLEQITKHIEKLQCGG 

VVKQLSRRGNNQHISSTYDINR 

A DTQVRRAVNNY DI I VM SNSFN 

GQSEHQVWIARLTWVIGT1NVV 

C A AD VL I VPTPA EL FD YTS A LQ 

FFDMLRJDLLKNVDLKGFEPDV 

RILLTKYSNSNGSQSPWMEEQI 

RDAWGSMVLKNVVRETDEVG 

KARLTWGIGT1NVVCAADVLIV 

PTPAELFDYTSALQFFDMLRDL 

LKNVDLKGFEPDVRJLLTKYSN 

SNGSQSPWMEEQIRDAWGSMV 

LKNVVRETDEVGKEPPSTNTFR 

HS YAM H MLYAG1PLK VLQSLM 

GHKSISSTEVYTKVFALDVAAR 

HRVQFAMPESDAVAMLKQLS 


10647 


41015 


A 


10709 


284 


969 


RVSRGRKWFFIALKRMPAMKK 

AMMLFLGLSNVRTVHPEGFTV 

Y1STHISFPSLSGYRTGLRSFGLV 

KQKKSPIRMPCVYTNPCVSIHP 

LWLRLRSPSARWLRCGSPSLG 

WTRTEPA PSPPRGG RTEKA Rl W 

EVTDRTVRTWIGEAV/AAHAA 

DGVTFSVPVTPHTFRHSYAMH 

MLYAGIPLKVLQSLMGHKSISS 

TEVYTKVFALDVAARHRVQFA 

MPESDAVAMLKQLS 
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SEQII) 

fill. 


SEQ ID NO: 

ui pt-pnuc 

sequence 


Met 
hod 


SEQ II) NO: 
in IKSN 

III UiJOl^ 

09/540,217 


Nucleotide 

lULdllUII UI IIIjl 

codon for peptide 
sequence 


Nucleotide location of last 

cntlnn fnr lief amino nrirl 

of peptide sequence 


Amino acid sequence ( X~Unkno\vn, 

*=C*nn rndfin /— nnwiHli* nitf Ipnltrl* 
— ijtu|* Luuuiif /— -|/uaMLMC iiuncuiiue 

deletion, \=possiblc nucleotide insertion) 


10648 


41016 


A 


10710 


2817 


3297 


AGCVRHRLSENRLDHRALPAA 
SKLPAYA*LPPPLPAGRL*RIPH 
RQFL*HQI/RL/PTERRCLLTRRT 
E KA R I WE VTDRT VRT WI GE A V 
ARJLAADGVTFSVPVTPHTFRHS 
YAMHMLYAGIPLKVLQSLMGH 
K S I SSTE V YTK V F A L D V A ARH R 
VQ\FAMPES 


10649 


41017 


B 


10711 


1 


963 




10650 


41018 


A 


10712 


1 


1296 




10651 


41019 


A 


10713 


1 


1167 




10652 


41020 


A 


10714 


349 


3195 




10653 


41021 


A 


10715 


163 


864 




10654 


41022 


A 


10716 


576 


754 




10655 


41023 


A 


10717 


1 


1449 




10656 


41024 


A 


10718 


1422 


1600 




10657 


41025 


A 


10719 


489 


726 


1SCCSFFSPRPPH\TFRHSYAMH 
MLYAGIPLKVLQSLMGHKSISS 
TEVYTKVFALDVAARHRVQFA 
M PESD A V AMLKQLS 


10658 


41026 


A 


10720 


1 


1596 




10659 


41027 


A 


10721 


1 


1572 




10660 


41028 


A 


10722 


2 


100 




10661 


41029 


A 


10723 


561 


804 


TLRQTKPDNSADPPHT\FRHSY 
AMHMLYAGIPLKVLQSLMGHK 
SISSTEVYTKVFALDVAARHRV 
QFAMPESDAVAMLKQLS 


10662 


41030 


A 


10724 


1 


867 




10663 


41031 


B 


10725 


I 


825 




10664 


41032 


A 


10726 


1 


942 




10665 


41033 


A 


10727 


2 


100 




10666 


41034 


A 


10728 


39 


359 


RILGKGAGQTRAESLVWGRGV 
PARCC*PGGPFLVPGPPP*VR/H 
LSYARPM\L*PG1PLKVLQSLMG 
HKSISSPEVYRKVFALNVAARH 
RVQFAMPEFDAV AMLKQLS 


10667 


41035 


B 


10729 


41 


724 




10668 


41036 


A 


10730 


1 


1023 




10669 


41037 


A 


10731 


1 


1314 




10670 


41038 


A 


10732 


1 


1128 




10671 


41039 


A 


10733 


892 


1611 




10672 


41040 


B 


10734 


78 


1099 




10673 


41041 


A 


10735 


1 


936 




10674 


41042 


A 


10736 


766 


1056 




10675 


41043 


A 


10737 


1 


1422 




10676 


41044 


A 


10738 


1214 


1721 
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SEQID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQII> NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Ammo acid sequence ( X=Unkno\vn, 

* = StOD COdon. /— DO«ihlp mtrl*>rktiH#> 

deletion, V=possible nucleotide insertion) 


10677 


41045 


A 


10739 


2592 


3233 


RWGRWHTGGSSRSEPTMELRA 

PAWPRGRPGQGGARPAGSELR 

GNATAPSPACLCRNILCRMEES 

PNTDGKRPETGSNKRGKAGDK 

WWKIKTGIMRDKLMERRNRRT 

G RTEKAR] WE VTDRT VRT WIGE 

AVAAAAADGVTFSVPVTPHTF 

RHSYAMHMLYAG1PLKVLQSL 

MGHKVISSTDFYTKVFALDVA 

ARHRVQFAMPESDAVAMLKQL 


10678 


41046 


A 


10740 


6323 


7130 




10679 


41047 


A 


10741 


319 


522 


RNTRYWVINSISVIPPSSALISKR 

SPRLMAKKTAHFLGISRTSVAE 

FTFTRSGISRDHCVKGAGAADR 

RPNAPPRAEFQSGWFLfMECFA 

R*VGDPQL/TA/HFDAV/RRE/IM 

PL/PREG/KTL/QTEVREMPRKC 

AVFLAINLGDRFD1KADEGG1T 

DIEFITQYLVLRYAHEKPKLTR 

WSDNVRJLELLAQND1MEEQEA 

MALTRAYTTLRDELHHLALQE 

LPGHVSEDCFTAERELVRASW 

QKWLVEE 


10680 


41048 


A 


10742 


2 


640 




10681 


41049 


C 


10743 


1 


2358 




10682 


41050 


A 


10744 


1264 


1894 


RGDKPQHIVTVHRADVVKAQL 

FKQRARHYHAFNMFFGAFEQL 

FN W RH A RENFFPAG KQLCQM V 

VERADIFGNRHFIVVENHQHIR 

TDI A R V I HRFKRH ACGN R A IAN 

DTDGAA1FAFTA1LYGIQFSCAS 

FYLFVVYEHGSLKTVGCPLQEV 

/WRTALESCKPAHIQLSGVLAI/S 

SIVMQSVNAMPSWSGYSSSQA 

A S A AR WLL ARSGL 1 C 



WO 01/075067 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10683 


41051 


A 


10745 


872 


3111 


VLKPNHLTERKGC/GFACGRYG 

KLGAWELDYSPDLDIIFLNDCP 

MNAMTAGERKIDGRQFYLRLA 

QRJMHLFSTRTSSGILYEVDARL 

RPSGAAGMLVTSAEAFADYQK 

NEAWTWEHQALVRARVVYGD 

PQLTAHFDAVRREIMTLPREGK 

TLQTEVREMREKMRAHLGNKH 

RDRFDIKADEGGITNIEFITQYL 

VLRYAHEKPKLTGWSDNVRIL 

ELLAQNDIMEEQEAMALTRAY 

TTLREPRFSRFSLFWGCSPLGLF 

DYLADLFKIDNSHGGRFKTVLL 

TFLPPALLYLIFPNGFIYGIGGA 

GLCATIWAV1IPAVLA1KARKKF 

PNQMFTVWGGNLIPAIVILFVLP 

WFYFIPPGLICTSLVYRASPPIS 

MPAKAVAYCVLRISGGDGSCD 

VICRGKVADRSKFWNPNWSKT 

HTEPTQQSQTATSNRTSATTAE 

QRSDEKEGNNRTRHEEQRSQN 

ATQHKRRERATTTQKTCSETVT 

PTTMNMCNEPELRRHARVLPP 

VLYIVQRRYDESHLRISISACNV 

CRTERHAVHTDETIHSTVVADC 

KERVAVMRLRLPLCAACRHIG 

DVIVYSAYVCEHRCMRLLATR 

RHYVVTLTTHLRRRLFLTEVNA 

RYVCIYDDEHSRSSTVTHAHPI 

liriv^o A ri Y U 1 I V I UlKj I V o Y IVIK 

LNTSVRLIRRRAHTCTSRALMD 

onolvUOivrMUy AoA V V V 1 rirL, 


10684 


41052 


A 


10746 


1577 


1668 


TINPPELAFVKTVH'SPRICLGFI 
HIFLLN 


10685 


41053 


A 


10747 


486 


674 


HWWKN WRRCWIPVIWH'RRSR 
TIWRCCKKWITASTLLSRSSPSK 
LPPCMSGFQPVVAGRKRR 


10686 


41054 


A 


10748 


254 


396 


ADDQI PHSKTH LKLSLE V EENQ 
Q*EI*RPLLQ*GGMSVPRCVHG 
RSG 


10687 


41055 


A 


10749 


3 


674 


1SAELNRPFAIRGDLG/VVWERQ 

KQETGWRSWVP/WPHVHAEDII 

LGN PPDI/PE VTM VH L PRVEATL 

/APLALLTKTVWLPWIKLESPR1 

RFQFSHHVRRAVLCEDAYYKL 

TLAQVEKLKNGGKVIASDELM 

TKFRIPNTLEFCAPVMADAPA! 

ALLRLSLACLDLAQAMMPAFH 

KPISSSF VNUYAG I bFACAASD 

MDERRMLNAPLSLRLTLVEKL 

RRCWIPV1RH 



WO 01/075067 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown. 

*— StOD COdOn* /=DOSSlble nttrl*nf ifi* 

deletion, \=possiblc nucleotide insertion) 


10688 


41056 


A 


10750 


1 


1755 




10689 


41057 


A 


10751 


1 


1662 


MSKPKYPFEKRLEVVNHYFTT 

DDGYRJISARFGVPRTQVRTWV 

ALYEK.HGEKGLIPKPKGVSADP 

ELRIKVVKAV1EQHMSLNQAA 

AHFMLAGSGSVARWLK.VYEER 

GEAGLRALKIGTKRNIA1SVDPE 

KAASALELSKDRRIEDLERQAL 

SKPDKYADVKKRJSEIYHENRG 

RYGYRRVTLSLHREGKQINHK 

AVQRLMGTLSLKAAIKVKRYR 

SYRGEISSTTKLFLTAFRM1VVA 

11LIATFDWNRLKPTINQKVSAE 

LNRPFAIRGDLGVVWERQKQE 

TG WRS WVPWPH VHAEDI 1 LGN 

PPDIPEVTMVHLPRVEATLAPL 

ALLTKTVWLPW1KLEKPDARL1 

RLSEKNNN WTFN L ANDD/NKD 

ANA\NRRHGRFGWI1FFS1KGGS 

PLMTND1HGSLVYTTGK.PRPKL 

EG DVESRQLRL A D LG PLIG VDS 

GKGAEKSKRSEQKKGEKSVQP 

AGKVLPYDRFETDKWDVMDA 

DVRFKGRRIEHGSSLP1SDLSTHI 

ILKNADLRLQPLKFGMAGGS1A 

ANIHLEGDKKPMQGRAD1QAR 

RLKLK ELM PDVN 


10690 


41058 


A 


10752 


1 


477 


SELG H AG LNGD1L V WNP VLED 

A FELSSMG I R V\D\ADTLKHQL A 

\GDEDRLELEWHQALLRGEMP 

QTIGGGIGQSRLTMLLLQLAHI 

GQVQCGVWAAAVRESVPSLPL 

QLFHFTRHVVRQPLSDKIRNHQ 

RJGIKPFPALQAFHNGAKTTGK1 

GADTKLLA 


10691 


41059 


A 


10753 


414 


794 


RPSPLPTG LG DTG LGFLPRFIEM 
EKLPFNDVAEAEQELQEGPLPEY 
SG PG L AL AK WG\LG\LKQ V VM 
ASLFVALFLPFGR\AQELSLACL 
LTSLVVTLLKN1NSMTAGILVC 
L VTV VSPGLI K V L 1 YDQ 


10692 


41060 


A 


10754 


88 


227 




10693 


41061 


A 


10755 


26 


261 




10694 


41062 


A 


10756 


164 


361 




10695 


41063 


A 


10757 


1347 


1656 


RVGRPGHRASAQSGGNPQNHR 
RLGEPVSARHPAYLSTGSGDAA 
AARYRRSA*SLRR*SRASSHPPE 
RAGTPVAPGTIDIFRWRTAARQ 
HRPRLYRRLPHSAA 
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SKQ ID 


SEQ ID NO: 

ui pcpuuc 

sequence 


Mel 


SEQ ID NO: 

in 1 [CCM 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
cuuoii lur id>i Hiiiiiiu aciu 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
— ^iup couon, /=possinie nucleotide 
deletion, \=possible nucleotide insertion) 


10696 


41064 


A 


10758 


2096 


2248 


RLIGLHGQNSRSVPQLPMESAS 

VA*RCTAALDGGVSSTSTRWLF 

ASCTRL 


10697 


41065 


A 


10759 


I 


2240 




10698 


41066 


A 


10760 


I 


1082 


MEHERYVGISNLMLKPELYLA 

VG ISGQIQH M VG AN ASQTI FA 1 

NKDKNAPIFQYADYGIVGDAG 

ALMSEDIFDAHVGAGLAGSVA 

ALVLAREGAQVLVIERGNSAG 

AKNVTGGRLYAHSLEHIIPGFA 

DSAPVERLITHEKLAFMTEKSA 

MTMDYCNGDETSPSQRSYSVL 

RSKFDAWLMEQAEEAGAQLIT 

GIRVDNLVQRDGKVVGVEADG 

NR VM K Kl LTTPIKAEDLQD! R V 

GDVIYL*RHRSLSVG*RAESGG* 

RSGRIVKRTG 


10699 


41067 


A 


10761 


987 


1191 




10700 


41068 


B 


10762 


1 


1506 




10701 


41069 


A 


10763 


204 


527 


GPDRCQIGPLAE*NTGNSHKAA 
LRQQRAEGRWWQKPHGEWRA 
ATADGRTYAAISAQATAPQSPA 
GQSTM PRPPR WLSTPALPVM PA 
VTVD RQITP AS VSTTKQ A I S A 


10702 


41070 


A 


10764 


1041 


3024 




10703 


41071 


B 


10765 


1 


763 




10704 


41072 


A 


10766 


729 


989 


HLTRQGIPTDLQLRVLSVRRKT 
NKQKGHPHRKRJCTSPSSKTKS 
R*NHKDGEKTEQKNWKL*NAE 
HLSSSKGTQFLTSNGPKLDGE 
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SEQ ID 

NO: 


SEQ 10 NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10705 

• 


41073 


A 


10767 


89 


1755 


LSEGKLTNRKDIHTKTPSVRHH 

HQRPKCWKFWPGHSGRRRK*R 

/CIQVGKEEVKLSLFADDMIVY 

LENPIVSAQNLLKLISNFSKVSG 

YKINVQKSQAFLYTNNRQTESQ 

IMTELPFTTASKRIKYLGIQLTR 

DVKDLFKENYKPLLNEIKEDTN 

KWKNIPCSWVGRJNIVICMAILP 

KVIYRFNAIP1KLPMTFF1ELEKT 

TLKFIWNQKRARIAKSILSQKN 

KAGG1TLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTEPSEIM 

LH 1 YNYLIFDKPEKN KQWG KDS 

LFNIWCWENWLAICRK.LK.LDPF 

LTPYTKINSRWIKDLNVRSKTIK 

TLEENLGNTIQDIGMGKDFMSK 

TPKAMATKAKIDKWDL1KLKSF 

CTAKETTISVNRQPTEWEKIFAI 

YSSDKGLISR1YNELKQ1YKXKT 

NNPIKKWVKDTNRHFSKEDIYA 

AKRHMTKCSSSLAVREMQIKT 

TMRYHLTPVEEVRAGEMAKTR 

RCQNVKGASEEGIRALALFLIN 

LI VHMbGNHIDODIblQTNRSPL 

AA Dr"Cli^COl?TAl \ A A \ A /~\ 1 I C \S 1 

yArOhlCbor 1 ALMAMQLLoKL 
FWS 


10706 


41074 


A 


10768 


533 


760 




10707 


41075 


A 


10769 


1067 


1225 




lU/Uo 


A \t\n£L 

4 lU/O 


A 

A 


1 A"7*7A 
IU/ /U 


1 AQA 


1 *"><A 


ccn nc \i/n a di \/riVTAi\ii/ v\i 

DA WACADAI/DUnVl XTD^Dl/C 

r A Y ivVJ oVJ Ky K r ri U Y L N KK c> 

L*QNSTTLHAKNSQ 


10709 


41077 


c 


10771 


55 


1842 




1 A*7 1 A 


a i mo 


A 

A 


1 AT70 


i J /3 




CCr.l LJO\l/T^ A D 1 V/HVTAIXIVPXl 

bMjLrir WUAKLvy Y iyiJNK.UN 
r A Y KybyKy Kr iiJJ Y LNKtKAo 

I #/"YMCTTI UAI^MCn 


1 U / I 1 




A 


IU/ / J 




9871 

/ I 




10712 


41080 


A 


10774 


601 


876 




10713 


41081 


A 


10775 


1194 


1421 
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SEQID 

NO 


SEQID NO: 
of peptide 
sequence 


Met 
hoti 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*~Stop codon, /=possiblc nucleotide 
deletion, \= possible nucleotide insertion) 


10714 


41082 


A 


10776 


587 


1683 


GWKFWPGQSGRRRK* R/CIQLG 

KEKVKLSLFADDM1VYLENPIV 

SAQNLLKL1SNFSKVSGYK1NV 

QKSQAFLYTNNRQTESQIMSEL 

PFT1ASKRIKYLGIQLTRDVKDL 

FKENYKPLLKEIKEDTNKWKNI 

PCSWVGR1S1VKMAILPKVIYRF 

NAIPIKLPMTFFTELEKTTLKFI 

WNQKRARIAKSILSQKNKAGGI 

TLPDFKLYYKATVTKTAWCWY 

QNRDIDQWNGTEPSEIMPHIYN 

YLIFDKPEKNKQWGKDSLFNK 

WC WEN WLAICRKLKLDPFLTP 

YTKINSRWIKDLNVRPKTIICTLE 

ENLG1T1QDIGVGKDFMSKTPK 

AMATKAKIDKWDLIKLKSFCT 

AKETTVRVNRQPTTW 


10715 


41083 


A 


10777 


1260 


2176 


SSGLHPWDARLVQYMQINQCN 

PAY KQNQRQKP H D YLN RCRKG 

L*QNSTTLHAKNS/AIN*CWKF 

WPGQLGRRRK*R/CIQLGKEEV 

KLSLFADDMIVYLENP1ISAQNL 

LKLISNFSKVSGYK1NVQKSQA 

FLYTNNRQTESQIMSELPFTIAS 

KRIKYLGIQLTRDVKDLFKENY 

KPLLNEIKEDTNKWKNIPCSWI 

GR1NIVKMAILPKV1YRFNAIPIK 

LPMTFFTELEKTTLKFIWNQKR 

A R1TKS1 LSQKN KAGG ITLPDLK 

LYYKAIVTQNSMVLLPKQRYR 

PMEQNRALRNNAAYLQLSDL 


10716 


41084 


A 


10778 


3813 


3983 


SSGLHPWDARLVQYTQINKCN 
PAYKQSQRQKPHDYLNRCRKS 
L*QNSTTLHAKNSQ 


10717 


41085 


A 


10779 


1312 


3348 




10718 


41086 


A 


10780 


1636 


1815 




10719 


41087 


A 


10781 


67 


403 


KFLCRPPIIRPPKTFNTLIVLARR 

C1QCFRFFDIACFNRVGKGFGV 

GHQLRGFRHD1RGFAQWTHLP 

DGCAFRDRCYAAGAQCENVPA 

LTACGDNNQR\GACWYPQQEV 


10720 


41088 


A 


10782 


506 


915 


WASVKSPVPCWNCW1SHRRRV 
TCRHVRFAPGFNLAKAV/QGAA 
LVITGKGRJDSQTAGGKAPLGV 
AS V ANQFN VPV1G 1 AG VLGDG V 
EVVPQYG1DAVFSILPRLAPLAE 
VLASGETNLFNSARNIACAIKIG 
QGIKN 


10721 


41089 


A 


10783 


1 


906 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10722 


41090 


A 


10784 


2 


597 


SILKVACDVDNPLVGARGAAA 

VFGPQKGATPEMVEELEQGLQ 

NYARVLHQQPEINVCQMAG\A 

GAAGGMGIAAPWFFNGDIKPGl 

E1VLNAVNLAQAVQGAALVITG 

EG R 1 DSQTAG G KA PLG V A S V A 

KQFNVPCDLGLLAYVGDGVEV 

VHQYG1DAGFN1LP\FLAPLAEV 

LASGETNLFNSARNIACAIK1GQ 


10723 


41091 


A 


10785 


1 


1140 




10724 


41092 


A 


10786 


13 


628 


LLIPARPPGINPYYWKVSEANLI 

RYFQQVGDSVTLPVMLYNFPA 

LTGQDLTPALVKTLADSRSNIIG 

IKDTIDSVAHLRSMIHTVKGAH 

PHFTVLCGYHDHLFNTLLLGGD 

GAISASGNFAPQVSVNLLKAW 

RDGDVAKAAGYHQTLLQIPQM 

YQLDTP\FVNVIKEAIVLCGRPV 

STHVLPPASPLDEPRKAQLKTL 

LQQLKLW 


10725 


41093 


A 


10787 


3 


1185 


EQSGRGARDGGARDGVREGG\ 

SWTQQHGLPLTKVELATVAEY 

PVCLWQRLTLASPQYGSIP/RGD 

QSDGWKVDYNGPFSLWKGQH 

FVING1DTCSGCKFAIPVCSASA 

KLLPMSSQNVYHRDILHR1DSE 

QGTHFRVKEVQQWALGRGFY 

WS Y YI SH H PE A AGL VEQCNG 1 L 

KTPSQFQMGRNTLQGWGKVLP 

SLEGCAFSSSKSNLCSVVLKVF 

VPKEGMVPPGDTTMIILNCKLR 

LPP\MPLNLLASKEVTVLD/YQG 

EIGQLLHNRGKEECVWNTGDC 

LTYLLILPSSV1KVKEKPQPHPG 

RTINGPDPSGMKTWVTPPAGA 

VFLIGSWLRYDYGQYTWRAAS 

SQMLDRKGMNLASNLFHIGI LG 

IFVGHFFGMLTPHWMYEAMTY 

GSCDTDNANV 


10726 


41094 


A 


10788 


396 


504 


WKRLERRAIQGDSPVHKNARA 
GELDE*AATRAIPG 


10727 


41095 


A 


10789 


24 


611 


EILPVPGPVVIAW/AIFRRIAGES 

WSA1VISGLSIARHAQQ1CRIITFT 

ASLAARLEIALKIVRNADGTES 

ASEQLYQVVGAGCKMPWQSE 

AMKDVLICDKRRLMRRTGGTE 

TSKYPEEKKSTEIPPVAASERGG 

AQSLNQCATEAVVLTRVDSHL 

KVGDSLSHTTSFLKKFAARFGG 

QLEKALGLGSMQAFSDI RGL 


10728 


41096 


A 


10790 


212 


578 





wo 
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SKQ ID 


SKQ ID NO: 

Ui pcptiuc 
sequence 


Met 
hod 


SEQ ID NO: 

in 

in uoon 

09/540,217 


Nucleotide 

lUt-illlLHI UI lllol 

codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*— Stnn codon. /=nns<;ihl*» niirlfniifle 

W*V|' V. w U \J 1 1 1 9 t/l\_ IIUVIivllUL 

deletion, \=possible nucleotide insertion) 


10729 


41097 


A 


10791 


1 


1707 




10730 


41098 


A 


10792 


-> 


313 


NAE/TVKMFTTSSKEDATFGL/G 

WRVNGNATMTPTFGT/LASPQT 

YGHTGSPPLPPICPVRPPGYLRR 

LSPRFPRLFGISLPQRPPGILERS 

LQRRRNPSGWRRRNQ 


10731 


41099 


A 


10793 


i 


1992 


MDVQSAADDTGLPMLVVRGPF 

NVVWQRLPAALEKVGMKVTD 

STRSQGNMAVTYKPLSDSDWQ 

ELGASDPGLASGDYKLQVGDL 

DNRSSLQFIDPKGHTLTQSQND 

ALENAILAVIRHE1CLSDVVRIR 

ASRRFDKTSGTPDRQKILKLGY 

LLPAGWLADVDPRLVGVMNV 

WTLLVPAALFFFGAGMLFPLAT 

SGAMEPFPFLAGTAGALVGGL 

QNIGSGVLASLSAMLPQTGQPG 

VVDDLNGIVDRAVLAAAGDAD 

VASGAARLSARHRSIV1SSMGE 

RCCF1RSRJTRICGFLAAGVGLD 

QLAPDFATPVIRELLALLLCLFS 

GGLAMYGYLRWLRNEKAMRL 

KEDLPYTNSLLHSLILMVVAVI 

VMGLWIPPTCIVDDRMAKYIPG 

LADSPNDT1KGKNTLR1SDLLH 

HSGGFPADPQYPNKAVAGALY 

SQDKGQTLEM1KRTPLEYQPGS 

KHIYSDVDYMLLGFIVESVTGQ 

PLDRYVEESIYRPLGLTHTVFNP 

LLKGFKPQQIAATELNGNTRDG 

VIHFPNIRTSTLWGQVHDEKAF 

YSMGGVSGHAGLFSNTGDIALF 

NAETVKMFTTSSKEDATFGLG 

WRVNGNATMTPTFGTLASPQT\ 

YG HTG WTGTVTV1DPVNHMTI 

VMLSNKPHSPVADPQKNPTMF 


10732 


41100 


A 


10794 


2 


137 


NCLSPVSAN*WPAKTGRP1LPS 
ATVTASTRNVLSKHWR1WVST 
VC 


10733 


41101 


A 


10795 


271 


553 


ATQRQDLHFVRSPGDAVYTQIT 

PEAADAVVARNPDTAQHLHC/ 

VYP/HTSNAALAQKYLH1AASP 

EVMVPLSAFHAASYSMFFMEF 

NLIAMWANFS 



WO 01/075067 



PCT/US01/08631 



SEQ II) 

NO: 


SEQ ID NO: 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=tJnknown, 
* = Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


10734 


41102 


A 


10796 


I 


747 


MLLGLHSLAAFLQRESFSGKQS 

WGCQLAALLQRRITKMTEAMK 

iTLSTQP A DA R WG EKAT YS INN 

DGITLHLNGADDLGL1QRAARK 

I DG LG I KH VQLSG EG WD A DRC 

WAFWQGYKAPKGTRKVVWPD 

LDD AQRQE LDN RLM J ID WVRD 

TINAPAEELGPSQLAQRAVDLIS 

NVAGDRVTYRITKGEDLREQG 

YMGLHTVGRGSERSPVLLALD 

YNPTGDKEAPVYACLLGDIITY 

RMGKKVEVNfNTDAEGRLVL 


10735 


41103 


A 


10797 


444 


548 




10736 


41104 


A 


10798 


951 


1648 


TTGRFPPSVQDSFVNESSRMGL 

PDEFTLQREFERARQQGALAQ 

W/IAAFEGGFTGIVATLDTGRPG 

PVMAFRVDMDALDLSEEQDVS 

HRP Y RDG F ASCN A GMM H ACG 

HDGHTAIGLGLAHTLKQFESGL 

HGVIKL1FQPAEEGTRGARAMV 

DAGVVDDVDYFTAVHIGTGVP 

AGTVVCGSDNFMATTKFDAHF 

TGTAAHAGAKPEDGHNALLAA 

/AQATLALHAIAPHSEGASRV 


10737 


41105 


A 


10799 


1495 


2282 


FDRHVGEFFLNQLETTNSLAKL 

HALIGVARR1FKGAHRRTVVGE 

GYQETFMVELFFDAVKAVTFPT 

EHVFLVQFHVVKGDFTAAIHTQ 

TELFKFGHFDARFAHINKPFGV 

DRFVRRSPVARHHHDVRGVGA 

AGNKTLTTIKINLTISTGISRFQA 

THVGARARFGDR*VRTDSTTTV 

GHRDCIITGGHR/HKSFQPGHEA 

PQAVPLPGRFHHH*PSHDHCR* 

LVSLAGAAYRSPQDPVPYMPIS 

PGLDWVRQIVCCVMASDAD 


10738 


41106 


B 


10800 


1 


3618 




10739 


41107 


A 


10801 




490 


TGIVATLDT/GRPGPVMAFRVD 

MDALD/LSEEQDVSHRPYRDGF 

/ASCNAGMMHACGHDGHT/AIG 

LGLAHTLKQFESGL/HGVIKLIF 

QLHR Y A A H AG A KPEDGHN A LL 

/AAAQATLALHAIAPHSE/GASR 

VNVGVMQAGSGR/NVVPASAL 

LVRQPTRSALNTTQQLNAR 



WO 01/075067 



PCT/DS01/08631 



SEQ ID 

MO- 


SEQ ID NO: 

ui pcpiiuc 

sequence 


Met 
hod 


SEQ ID NO: 
in I ISSN 

111 KJ OOI ~ 

09/540.217 


Nucleotide 

Inrnliftfi rtf fir^l 
luLiitiuii \ft hi ji 

codon Tor peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*— StOD codon. /— nossihle niiflrntiilo 

deletion, \=possible nueleolide insertion) 


10740 


41108 


A 


10802 


1 


513 


MGIESLQAFLRSAGALGVWVY 

TFLERILIPTGLHHFIYGQFISGP 

AAVEGGIQMYWAQHLQEFSLS 

AEPLKSLFPEGGFALHGNSKIFG 

AVGIYLAMYFAAAPENRVKVA 

RLLI PTPLA AM L V VI PEPLAEFTF 

LF1SP1LYAVHAVLTASMSPVM 

YLPGVVGNMGEGK1D 


1074! 


41109 


A 


10803 


1 


4941 




10742 


41110 


A 


10804 


1 


1083 




10743 


41111 


A 


10805 


1 


1363 


MPVRKNMIMNEGNITTPTNGC 

RIRASCGVPMICINQLKDGNKK 

PSPLTAARMKQKAIILFLIRTVR 

TDTHVVEDTGRKGSRKANSRE 

RFPDAFPEFHGFADFRVLRQAM 

IQIWLVSMVQHVHNVCTTDAC 

RIVQTR1VVTAGFQLSNASLVA 

MRRWVYRVRRIQYRRTTQTAV 

FHSTHGN YREGQPVGTLI DDRY 

KANENVELVHYAQPLLNEADS 

LAKVMPSDIPLK.QRRWLGLQM 

LEGDIYSRAYAGEASQHLDAAL 

ARLRNEMDDPALH1ADARYQCI 

AAICDVVSNTLTAEPSRFTTAV 

DKIVLNRFLGLPIFLFVMYLMF 

LLAIN1GGALQPLFDVGSVALF 

VHG1QW1GYTLHFPDWLT1FLA 

QGLGGGFNTVLPLVPQIGMMYX 

CFSSFLKTPALACREIFVPLMRL 

RVNLRWYPPVL*RJSWWTNSR1 

PTTFSTRGSACWRATPAK 


10744 


41112 


A 


10806 


199 


1083 


RLFEHPRLGVAAVENGALGKR 

SAVVLPGFDAVNHKTRFIEFVK 

SA1EGNRLTVRAIGPQFFTQTPV 

1VFNQGVSGAQNIAGRAVVLLQ 

TNSFGTGE1IKETLNILHLRPAPA 

VD* L V V ITDDH HF AG VA RQQA 

DPRVLNVVG1LEFVHQDIGK.TF 

AVVLQDMRLVKPQLVSAQQQL 

GEVHQARAVTRFL1RLIHLLPGL 

LHRITVALNMMRTQAFIFLAVD 

VPHCLPRRPLLLVEVHGFDQTQ 

KVAAWRGHRFALFVIKAVEQV 

RNVHWHRRVKIGWAEKRNAL 

RQKAGNFQMRQ 


10745 


41113 


A 


10807 


49 


273 


DFLGRGAFNV1N1GAWASRPVQ 
GSTVDLSHGLHLVLHLKNNL*F 
YGFDSHFLKSFFYKGTS1SIQVE 
VGISQGNL 


10746 


41114 


B 


10808 


91 


2183 





WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn ( 
4=! Stop codon, A=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10747 


41115 


A 


10809 


8 


219 


FSLWPL/KKFSNRFLKKKPMEF 
GSWTTREILIASFAGVRGAJTLA 
GVLSIPLLLPDGNVFPARYELVF 
LAAV 


10748 


41116 


A 


10810 


84 


509 




10749 


41 1 17 


A 


1081 1 


3 


163 


ENTTWLYAD*NAGRDADFGHA 

KRKWTLWLAILAAVATAMAN 

RQPGAGLFALFT 


10750 


41118 


A 


10812 


1 


707 


MGWRMGIWLRVFTVAKHLQR 

AESDQIGFRLKEHCWKRYAVR 

HP VK D VSG FSP VLT VNM R A PQ 

SN/PARRTVGWLRMFRRLRKR/ 

RKPRPLPLSPLHMDV/HAGNLV 

HSASGLKLIDW/EYAGDGDIAL 

E\LAAVW/VENTEQHRQLVNDY 

ATR/AKIQPAQLWRQVRRWLP/ 

WLLMLKAGWFEYRWRQ/TGD 

RQFIRLADDSWRQLHRSNKESS 

RELVARLRVFAQSSGGAVDQE 

GGRVQCFREGL 


10751 


41119 


A 


10813 


1 


227 


SFINVERYRAEPQTADAAPLKR 
GAFGSWLPEPDHYAED/DHQQ 
YLHKNPYGYCGIGGIGVCQAY 
KIVQ1QYIARTA 


10752 


41120 


A 


10814 


1 


283 




10753 


41121 


A 


10815 


315 


569 




10754 


41122 


A 


10816 


65 


580 


SDRS*IPVRPTHRDSGNRHDGSS 

GYCRCYG*HG*HRGIRYRCWPE 

KSQTRSGLLPXLTVMYQERTYA 

AGRIPGSFFRREGRPSEGETLIA 

RL1DRPIRPLFPEGFVNEVQVIA 

TVVSVNPQVNPDIVAMIGASAA 

LSLSGIPFNGPIGAARVGYFNDQ 

YVLNPTQDELKESK 


10755 


41123 


A 


10817 


235 


1236 


TDHDGRNDTQRIGSGERNRPFS 

NANTAHHQCRFAGFALFCGEIF 

TTNQRRQPHPQRRDTNTHGSD 

GHHGINTLSNANQHEGIGHFVN 

RTAHIERQHQTH DHRQHNN AA 

NSGTEVSQ*AR*HAAV*RYVAE 

REIHSGDRCGKRNSAHKIMPG 

WWCALPDTAPSLSKVVFFKGC 

PHLCPWCANPESISGKIQTVRRE 

AKCLHCAKCLRDADECPSGAF 

ERJGRDISLDALEREVMKDDIFF 

RTSGGGVTLYRGEDPAEDARY 

AHTNQPRQNKAVVDDEATDV 

GGAGTVKLNRCQIARISRQDVI 

TVASRCEHGrCHPCDTVHRHD 

GDHTGTEDFVF 


10756 


41124 


A 


10818 


1 


400 





WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=L)nknown, 
*=Stop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


10757 


41125 


A 


10819 


783 


1116 


S V L H L Y Y EQNTEVH DTRG Y RPJ 

KTLDIVPAFEASHLLWQSYENS 

WEQ1FSASVGASWQKHYGTDV 

LTQLGYGQRIIWND1IDAGATL 

RWEKRPYDGDREHNLYVEFD 

MTFRF 


10758 


41126 


A 


10820 


3 


474 


TCGE/AASIVDRJRGFFEPSSILV 

STLVLTLRPTGLLPLVTDSLPM 

RLLPTEIMAGSPIRS/RDISLGDD 

PGINGQRAQGTWERWTVRADE 

PQAFHIEGVMFQIRNVNGAMPF 

PEDRGWKDTVWVDGQVELLV 

YFGQPS W A HFQF YFN SQTHK V 

GPRAVA 


10759 


41127 


B 


10821 


93 


786 




10760 


41128 


A 


10822 


191 


748 


GPATPRQPFKVLASLGRLVQHG 

GRWDAQHLHNAVHLVDL1GAT 

EEGLSGVHLHKDAAQGPHVNG 

QV VGCAQEHLR* A VEA ALDI L 

VDPLAKLAGAAEVHNLDGAAL 

GVAQQDVFGLEVAVNDAEAQ 

AWPERAVPCRAAAPASGSGSA 

RRRGSGCCAGGRTGCRTAAQIP 

STSGFRNMKCRFRCTI 


10761 


41129 


B 


10823 


1 


2724 




10762 


41130 


B 


10824 


116 


2458 




10763 


41131 


A 


10825 


1 


1317 





WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
cod on Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Slop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


10764 


41132 


A 


10826 


99 


2052 


N PA DG RTG FTLC A TG E A LSS AT 

IAAAERRQALQEGCDDILS/HG 

DADMVSMAR/PFLADAELLSK 

AQSGRA/DEINTCIGCNQACLD 

Q/IFVGKVTSCLVNPRACH/ETK 

MPILPAVQKKNLA/VVGAGPAG 

LAFA\FNIAKQIPGKEEFYD/TL/ 

RYYRRM I EVTG VTLKL/NHTVT 

ADQLQAFDETILAVG/1VPRTPPI 

DGIDHP/KVLSYPDVLRDKAPV/ 

SN/KVAIIGCGGIGFDTAM/YLS 

QPGESTSQNIAGFC/NEWGIDSS 

LQQADCDAPAKASKPGQGLGK 

TTGWI/HRTTL/LSRGVKMIPGV 

S/YQKIDDDGLHVVINGANQGS 

DMLRLQGELDSASRIGRRSAAP 

KLGSLNDGRCFINCH1LDRLPY 

KG L V PAC S WNGGSLDPL EGRP 

DEPHVEVLGIPPAAMLDQAPRL 

ASTLNGCLGVAGPYEDERTQE 

GLPGPRDTAAEEVLGVQTGGA 

GSRGRVRGPQPADLPSASGPGA 

ACWSMSPPPDQPPCVLAHGFFR 

RTPTSTQQRPA EQCFHSPAPLEL 

PLSSTSS1LSFAEYGNAMAWLY 

RGK.ILPSGTPDDLKAQSANDGN 

PDPTMEKAFIQLIHDG1RSIAMS 

FISAPYVRRYVRFHEHQEGGGV 
RQEATVRE1PLAIAVIPNSRTPC 


10765 


41133 


A 


10827 


1 


525 


DAMVSSWNRAAPNTIPTAAKA 
GGNYLSSLLVGSEARRHGYQE 
G1ALDVNGYISEGAGENLFEVK 
DGVLFTP/PGFTSSALPGITRDAI 
I K L\AKE\LG I E VREQ V LS R/EKS 
t vi a np\/c\\vfQr;T\ at.pitppvdq 

L, T LALHi V r UVloU 1 \AlJCl 1 rKAKo 

GNGYSGLAKGRCGPVTKRIQH 
ALQGVYSWVTPGYFESVRCTA 


10766 


41134 


A 


10828 


8 


573 


REPAGENGPPVCDGAMLDLKA/ 

WGSECHQQLTGRDNQQIK.RSIY 

LLPERAKLAELRLLVIPGQVDY 

LQHIEELAAFIKGLGDVPVRLN 

AFHAHGVYGEAQSWASATPED 

VEPLADALKVRGTCRPDKTRQ 

A^HDAI f^ANirRMRRPRI IRPTV 
RHKPVG M I RRDKRR1RH Y APTA 
GCGVNALSGLRFGTDL 



WO 01/075067 PCT/US01/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


10767 


41135 


A 


10829 


1 


479 


SNATNGIEPPRGYVSIKASKDGI 

LRQVVPDYEHLHDAYELLGEM 

PGNDGYLQLVGIMQKF1DQSIS 

ANTNYDPSRFPSGKVPMQQLL 

KDLLTAYKFGVKTLYYQNTR/G 

RR*RRTRRSGAVNPGTMGCESG 

ACKNPGYLRMPGCRRKTPLIPA 

LPGFGFW 


10768 


41136 


A 


10830 


1 


443 


M DSLMDML AST\QGRRM DDQR 

VTVSSLPGFQPVGSKAYKPSRR 

PDKAFTPHPASQYQ1LHAPLVA 

AIVSGLTAARVVFVRLQQPSLG 

VLSNTSGCDATNVVGRLQDNA 

SVSPGIVHTDSVIWRSCQVRRS 

AVHTLWRQKTRLFDAVDA 


10769 


41137 


A 


10831 


1 


323 


MDLVTGSRKVIIAMEHCAKDG 

SAKIL\RRCTMPLTAQHAGHML 

VTELAVVRSFDGKMWLTE1AD 

GPTSQAQPAATYRIPLSNSRVR 

RRYRHRYYRYNLSIRKKRHRPL 


10770 


41138 


A 


10832 


526 


975 


TP YPA Y VQH VTPG RJ RRG KRJII 

RQCLPVLESRFHNTQKSRGETE 

GASGFSLQHHLGDSSRAAPGPY 

RVSTAAADSGGRAGSSAPSALV 

PRGC*GPSLAPAGRSQR*HRGG 

GQLSPAAPRTANKAAGLGPPA 

RLNFFIRAQCDSRiNDlTR 


10771 


41139 


A 


10833 


1906 


2049 


PLSIIEADFRJWANAG*RMVAG1 

KPSIARVPLVLQVSALEVPEQC 

YRH 


10772 


41140 


A 


10834 


1 


808 


MPKPNTRWSAWGLRRLKRKW 

SVARGSNLNRSVQYEFTGRGD 

RIGWVKG1DDNWHLTLFIENGR 

ILDYPARPLKTGLLEIAK1HKGD 

FRITVANQNLIIAGVPESEKAKJE 

KIAKESGLMNAVSPQRENSMA 

CVSFPTCPLAMAEAERFLPSFJD 

NIDNLMAKHGVSDEHIVMRVT 

GCPNGCGRAMLAEVGLVGKAP 

GRYNLHLGGNRIGTRIPQITRRJ 

n tit AVI I"V A W\ T*l 1 r\ I/ I f A I— « i rvnrt 1~> A 

EH RAN DA RTH RK V A E A FTRF A 
LFRPAPYQFIKRRQDFRLVMFSI 
YMPVPS 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ 10 NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=posstble nucleotide insertion) 


10773 


41141 


A 


10835 


248 


830 


HHYRKMNIQQSKWLIVTVCDG 

KLNWLLSGSKVCCTWMLCVQ/ 

SEPELAKAWIFANLLAAFLIDDl 

1QPSLDFPPRRAEITIAADGTISA 

LN PGDPANTV A P VG RLKLV KA 

TGSEVQRGDDGIFRLSAETQAT 

RGPVLOADPTLRVMSGVLEGS 

NVNAVAAMSDMIASARRFEMO 

MKVISSVDDNAGRANQLLSMS 


10774 


41142 


B 


10836 


328 


481 




10775 


41143 


A 


10837 


14 


675 


FRKLQVCWLPRPHLRPWWTCK 

PR W FGSCLRV FL/LER VI/G DV/ 

WG LRL WS ALG V AFFG/ WA FITS 

LQAKRGWMRIVP1ILLAAALVS 

VRPLQDWAFGATHTAQTQTHL 

NFTQIQTVDELNQALVEAQGKP 

VMLDLYADWCVACKEFEKYTF 

SDPQVQKALADTVLLQANVTA 

NDAODVALLKHLNVLGLPTILF 

FDGQGQEHPQARVTGFMDAET 

FSAHLRDRQP 


10776 


41144 


A 


10838 


1 


1413 


GMALTYTALGLVVAAAGLQFQ 

AALQHPYVLIG\LAIVFTLLAMS 

MFGLFTLQLPSSLQTRLTLMSN 

RQQGGSPG/GAILLYIAQSGNM 

WLGGGTLYLY A LGMGLPLMLI 

TVFGNRLLPKSG PWMEQ VKTA 

FGFV1LALPVNIAPGS.LDKALNQ 

YAAHSGFTLSVDASLTRGKQSN 

GLHGDYDVESGLQQLLDGSGL 

QVKPLGNNSWTLEPAPAPKED 

ALTV VG D WLG DARENDVFEH 

AGARDVIRREDFAKTGATTMR 

EVLNRIPGVSAPENNGTGSHDL 

AMNFG1RGLNPRLASRSTVLMD 

GIPRPLRPLRSAAAFTGSRFARQ 

HGCHCTWYAVVVRCVTDTQS 

VGGVVNFVTRAIPQDFGIEAGIL 

M SDLKHG SLVG ACLGRLG PGA 

VLYLAVAVLGVRVRRGVVLVC 

PLGGTGLGYSCQGGAFQFAAS 

CFLGRYGVVQGVIHVCFGPRSV 

FLDDCLRFDLPCLVWLSCPR 



WO 01/075067 



PCT/US01/08C31 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10777 


41145 


A 


10839 


1 


908 


LLKPFHVIAIATGRSLAVFCMG 

RLRTICSHATPPASAI/LLYI/AQS 

GTWGGGGTLYLY A LGMG LPL 

MLITVFGTRLLPKSGPWMEQV 

KTAFGYVILALPVFLLERVIGD 

VWGLRLWSALGVAFFGWAFIT 

SLQAKRGWMR1VQIILLAAALV 

S VRPLQD WA FG ATHTGQTQTH 

LN FTQIKTVDELNQAL V E AKG K 

PVMLDLYADWCVACKEFEKYT 

FSDPQVQKALADTVLLQANVT 

ANDAQDVPTSAPFISPPNALVAI 

1VQLRFGDFYNRVSKGSRPTVF 

GRTLKARRITLSEKSILKAKIH 


10778 


41146 


A 


10840 


3 


808 


SSGGHGRRAAGRLQHPLLRVH 

VPVVDTSCVPSCSRLQWHHLPL 

CPGQLQHGHFHGPWCFPPSG*G 

♦GQGGRLPGSAVQERGCARYP 

GPHEVVCHVPLLPPAALLPLQR 

L*QLCRGL*PPLPLGQ/PTASGV 

ETIATSSCSCCHSVHTWWASWP 

SAWSTC*TTLRGWEPRTPPSRJL 

GSCGPHCRGDVDRGHVHPGE* 

AFQSLVPCQGTPKGPMAPP*VG 

RG VSP/PGTRVEA A LSCES PPH A 

RQSMCFNLHTHS1DPKQSRRPY 

SDNVGKE 


10779 


41147 


A 


10841 


2 


646 


CSWQPAVPTQPQPAGPSAPRQG 
LPGHSRG AQPALVSPHKG LTPV 
PGTPA\PASTPPAPAGGEG LPSP 
AAGAPPAHCPG/HPPAPATAAP 
VPGLCGPCPSLPACPQTR/PPTH 
VNTKKRV/PG/VRPA A RRP WPP 
GCTWRG ARTVTFLHQLN PG VN 
CQMLTVGRSG1RPTCTIASCSV 
NKLHPQMHPATQPHHRMALSP 
SHSEGPSHCWGLSLGDISPIPR 


10780 


41148 


A 


10842 


3 


550 





WO 01/075067 
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SEQ ID 

NO: 


SEQII) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


10781 


41149 


A 


10843 


2 


1132 


LCLVMILYTRRRWCKRRRVPQ 

PQKSASAEAANEIHY1PSVLIGG 

HGRESLRNARVQGHNSSGTLSI 

RETPILDGYEYDITDLRHHLQR 

ECMNGGEDFASQVTRTLDSLQ 

GCNEKSGMDLTPGGDGRKARL 

MNKYKDN1IATSPVDSNHQQAT 

LLSHTSSSQRJCRINMKARGMHV 

*H*GEGDSGTEAENDPQLTFYT 

DPSRSRRRSRGRNDRGGRNKTT 

LTLIS1TSCV1GLVCSSHVNCPLV 

VK1TLHVPEHLIADGEPVLLRM 

GSQLDASDWLNPAQVVLFSQQ 

NSSGPWAMDLCARRLLDPCEH 

QCDPETG RREH RAAGNCQRDH 

ARAHSVWLGSPPYHDTSLRWS 

PM YTTMES APH A FPPS VTADAE 


10782 


41150 


A 


10844 




3935 


HASGPGLKMALAGLCALLACC 

WGPAAVLATAAGDVDPSKELE 

CKLKS1TVSALPFLRENDLSIMH 

SPSASEPKLLFSVRNDFPGEMV 

VVDDLENTELPYFVLEISGNTE 

DIPLVRWRQQWLENGTLLFH1H 

HQDGAPSLPGQDPTEEPQHESA 

EEELRILHISVMGGMIALLLSIL 

CLVMILYTRRRWCKRRRVPQP 

QKSASAEAANEIHYIPSVLIGGH 

GRESLRNARVQGHNSSGTLSIR 

ETPILDGYEYDIT 


10783 


41151 


A 


10845 


184 


357 


ALQGWSKNLHXPEDIQLGKTPP 
P*QVAQEGGWSRRVGSDTWIL 
EEQPGSTTRRVSVGM 


10784 


41152 


A 


10846 


226 


609 


VILSSFDL1KHGILLEISDSIQFRG 

CKRSRIPELGGLEELW*PGDCR 

QPRP\WRA\GRHLQPGSLGSLVS 

KHQLRGSRKTl/YSA FRKCHLL 

SVWEGKPLKI*RGDQVADSSQK 

KQLAADAHTPYRGGDI 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*— Stop codon, /—possible nucleotide 
deletion, \= possible nucleotide insertion) 


10785 


41153 


A 


10847 


20 


1317 


SSHQKQMLAPCFLGSLQNWQH 

HTAGKG K7 W V LGTC A FG EQL A 

ASGHMKETRADRSKKLFRHYT 

VGSYDSFDTSRGGRVRKPYAGF 

FPDLQDICDEQPRPLHSTLRPAC 

GGIQPGKQQPMPFAKTDTCASD 

KHVEKKLERLJHQAVSDAPEPS 

RVVKGIFIGGLPCARLWVVPYL 

MGH VQE VTM AEG YERASQATF 

REQMQEVPCCLQRSTGSSMKT 

GNKIRRVTDNVLTRSGPLINDIL 

SVAVDSSVSVLIWMHLFSSHPL 

G1VRYWGCMGISCKLLLLTRVC 

YLITPLDLERFPFPNTEQVTFPE 

RRVSVFLLPLSWCLDTRLPREP 

GCRSRRDSFTHRVFYSVTPTSG 

DVPGSHPFCDKPVRRGDDPYIR 

NDRGTLYSTLQFISTCVQVVGV 

YG H LPG FKSD A AQ A VPRLL SQ 

KRDQNHKEEEITDGDERPK 


10786 


41154 


A 


10848 


1930 


5781 


RAKSPANIIMTGSNSHITILTLN 

VNGLNSP1KRHRLASWIKSQDP 

SVCCIQETHLMCRDTHRLKIKG 

WRKIYQANGKQKKAGVAILVS 

DKTDFKPTKIKRDKEGHYMMV 

KGSIQQEELTILNMYAPNTGAP 

RFIKQVLSDLQRDLDSHTLIMG 

DFNTPLSTLDRSTRQKVNKDTQ 

ELNSALHQADLIDIYRTLHPKST 

EYTFFSAPHHSYSKIDHILGSEA 

LLSKCKRTEIITNYLSDHSAIKL 

ELR1KNLTQSR 


10787 


41155 


A 


10849 


1 


3654 




10788 


41156 


A 


10850 


1 


5127 




10789 


41157 


A 


10851 


209 


3816 


QGRPTFRFRKYREHHKDTPREE 

QLQDT*SSDSPKLK*RKKC*GQ 

PERKVKLPTKGSPSD*KRJSRQ/ 

KTLQARRQSWFFEKIMKIDRPQ 

ARLIKJCKREKNQ1DTIKNDKGD 

1TTDPTEIQ1TIREYYKHLYANK 

LENLEEMDKFLDTYTLPRLNQE 

EVESVNRPITGSEIEA1TNSLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQPIEKEGILPNSFYEASII 

L1PKPGRDTTKKGNFRPISLMNI 

DAKIL 


10790 


41158 


A 


10852 


1 


3663 





WO 01/075067 



PCT/USO 1/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


1079! 


41159 


A 


10853 


I 


3210 


MVKGSIQQEELT1LNIYAPNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDL1DIYRTLHPKS 

TEYTFFSAPHHTYSKIDHIVGSK 

ALLSKCKRTEI1TNCLSDHSAIK 

LELRIKNLTQNRSTTWXLNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYQNLWDTFKAVCRGK 

FIALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQ 


lU/VZ 


/ill <A 


A 

A 




1 


3354 




i ft701 

iu /yj 


a 1 1 a i 


A 

A 


1 AOCC 




5073 




10794 


41162 


A 


10856 




3235 




10795 


41163 


B 


10857 




3300 




10796 


41164 


A 


10858 




2563 


M K A E I KM FF ETN EN KDTTNQN 

L WD A FrCAEE VESLNRPITG A EI 

GAIJNSLPTKKSPGPDGFTAEFY 

QRYKEELVPFLLKLFQSIEKEEI 

LPNSFYEASIILIPKPGRDTTKKE 

NFRP1SLMNIDAK1LNKILANRI 

QQH I KKLIH H DQ VG FFPGMQG 

WFNIRKS1NV1QH1NRAKDKNH 

MIISIDAEKAFDKJQQPFMLKTL 

NKLGIDGTYFK1IRAIYDKPTAN 

HLNGQKLEAFPLKTGTRQGCPL 

SPLLFNILLEVLARAIRQEKEIK 

GIQLGKEEVKLSLFADDMIVYL 

ENPIVSAQNLLKLISNFSKVSGY 

KINVQKSQAFLYTSNRQTESQI 

MSELPFTIASKRIKYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSWVGRINIVKMAILPK 

VIYRFNAlPIKLPMTFFTELErCTT 

LKFiWNQKRAHITKSILSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYC YQNRDI DQWN RTEPSEITP 

HTYNYLIFDKPEKNKQWGKDS 

LFNKWCWENWLAIWRKLKLD 

PFLTPYTKINSRWIKDLNVRPKT 

IKTLEENLGITIQDIGMGKDFMS 

RTPKAMATKAKIDKWDL1KLK 

SFCTAKETT1RVNRQPTTWEK1F 

ATYSSDKGLISRJYNELKQIYKK 

K 1 NNrliCKWEKDMNRHrSKED 

lYAAKKHMrvKCSSSLAIREMQI 

KTTMRYHt TPVRMAIIKK^fTKTlSl 


10797 


41165 


B 


10859 


1 


3420 




10798 


41166 * 


B 


10860 


1 


4019 





WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 

of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
* = Stop codon, / = possible nucleotide 
deletion, \=possible nucleotide insertion) 


10799 


41167 


A 


10861 


1 


1825 


MVKGS1QQEELTILNTYAAHTG 

APRLIKQVLSDLQRDLDSHTHM 

GDFNTPLSTLDRSTRQKVNKDT 

QELKSALHQADLTDIYRTLHHK 

STEYTFFSAPH MYSKIDH1LGSK 

ALLSKCKRTE1JTNYLSDHSAIK 

LELWIKNLTQNHSTTWELNNLL 

LNDYWVHMEMKAEIKMFFETN 

ENKDTTYHNLWDTFKAVCRGK 

FI PLN AHKRKQERSK1 DTLTSQL 

KELEKQEQTHSKASRRQE1TK1R 

AELKEIETQKTLQKINESRSWFF 

ERINK1DRLLARLIKKKREKNQI 

DA 1KNDKG D1TTDPTE1QTTI RE 

YCKHLYANKLENLEEMDKFLD 

TYTLPRLNQEEVESLNRPITGAE 

IVA1INSLPTKKSPGPDGFTAKF 

YQRYKEELVPFLLKLFQS1EKE 

GILPNSFYEAS11LIPKPGRDTTK 

KENFRPISLMNIDAKILNKKLA 

KRIQQHIKKLIHHDQVGFIPGM 

QGWFN1RKS1NVIQHINRAKDK 

NHMIIS1DAEKAFDKIQQPFMLK 

TLNKL\GIKYLG1HLTRDVKDLF 

KENYKPLLKE1KEDRNKWKN1P 

CSWVGRINIVKMA1LPKNILITL 

QLLLVLPELSTLIPLWLPALAGQ 


10S00 


41168 


A 


10862 


1 


4449 




10801 


41169 


A 


10863 


824 


3693 


AWKGTTDRSTRQKVNKDTQEL 

NSALHQADLIDIYRTLHPKSTE 

YT/FFSAPHHTYSK1DHIVGSKA 

LLSKCKRTE11TNYLSDHSAIKL 

ELRJKN FTQSRSTT WKLNN LLL 

NDYWVHNEMMAEIKMFFETNE 

NKDTTYQNLWDAFKAVCRGK 

FIALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITK1R 

AELKEIETQKTLQKINESRSWFF 

ERJTKSDRPLARLIKKKREKNQI 

DTIKNDKGDIT 


10802 


41170 


A 


10864 


1 


3297 




10803 


41171 


A 


10865 




4791 




10804 


41172 


A 


10866 




3316 




10805 


41173 


B 


10867 


• 


3415 




10806 


41174 


B 


10868 




4753 




10807 


41175 


B 


10869 




3384 




10808 


41176 


A 


10870 


1 


3345 




10809 


41177 


B 


10871 




3772 




10810 


41178 


A 


10872 




3720 




10811 


41179 • 


A 


10873 




3894 





WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/54G\2!7 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10812 


41180 


A 


10874 


1 




MVKGSIQQEELTILNIYAPNTG 

APRPIKQVLSDLQRDLDSHTLI 

MG DFNTPLSTLDRSTRQK VM K 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSK1DH1V 

GSKALLSKCKRTENTNYLSDHS 

AJKLELRJKNLTQSRSTTWKLN 

NLLLND Y WVHNEM K AE1 KMFF 

ETNENKDTTYQNLWDAFKAVC 

tvUNx I ALIn V r KKKy btvoKIL) 1 L 

tc/~m 1/ CT CI/rkCrkTUCf ACDDAC 

1 5V;LKj:Lc.ls.y 1 HbivAoKKC^b 
1 1 IvllvAcLlvcIc 1 y 


1 Aft 1 1 


A 1 1 8 1 
*♦ 1 1 o I 


A 
A 


1 Uo / J 


l 


j /oU 




10814 


41182 


A 


10876 


1 


3852 




10815 


41183 


A 


10877 


1 


3345 




10816 


41184 


A 


10878 


965 


4362 


TWKGTTSTSRCK.IMPKYRSTRQ 

KVNKDTQELNSALHQADLIDIY 

RTLHTKSTEYTFFS A PHHTYSK I 

DHIVGSKALLSKCERTEIITNYL 

SDHSAMKLELR1KNLTQNCSTT 

WKLNNLLLNDYWVHNEMKAE 

IKMFFETNENKDTTNQNLWDA 

FKAVCRGKFIALNAHKRKQERS 

KIDTLTSQLKELEKQEQTHSKA 

dKKvJbl 1 KJKAbLK.blb J KfK 1 Lv; 

KlNbaK»WrrbKJNK.IL)KPLARLI 

KKKREKNQIDT 


10817 


41185 


A 


10879 


1 


3921 




10818 


41186 


A 


10880 


1 


3988 


MTGSNSHITILTLNINGLNSAIK 

RHRLASWIKSQDPSVCCIQETH 

LMCRDTHRLKIKGWRKIYQAN 

GKQKKAGVAILVSDKTDFKPT 

KIKRDKEGHYIMVKGSFQQEEL 

TILNIYAPNTGAPRFIKQVLSDL 

QRDLDSHTLI MGDFNTPLSILDR 

STRQKVNKDTQELN SAL HQAD 

LIDIYRTLHPKSTEYTFFSAPHH 

I YorvlUrfl VUolvALLolvCN.Kl fci 

ITNYLSDHSAIKLELRJKNLTQS 
RSTTWKLNNL 


10819 


41187 


A 


10881 


2 


462 


YFTDRLRARLAGTPL/IMFGTIA 
RSG VR1VSREPLNRRAILI 1ALSL 
AVGLGVSQQPLILQFAPEWLKN 
LLSSGIAAGGITAIVFSLAGHPA 

1 A TTM A AD\4C A CI I LI f^kTT C ETYM T 

LA 1 NAyi'JVlcArLLH^ 1 1 rrV^NL 
IRVKFAlO^DOFNTTMFRfll DO 
NSACTKCNPRCLNELTPTE 


10820 


41188 


B 


10882 


16 


163 





WO 01/075067 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


1082! 


41189 


A 


10883 


2 


1509 


RDEVNGCIRLVYDMYSTFGFEK 

JVVKLSTRPEKRIGSDEMWDRA 

EADLAVALEENNIPFEYQLGEG 

A F YG PKI EFTL YDCLDRA WQC 

GTVQLDFSLPSRLSASYVGEDN 

ERKVPVM1HRAILGSMERFI\GIL 

SEEFAGFFPTWLAPVQVVIMNI 

TDSQSEYVNELTQKLSNAG1RV 

KADLRNEKIGFKNRSGELSHLP 

PFNQSKPRNFPSAALPQVPQPTH 

LSQRPRASPKPPPPDPERVELSL 

EEHREMLEGFYEEISKGRKPTLI 

LRTQLSVRVNAILASLESVKPL 

YTMALGLLVKYPDSALGQLR1E 

STVDGSRLY1TGNGVLFQHVKF 

HAFLLYLGYTPQAAREVRIMQF 

CHTLREFALEYRTCRERVLQQQ 

QKQATYRERNKTRGRMITETE 

KFSGVAGEAPSNPSVPVAVSSG 

PGRGDADSHASMKSLLTSRPED 

TTHMRRSRDRHGPRGCQVCSA 

QPSLLRAVPVADMRALMTGKD 

CPPCPGKRLRGAELGPL 


10822 


41190 


A 


10884 


296 


757 


ISRFRRRALSPKAESSLSSILPRE 

KRSPSRTWILTPRRLFSLAISSKS 

AGNTLSSRIFK*KA*ACK*RGR 

VSTRCRIFLALFIVTIKHRLMMR 

STASNRQYSISIWTILPCWSARC 

FSIKIAGIPAEPPRYLL1SPGILTG 

LKJNFFTTVSFW 


10823 


41191 


A 


10885 


1 


519 


MGLPWQVGMGAIFWGAIGLLL 

LTIFRVRYWMIANIPVSLRVGIT 

SG1GLF1GMMGLKNAGVIVANP 

ETLVSIGNLTSHSVLLG1LGFF1I 

AILASRN1HAAVLVSIVVTTLLG 

WMLGDVHYNGIVSAPPSVMTV 

VGHVDLAGPIGNSLV/GCPYFAI 

LRRFSDGSGGLGR1MQ1 


10824 


41192 


B 


10886 


1 


3489 




10825 


41193 


A 


10887 


817 


1528 


WGSRDNRDEIRNTLVLDTLRLQ 

RVCAQRAFLVLFVLGKVTFEEL 

NFTFILVIQNVRGDTVEEPTVVR 

DNHRTARELQQGVFQRAQGFD 

1 Q V VG W F V EQQH V A AN LS RC R 

LVNTPTQQVRFSTATFRVIWRV 

TPTAGKLSGGFLFKMYGLPAA 

A I A I\GTLLNQKTA RK W A V L* S P 

PALTSFLTG1TEPIEFSFMFVAP1 

LY1IHAILAALFMWKFVPETKR 

KTLEELEALSNRJAAE 


10826 


41194 


C 


10888 


1 


573 
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SEQI1> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*— Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


10827 


41195 


A 


10889 


2321 


2554 


WRKRCVKVRNLSPLCLPDRKL 
TLPCCSIAIRNCIAKLPVS*LV/V 
A L WG WVTG RL RLN L 1 FTLTRK 
RQKLSSSQGSRW 


10828 


41196 


A 


10890 


1 


4350 




10829 


41197 


A 


10891 


137 


686 


KLLELRSKREAGMLERSSSRMV 

TCSQWAATRNPVVALPIYGF1E 

RC L V PFG L LH ! WN VPFQMQI G E 

YTNAAGQVFHGD1PRYMAGDP 

TAGKLSGGFLFICMYGLPASAIA 

IWHFVKPETRAKVGGIMIFAAL 

TSFLTG ITEP1EFSFMF V A PI L YH 

HA1LAG\WHSQSVFFWGCVTVR 

RSRTV 


10830 


41198 


A 


10892 


3 


3831 


S1GMMGLKNAGV1VANPETLVS 

IGNLTSHSVLLGILGFFIIAIL/AS 

RNIHAAVLVS1VVTTLLGWML 

GDVHYNGIVFUPPSVMTVVGH 

VDLAGSFNLGLAGVIFSFMLVN 

LFDSSGTLIGVTDKAGNLADEK 

GKFPRMKQALYVDSISSVTGSFI 

GTFSVTAY1ESSSGVSVGGRTG 

LTAVVVGLLFLLVIFLSPLAGM 

VPGYAAAGALIYVGVLMTSSL 

A R VIM WQDLTES VPAFITA VMM 

PFSFSITEGIAL 


10831 


41199 


A 


10893 


6 


146 




10832 


41200 


C 


10894 


1 


1197 




10833 


41201 


A 


10895 


1 


763 


MCSEKVAMCCDDDDDDDDDD 

DDDDDDDDDYSCSHGFWDFSY 

T WNTS 1 PQG H LGMG SPI KG L VE 

IRDKLGDRTQRVYIQR1TGNGL 

EFENPCKQFRGLTRMYIRRLTR 

LSVQWYMVALERPVLQKYRY 

RGSKAHETSHSMSTVTSSNEKQ 

DNTRIDTQGATNR/VATLRHRE 

TVLANEVAPYAATDNVLAAST 

DVGDVSWKLPVAQCFSPCFAV 

GTPLHTWQ/SGLLQECQQEHQQ 

VTDTQPYHCPI PKN VTPSPLK 


10834 


41202 


A 


10896 


2 


412 


LFEFTLDVKVRESPILAFRDESM 

RTACSPDGLCSNGFGLELKCPF 

TSRDFMKFRLGGFEAIKSAYMA 

QVQ YSM WVTG KDA WFF AN YD 

PRMKREGIHHVVVERDPQYMS 

DFNEMVPEFIEKMDEALAEIGL 

TVRELGI 



WO 01/075067 
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SEQID 

NO* 


SEQII) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10835 


41203 


A 


10897 


3 


663 


ARGKKPPRRGKEDFWDLSIATR 

VSVNPIKFPVEA*PFLKP\LQQV 

S\GPLGGRLPLPIPGNLLLQVAD 

GTLSLTGTDLEMEMVARVALV 

QPHEPGATTVPARKFFDICRGL 

PEG A EI A VQLEGERM LVRSGRS 

RFSLSTLPAADFPNLDDWQSEV 

EFTLPQATMKRL1EATQFSMAH 

QDVRYYLNGMLFETEGEELRT 

VATDGHRLAVCSMPIGQSLPSH 


10836 


41204 


A 


10898 


377 


1077 


WRGQRCLASVFPRHPGAEGRG 

RPVFRAETIFL**SRRGLAR/TGR 

RKLPVKJLKAADFPNLDDWQSE 

VEFTLPQATMKRLIEATQFSMA 

HQDVRYYLNGMLFETEGEELR 

TVATDGHRLAVCSMPIGQSLPS 

HSVIVPRKGVIELMRMLDGGD 

NPLRVQIGSNN1RAHVGDF1FTS 

KLVDGRFPDYRRVLPKNPDKH 

LEAGCDLLKQAF AR A A 1 LSN EK 

FRGVRLYVSESQLKSRQ 


10837 


41205 


A 


10899 


591 


871 


VRGFPSGAEQLYG*SVSLLILLP 

NLSNSG/RTGFPVAPLPYSKSPS 

DFMSLLISTVPGSQL*QPIQRAE 

LVCTTCSPIVSAPTGQAPTQGAF 

SH 


10838 


41206 


B 


10900 


1 


1765 




10839 


41207 


A 


10901 


1 


1177 


MKSL1IVMPADC1GCRTCEVAC 

VVAHPSEQELNADVFLPRLKV 

QRLDSIKRF WEQM M Rl VTAA V 

MASTLAVSSLSHAAEVGSGDN 

WHPGEELTQRSTQSHMFDG1SL 

TEHQRQQMRDLMQQARHEQPP 

VNVSELETMHFPGMLFETEGEE 

LRTVATDGHRLAVCSMPIGQSL 

PSHSV1VPRKGVIELMRMLDGG 

DN PL RVQIG SNN I R A H VGDF1 FT 

SKLVDGRFPDYRRVLPKNPDK 

HLEAGCDLLKQAFARAAMLSN 

EKFRGVRLYVSENQLKITANNP 

DQEEAEEILDVPYSGAEMEIGF 

NVSYVMDVLNALKCENVRMM 

LTDSVSSVQIEDAASQSXAAYV 

GMPMRLEGSPPLGNPEFQKISSP 

CALYIALCSKARHHTGRYLGLC 


10840 


41208 


A 


10902 


527 


925 





WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10841 


41209 


A 


10903 


1 


1514 


MAFGLFWL1WILMST1TRGIDG 

MSLALFTEMTPPPNTEGGGLAN 

ALAGSGLLILWATVFGTPLGIM 

AGIYLAEYGRKSWLAEVIRFIN 

DILLSAPS1VVGLFVYTIVVAQM 

EHFSGWAGVIALALLQVP1V1RT 

TENMLKLVPYSLREAAYALGT 

PKWKMISAITLKSAVVGNMTR1 

L\LRMAPIVVKTAPLLFTALSNQ 

FWSTDM MQPI ANLPVTI FKFAM 

SPFAEWQQLAWAGVRNLNFYY 

GKFHALKNJNLDIAKNQVCVC 

YNQCTESLVNGLYANAAHLVS 

VGQRSTGNSSVIKARQGSSIRP 

MIVKYSALCLCRMRSERF1RRT 

KHRKFDRLQCTCRPDKRSASG 

NL A F V 1 S L RP VPL V A VVF A L F A 

AFPMFSDVSIQLRHFIFANFLPA 

TGDVIQRYIEQFVANSNKMTAV 

GACGLIVTALLLMYS1DSALNT1 

WRSKRARPKIYSFAVYWMILTL 

GPLLAGASLAISSYLLSKQWAI 

D1DSVNRLGAI1LTALITGDT 


10842 


41210 


A 


10904 


900 


1250 


WYACDQCQTCLPDHAPECAVA 

*AKTCCTAIETGTYRQSGRERK 

QSAM VL*RV RVLL* * RRETACH 

VRAGLL*S*GTALGGHYRRLQQ 

♦NSTGRHAGSGGTPLRQRSSVV 

SSGVADG 


10843 


41211 


A 


10905 


626 


850 


LRFCLVFNILSRYSLISTVQKFSP 
AMLNGTLPLEN1LH*LRNITAIM 
NLVIFHGLSA*SVCYIPGRGSV 
MSDRV 


10844 


41212 


A 


10906 


307 


858 




10845 


41213 


A 


10907 


698 


1115 


RIMVHATGLMKHASSPGCWDL 
NRRTRRCGVRRVTE*QRAS*KR 
* S VTTS/CIM PK PDG LTA A KNL A 
EAFEHYMEWHPHSGTRGRRAR 
FSVRATY AAGRLATI PGYRGGP 
LGLMCGQPNRKPTDGANERLT 
MIRAATAMSE 


10846 


41214 


B 


10908 


1 


721 




10847 


41215 


A 


10909 


1 


2615 




10848 


41216 


B 


10910 


1 


1164 




10849 


41217 


B 


10911 


1 


1930 




10850 


41218 


A 


10912 


689 


1033 


RIMVHATGLMKHASSPGCWDL 

NRRTRRCGVRRVTE*QRAS*KR 

*SVTTS/CIMPKPDGLTAAKNLA 

EArEHYNEWHPHvDGPEHSVFM 

PSR*APMTR»KIYSSPPYRSSQR 

AHRHA 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*— Slop codon, /—possible nucleotide 
deletion, V=possibIe nucleotide insertion) 


10851 


41219 


A 


10913 


393 


686 


NPSQLWEAAPPQWKW1QGAGK 
VSCQLSRAADQLGRQHHISDPC 
FSIVPLIL*FAAYFPINPAVLKLA 
PVALYADAIRYNARTPLQGSLL 
PLTRLVWA 


10852 


41220 


A 


10914 


1313 


2370 


RJMVHATGLMKHASSPGCWDL 

NRRTRRCGVRRVTE*QRAS*KR 

* S VTTS/CIM PK PDG LTA A KN LA 

EAFEHYNEWHPHRANPDANVV 

SEDVLRESVGKSVVNL1HGVRD 

MAAIRQLKATHTDSVSSEQVD 

NVRRMLLAMVDDFRCVVIKLA 

ERIAHLREVKDAPEDERVLAAK 

ECTN1YAPLANRLG1GQLKWEL 

E D YCFR YLH PTE Y KRI A KL LH E 

RRLDREH YIEEFVG H LRAEMK 

AEGVKAEVYGRPKH1YSIWRK 

MQKKNLAFDELFDVRAVRIVA 

ERLQDCYAALGIVHTHYRHLP 

DEFDDYVANPKPNGYQSIHTV 

VLGPGGKTVEIQIRTKQMHEDA 

ELGVAAHWEI 


10853 


41221 


B 


10915 


1 


1556 




10854 


41222 


A 


10916 


1566 


1947 


RIMVHATGLMKHASSPGCWDL 
N RRTRRCG V RR VTE* QRA S * KR 
*SVTTS/CIMPKPDGLTAAKNLA 
EAFEHYNEWHPH/ECAGLSLAT 
GISAAAGL*WARRSFIQRDSRD 
PRYRA PI RIHPLPG ANHLRQ 


10855 


41223 


B 


10917 


1 


1571 




10856 


41224 


A 


10918 


2024 


2589 


QDMQNLLVLRETSVKPEYPGL 

KVPEAFR/RIQGRKGEPGEGAY 

VYRSAFSVFQKPRFSCALGGAI 

AASWAGGGAPSPCGRRAELPW 

GPGPVGVAQTVCPERPRRERRL 

RGEREEEAADKVMARRWRKSR 

RRKRKEMEERMSPEETEGTNF 

DFAGEAVGQAERKGPAFSAAE 

ESFHEEEKRRRKEQSDLTF 


10857 


41225 


B 


10919 


690 


2724 




10858 


41226 


A 


10920 


3892 


4338 





WO 01/075067 



PCTAJSO 1/08631 



SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
* = Stop codon, /= possible nucleotide 
deletion, V*possible nucleotide insertion) 


10859 


41227 


A 


10921 


2573 


3473 


ANGARLALPPLGTFQGRQLRRR 

RPRWRRRRPGEASGPVMRLRG 

PRPGASAQPWDGGSQVAR*WC 

PFPSPQGWDGGSQGGQGDGAR 

FRTH R A K VQQDG DG R* DE A DG 

VHRHAPLQGRLVLVQVGVADE 

REDDAGNEGLQHLQQPGYGGH 

IASDLAGPGPGPGHFGGVSHTR 

DAGEEGGGDGVVPRTAVGQEL 

DIGGGVDDGGREAEEGRIAGEG 

DGEVAPRQGEAGLEPAQLHDE 

DDQGHGEAEAPGEHGPVAHGP 

RPGAHASHQREGHAGRHQLQQ 

A KETQG LCQGPRGPH DHGG PQ 


10860 


41228 


A 


10922 


819 


1274 


NPLPRLQLRRQLHLPSVRNCCQ 

TRRCGR*HRQRLRQ*ARRKLVR 

SVYFGSCLRQLLREEWK*Y*RV 

♦VLGWYSAVSTSSLPFDYCFLP 

NSDGYRRVVDPGSLSGHPFLYQ 

RYGWQHDDVHQPDLGLGPPGS 

LHPDPACFRCVLRNCGNLLA 


10861 


41229 


A 


10923 


720 


3546 


RDG RKPLQPD A A RNCG G SQSQ 

RSGSRKRJIGDRRI/TLMSLKTRK 

ANRWA*SFRRKMAA1STP/RTDI 

ACAKYRYETLHADRVLYYIDS 

RQHQHLMQAWAIVRKAGYVP 

ESVPLEHHMFGMMLGKDGKPF 

KTRAGGTVKLADLLDEALERA 

RJILVAERTRYSAKSWKTVFRL 

VIGEQMIDVLGPEKRRRRTTQE 

KIAIVQQSFEPGMTVSLVARQH 

GVAASQLFLWRKQYQEGSLTA 

VAAGEQVVPASELAAAMKQ 


10862 


41230 


A 


10924 


764 


1227 


RJMVHATGLMKHASSPGCWDL 

NRRTRRCGVRRVTE*QRAS*KR 

*SVTTS/CIMPKPDGLTAAKNLA 

EAFEHYNEWHPHNPTLEWFLS 

HCHIHKYPSKSTLIHQGEKAET 

LYYIGKGSVAVLIKDEEGKEM1 

LSYLNQGDTIGDLGLFEEGQER 

SAW 


10863 


41231 


A 


10925 


2467 


2653 


WLPFGLSHHNSPHPTSWGAN\G 

GFCQLLSMSVLIMHSGTLGAH 

WDFSPVIGLEANRGVGDGS 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*—StOD COllon* /=nn<;<;ihle niirlrntirli* 

deletion, \=possible nucleotide insertion) 


10864 


41232 


A 


10926 


1 


860 


MSHQLTFADSEFSSKRRQTRKE 

IFLSRMEQILPWQNMVEVIEPFY 

PKAGNGRRPYPLETMLR1HCM 

QHWYNLSDGAMEDALYEIASM 

RLFARLSLDSALPDRTTIMMFR 

HLLEQHQLARQLFKTINRWLAL 

GVMMTQGTLFDATIIEAPSSTK 

NKEQQRDPEMHQTKKGNQWH 

FGMKAHIGVDAKSGLTHSLVT 

TAANEHDLNQLGNLLHGEKQF 

VSAMPATKJEPQREELAEVDVD 

LLIAERPGKVKTLK/TESAQ/GT 

KRPSTSNT*KPASVPGWSTRFA 

SSSGSSAS 


10865 


41233 


B 


10927 


754 


910 




10866 


41234 


A 


10928 


2395 


3454 




10867 


41235 


A 


10929 


1 


1377 


MSCMTPASDGTF1SIDDEEAKQ 

FRESVVEWLMTNHPHDCPVCE 

EGGNCHLQDMTVMTGHSFRRY 

RFTKRTHRNQDLGPFISHEMNR 

CIACYRCVRYYKDYADGTDLG 

VYGAHDNVYFGRPEDGTLESE 

FSGNLVEICPTGVFTDKTHSER 

YNRKWDMQFAPSICQQCSIGCN 

1SPGERYGELRRIENRYNGTVN 

HYFLCDRGRFGYGYVNLKDRP 

RQPVQRRGDDFITLNAEQAMQ 

GAADILRQSKKVIG1GSPRASVE 

SNFALRELVGEEN FYTGI AHGE 

QERLQLALK VLREGG 1 YTPALR 

El ES YDA VLVLGED VTQTG ARV 

ALAVRQAVKGKAREMAAAQK 

VADWQIAAILNIGQ\HPLFVT/N 

VDDTRLDDIAAWTYRAPVEDQ 

ARLGFAIAHALDNSAPAVDGIE 

PELQSKIDVIVQALAVFRLVIGE 

QMIDVLGPEKRRRRTTQEKIAN 


10868 


41236 


A 


10930 


19 


586 


IAALLKDKHPAMLLLAATKRG 

KALAARLSVQLNAALVNDATA 

VDIVDGHICAEHRMYGGFAQE 

KINSPLAI1TLAPGVQEPCTSDTS 

HQCPTETVP Y V/APRHEI LCRER 

RAMCAASSVDLSKAKRVVGVG 

RGLAAQDDLKMVHELAAVLN 

AEVGCSRPI\AEGENWMERHAQ 

HKSWNPLSWAPLGSQAHP 



WO 01/075067 



PCT/US01/08631 



SEQ 11) 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide loeation of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10869 


41237 


A 


10931 


1 


1364 


MLR1LCLALCSLLTGTRADPGA 

LLRLGMDIMNREVQSAMDESH 

ILEKMAAEAGKKQPGMKPIKGI 

TNLKVKDVQLPVITLNFVPGVG 

IFQCVSTGMTVTGKSFMGGNM 

EIIVALNITATNRLLRDEETGLP 

VFKSEGCEVILVNVKTNLPSNM 

LPKMVNKFLDSTLHKVLPGLM 

CPAIDAVLVYVNRKWTNLSDP 

MPVGQMGTVKYVLMSAPATT 

AS YIQLDFSPVVQQQKGKTI KL 

ADAGEALTFP/RGVMPKA/PPQL 

LVPATFLSAELALLQKSFHVNI 

QDTMIGELPPQTTKTLARFIPEV 

AVAYPKSKPLTTQIKIKKPPKV 

AMKTGKSLLHLHSTLEMFAAR 

WRRKAPMSLFLLEEHFNLKGQ 

HSLHENQLQMATSLDRLLSLSR 

KSSSIGNFNERELTGFITSYLEE 

AYIPVVNDVLQVGLPLPDFLAM 

NYNLAELDIVELGGIMEPADI 


10870 


41238 


A 


10932 


111 


415 


VS A LSLLL H R A PRCRRPSLPPLQ 
DAGLHGWEHGVQRGRGPAAH 
RD P V * EG WHHSG H L A QG H S EG 
* PCG DSETPAGREG KTAG HRTG 
RCGCRQEQTEGAQQD 


10871 


41239 


A 


10933 


2 


219 


FLGG EG V 1 FPRG WWG A A M RF V 
STGSRHTTP*GSEKSAGPHTQW 
HQNSK*ATSETRLHSCASEGIVP 
AGCRPY 



WO 01/075067 



PCT/USO 1/08631 



SfcQ ID 
NO: 


SEQ ID NO: 

of n? nfidp 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
01>/540,2I7 


Nucleotide 
location of first 
coilon for peptide 
sequence 


Nucleotide location of last 
eodon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown» 
*=StOD codon. /—Dossihle niirlpnf irt^ 

deletion, \=possiblc nucleotide insertion) 


10872 


41240 


A 


10934 


1 


2358 


VPMVVVPPVGAKGNTPATGTT 

QGKKAEGTQNQSKKAEGAPNQ 

GRKAEGTPNQGKKTEGTPNQG 

KKAEGTPNQGKKA\EGTPNQG 

KKAEGAHNQGKKVDTTPNQG 

KKVEGAPTQGRXAEGAQNQA 

KKVEGAQNQGKKAEGAQNQG 

KKAEGAQNQGKKAEGAQNQG 

KKAEGGQNQGKKTEEAQKQG 

KKAEGAQIQGKKNEGAQTQGK 

KAEGAQNQGKKNEGAQTQGK 

KAEG AQTQG KKADGAQNQGK 

KAEGAQNQGKKAEGAQNQGK 

KAEGAQNQGKKADGAQNQGK 

KAEGAQNQGKKAEGAQNQGT 

KAEGAQNQGKKAEGAQNQGK 

KAEGAQNQGKKAEGAQNQGK 

KAEGAQNQGKKAEGAQNQGK 

KAEGAQNQGKKAEGAQNQGK 

KAEGAQNQGKKAEGAQNQGK 

KAEGAQNQGKKAEGAQNQGK 

KVEGAQNQGKKAEGAQNQGK 

KAEGAQNQGKKAEGAQNQGQ 

KGEGAQNQGKKTEGAQGKKA 

ERSPNQG KK\GEG APIQGKKAD 

SVANQGTKVEGITNQGKKAEG 

SPSEGKKAEGSPNQGKKADAA 

ANQGKKTESAFVQGKNTDVAQ 

SPEAPKQEAPAKKKSGSKKKGE 

PGPPDADGPLYLPYKTLVSTVG 

SMVFNEGEAQRLIEILSEKAGII 

QDTWHKATQKGDPVAILKRQL 


10873 


41241 


A 


10935 


967 


1574 


SLKCLI1SLSPVHSYPGKRPEVSF 
SPINSGQPPNYEMLKEEHEVAV 
LG V A YN PAPPTSTVIHIRN ETS V 
PDHV/VLVPVQHSLHEP\CCLGF 
IAFAYSVKSRHRKMVGDLTGA 
Q/ALCLHRQVPEHLGPDFGHPH 
DHS A H H H PS VDLPSLPSSFLLLF 
LFLFLP A LQLLFLSFSL VFF FFFS 
FFPLFQRLELWGWGEWDHHST 


10874 


41242 


A 


10936 


3 


370 


RVAT1VDIWEKSISGKKNSQNL 
FVNPCCLGFIAFAYSVKSRDRK 
MVGDLTGAQA/LCLHRQVPEH 
LSPDCGHPHDHSAHHHPGVDL 
PSLS1DQEASSRPGARALQDGA 
WASVFPSVQWEQQGW 



wo 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540J17 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=$top codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10875 


41243 


A 


10937 


76 


614 


PDRRWSSLDTMNHTGQTFFSPV 

NSGQPPNYEMLKEEHEVAVLG 

APHNPAPPTSTVIH1RSETSVPD 

HV/VLVPVQHPLHEP\CCLGFIA 

FAYSVKSRDRKMVGDVTGAQ/ 

ALCLHRQVPEHLGPDSGHPHD 

Hb AHKH ri> A ULPO L W 1 DQb A SL 

RrO ALFM 1 ClrK. 1 F I bl PK.PAPR 

GQELCP 


10876 


41244 


B 


10938 


695 


1011 




10877 


41245 


A 


10939 


410 


5501 


EAKTHKSVVMTDPLLDSQPASS 

TGEMDGLCPELLLIPPPLSNRGI 

LGPVQSPCPSRDPAPIPTEPGCL 

LVEATATEEGPGNMEIIVETVA 

GTLTPGAPGETPAPKLPPGEREP 

SQEAGTPLPGQETAEEENVEKE 

EKSDTQKDSQKAVDKGQGAQR 

LEGDVVSGTESLFKTHMCPECK 

RCFKKRTHLVEHLHLHFPDPSL 

QCPNCQKFF1 SKSKLKTHLLRE 

LGEKAHHCPLCHYSAVERNAL 

NRHMASMHEDIS 


10878 


41246 


A 


10940 


446 


1704 


GGPDMDARAPAVGGSCHQHGP 

SGAPGP/CIGRMES/EVGVRDHA 

IPEGARCNRFRKETTEGPLHCSR 

CGLLCPSPASLRGHTRKQHPRL 

ECGACQEAFPSRLALDEHRRQQ 

HFS H RCQLCDF A A RERVG L V K 

HYLEQHEETSAAVAASDGDGD 

AGQPPLHCPFCDFTCRHQLVLD 

HHVKGHGGTRLYKCTDCAYST 

KNRQKITWHSRIHTGEKPYHCH 

LCPYACADPSRLKYHMRJHKEE 

RKYLCPECGYKCKWVNQLKY 

HMTKHTGLKPYQCPECEYCTN 

P\ADALRVHQETRHREARAFMC 

EQCGKAFKTRFLLRTHLRKHSE 

AKPYVCNVCH R A FR WA AG LR 

HHALTHTDRHPFFCRLCNYKA 

KClK FOVVKHVR R HHPHOA HPN 
rvv^ rvi v< v v rvn v i\i\nnr LJ\£r\iJr in 

QGVGKDPTTPTVHLHDVQLED 
PSPPAPAAPHTGPEG 



wo 
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PCT/US01/08631 



SEQID 


SEQID NO: 

ui peptide 

sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 

lfu*!ifinrft Affirct 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*— Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


10879 


41247 


A 


1094! 


1 


944 


MSILLTS1ARQSRDKRTRLGHK 

QRILAGLGSNHPIRRNLQGLRR 

FALVDRQLVVQNVVTRWCRM 

VYQSAANVFIQHRPISHDERVQ 

QRGTAITMMVQQAQWAERGK 

SGLSGVAIGPAVDTSALQAQLR 

ETLPPHMVPVVLLQLPQLPLSA 

NGKLDRKALPLPELKAQAPGR 

APKAGSETIIAAAFSSLLGCDVQ 

D ADADFF A LGGHSLL AMKL AA 

QLSRQVARQVTPGQVMVASTV 

AKLATIIDAEEDSTRRMAVIRNH 

SAVA*R*WPDAVLFPSCVRFCL 

AVQRALALSRSTMVDYRHSVT 

APQ WPH A DGGKPG 


10880 


41248 


A 


10942 


1 


939 


MRTILTIDIQLRYPRRPGAFGTH 

TFLKCAFSNKQRRFTVKRFAFL 

AARYPASQEMPPVRHGHAVAA 

AIPCGNVPANGNTPARYKGQC 

GLCSSTLQDALRDF1QVAHTCEI 

PLMPACFGLADDKLWRWLNE 

KLPCSLMLLPTLPPSVLGIRLQN 

QLQRK1VLFGGVWMPGDEVKK 

VTCKNGVVNEIWTRNHADIPLR 

PRFAVLASGSFFSGGLVAERNG 

IREPILGLDVLQTATRGEWYKG 

DFFAPQPWQQFGVTTDETLRPS 

QAGQTIENLFAiaSMLGGFDPI 

AQGCGGGVCAVSALHAAQQ1A 

QRAGGQQ 


10881 


41249 


A 


10943 


25 


479 




10882 


41250 


A 


10944 


2 


453 


APSRTSGSSVGLQGSYVLDVDG 

REFGCERVKG*FLVHRAGHL/L 

TLWLFSSQIMKMEWWSRLVSS 

DPEIN TK K INPENS K VSPG WLG 

ELQQEGEGPRCFQSFTDSCHCL 

PSVLSDLDSETRSMVEKMMYDQ 

RQKSMGLPTSDEQKKQEI LKK 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknonn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10883 


41251 


A 


10945 


3 


1110 


RDPQERRERGTRVQSSGTWIGA 

GAMGGEQEEERFDGMLLAMA 

HQHEGGVQELVNTFFSFLRRKT 

DFFIGGEEGMAEKLITQTFSHH 

NQLAQKTRREKIARQEAERREK 

AERAARLAKEAKSETSGPQIKE 

LTDEKAEKLQLE IDQK KD A EN P 

EAQLKNGSLDSPGKQDTEEDEE 

EDEKDKGKLKPNLGNGADLAQ 

* RLNPDPCRELDLA VPBCVNFR 

LKGKDMVVDIQ/RRQHLGVGL 

KGQPAIIDGELYNEVKVEESVSW 

LIEDG\KVVTVHLEKrNKMEW 

WSRLVS\SDPEIMTKK\INPENSK 

LSDLDSETR\SMVEKMM\YDQ\ 

RQKSMGLPTSDEQKK\QEILK\K 

FM\DQHPEMGFFPKAKFPTNPC 


10884 


41252 


A 


10946 


50 


426 




10885 


41253 


A 


10947 


1 


942 


Q V WKQNCFKH YSN ETDNSTTQ 

L VG LQTLQ V V V PSL1 LC EHCMN 

FSSPHVWCCLVQAVPGGQGQTI 

MQVPVSGTQGLQQVSNI*KY*A 

VYQRRGFKE*IITTYQTQQI1IQQ 

PQTAVTAGQTQVIPLALSHRSK 

TDLEES DN * VR Y FP VN A DG TI L 

QQGKCTH KLP* DFLGQLFCPLD 

N*HLSSSGQGTVTVTLPVAGNV 

VNSGGMVMVRKCIFQLCL*NF 

LEHAT*CLLKFEPLYVNAKQYH 

RILKRRQARAKLEAEGKIPKER 

RVCITLGRI*ERRIAGFYF*NYLL 

YPKEKDSPHMQVGRHIHF1LLFI 

TLY 


10886 


41254 


A 


10948 


24 


378 




10887 


41255 


A 


10949 


15 


658 


QRPNAAQTQPSRGCQLSAPARA 

GRFHPQSCRPSRVGCKGHVCIP 

GDRSLALWPPRLGCGE*TSSAL 

DSQGILVSNFPHEGS/PTPQQSG 

LKTGR1LLNHGRRRLKVSQSEG 

RFLEVGWKQRGPTAHRTHSNR 

TRRRHALSTGGDTGRARNARS 

GGGRSPRSSLPAASSTPGVCWS 

PRMSQARQPPSCRRGVPRRPEM 

LRSLSPSCQICVCVRFRH 



wo 
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SEQ ID 
wn. 


SEQ ID NO: 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

Inratinn nf first 

codon for peptide 
sequence 


Nucleotide location of last 

rnrlnn fnr lust 21 m i no itrifl 

of peptide sequence 


Amino acid sequence ( X^Unknown, 

*=Sfnn rnttnn /=nnccihl? niirlt*(ttitl<» 

deletion, \=possinle nucleotide insertion) 


10888 


41256 


A 


10950 


1171 


1639 


PMALWADGRARHKVGTECEC 

GMHPGLKCSGRTLGSQTMLAT 

TPCDSPT*1/SNKNGLRSV/SYR* 

CLINALWLFSISPHILVRCGTESS 

*LLPSLVPSWLP*LVRVR\PLPT 

GWC»IPSCLKP\PPTWSSHHSPQ 

RLP*NPATLVCLQNGTARSHSS 

TPV 


10889 


41257 


A 


10951 


2 


357 


HERLLNPGRETDWATCYSETAS 

CSVA*ATVQ*HDHGSL*PQTPG 

LKWFSHFSLPSSWDYRHVPPCP 

ETGPCPVTQDGVQWSYHGSL*P 

QTPRLKQSYHVSLPSSWDYRW 

EHPVAGKQA 


10890 


41258 


A 


10952 


15 


578 


IQTTPKGRRTKPCHRQKRTIVTP 

RQSTPRSN RGKDTRSKQRDETT 

E*TTRAQDTNKEGATQDRTETA 

RRTQSNM EKEKPNQHNRKRKD 

RDSRKDKGHERETKNTERNRT 

KRREKRKDNKHNEAKSQRQTR 

KKKETKETATRKREEPSNSCSM 

HPFQISWLHSVGDNGRRDQLLC 

QGFHLYYLMCFPQ 


10891 


41259 


A 


10953 


2 


369 


DIDPTGLQSQGSPKGQDPPLMF 
SEDYQKSLLEQYHLGLDQKLR 
KYVVGELIWNFADFMTNQCQP 
KTTPSVILFLPSCEEPQANKATL 
VCLMNN/FYPGILMVTWKADG 
TLITQSVEKTTPSKQS 


10892 


41260 


A 


10954 


1 


417 


FGTGPSASPRTSFRHQCGH*PH 

WTAVTVDSQGAGQPKTTPSVIL 

FLPSCEEPQANKATLVCLMNNF 

IPGILMVTWKADGTLITQSVEK 

TT/PSKQSNNKYVASSYLSLTPE 

\SWRSRRSYSCQVMQEGSTVEK 

SVAPAECS 


10893 


41261 


A 


10955 


113 


767 


GPMRPGTGQGGLEAPGEPGPN 

LRQRWPLLLLGLAVVTHGLLR 

PTAASQSRALGPGAPGGSSRSS 

LRSRWGRFLLQRGSWTGPRCW 

PRGFQSKHNSVTHVFGSGTQLT 

VLSQPQ/ALTPSVILFLPSCEEP\ 

QAN KA\TL VCLMNDFYPG 1 LTV 

TWKADGTPITH\GVEKTTPSKQ 

SKN KYV ASS/YTLSLTPEQWRS 

RRSYSCQVMQEGSTVEKSWAP 



WO 01/075067 
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SEQ ID 

NO: 


SEQ II) NO: 

of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*— Ston codon /=nnc<ihl*» nnrii>nt •<!.. 
deletion, \=possible nucleotide insertion) 


10894 


41262 


A 


10956 


1 


344 


GSAAGQVQQQQQRRHQQGKV 

TVKYDRKELRKRLVLEEWIVE 

QLGQLYGCEEEEMPEVEIDIDD 

LLDADSDEERASKLQEALVDC 

YKPTEEFIKELLSRJRGMREN*A 

PPPKKSV 


10895 


41263 


A 


10957 


3 


349 


TMNNMRGQ1LLLFLL1WLWNR 

YGQLVGSSEKHKIASQLELIQS 

QFHYCVTLDKLLNFSEPVHVK 

QEQLLSVCSEKEVTEVKVLALV 

NHVGSKCCFLIFCSGPS*PKFSV 

SQVFSD 


10896 


41264 


A 


10958 


998 


1383 




10897 


41265 


A 


10959 


39 


402 


TDHIMREYKLVVLGSGGVGKS 

ALTVQFVQGIFVEKYDPT1EDS 

YRKQVEVDCQQCMLEILDTAG 

TEQFTAMRDLYMKNGQGFALV 

YSITGQSTFNDLQDLREQILRG* 

RTRE DV\PM 1 L VGN 


10898 


41266 


A 


10960 


25 


739 


YKKNFDISLLSVKCETCTHMLT 

SSSL*C*NLICRSLFLIDFNL*AG 

FV1*VGFTAQSTFNDLQDLREQI 

LRVKDTEDVSIFSLCKMLCHLS 

V AK* KS ACFQNL ARQWCNC A F 

LESSAKSKIMVNEVTYNCWAA 

QTSAFLVCFKLTARLLALSITNV 

SSCTG WG VQRSHQDQGNSKH A 

ASSVWKVGFGIVRLGTGTCLSS 

LERGYMCMEKEMFDPYTPSRV 

LKPRSE A L E L FG PLKSLT 


10899 


41267 


A 


10961 


946 


1424 


YFRFLCVIFCSFLLRCLVSRVLL 

YPMLIAEIPRVQGRGGPSWPGL 

GGRLLKELSRLLTFLK VRKLSI L 

SGWREVPLGQPSLTEPP/PPAPP 

HPGPGSWLASASAPHLSQPPAA 

GPAGQPPSPGSPVPGGCSLALP 

VTSVLCLEPPALKPAAASAPVV 

AVH 


10900 


41268 


A 


10962 


1 


148 


TALQEFGTRSGIPALGCPPPDP* 
PPPGSCPPPEPQLLSVGEPSRCS 
CSP 


10901 


41269 


A 


10963 


10 


233 


LGAARRAQLLESWPRA\PPPAR 
LHACHLQP/LPRTPKVHTS*PTQ 
QQGGFSLCLKKKNVPVSVEMIC 
SSARLKLTE 


10902 


41270 


A 


10964 


1 


331 


RPLLLSTLCWELRAALSYWRA 

GRAPPPPARLHAGPASGFWVLT 

PSGGEEG EPRTHL WGGGG RRG 

GGRKKKD*GGQGRGAGGFATF 

SPPANAPRLHTSLTNSSARWIFL 

CV 



WO 01/075067 
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SEQID 

NO* 


SEQ ID NO: 

\J I I J V 1 111 U W 

sequence 


Mel 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 

Inmtinn of fircl 

codon for peptide 
sequence 


Nucleotide location or last 
codon for last uniino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 

* = StOD COdon /— mwcihlf* niirlprtti/Ii* 

deletion, \=possible nucleotide insertion) 


10903 


41271 


A 


10965 


4 


1023 


FPRAGEKPYTCEESGRAFNQS* 

TLTTH MTIHAG * KPY KCEECGK 

AFYRFSYLTKHMI1HTGETFYK 

CEECGRGFNWSSTLTKHNRIHT 

GEKJPYKCEQCG1CALNESSNLT 

AHKIIHTGEKPYKCEECGKAFN 

RSPKLTAHKVIHSGEKPYKCEE 

CGKAFSQSSILTTHKR1HTGEKP 

YKCEECGKAFNRSSNLTKHK1I 

HTGEKSYKCEECG1CRTPKMAV 

FSQCHQVLKITNIHYPSSIATIVH 

GDRAQSHVDICTLGDKASGAII 

GTAFYTTQCEQRAYNETAVSR 

YTISRPPSHHGGDSETTEFSPAI 

GRCNGVHKSWGSNRCSDRWRS 


10904 


41272 


A 


10966 


I 


290 




10905 


41273 


A 


10967 


1 


1508 


MSWAARPPFLPQRHAAGQCGP 

VGVRJKEMHCGVASRWRRRRP 

WLDPAAAAAAAVAGGEQQTP 

EPEPGEAGRDGMGDSGRGECP 

SRRAGEPVTALSATPPPPPFPV1S 

SSMGSPGLPPPAPPGFSGPVSSP 

QVRGCDQLTAWPLSFSCFPCNP 

VLGVRG LHC PPPPG G PG AG KRL 

CAICGDRSSGMWLRG*TERESL 

GHVSSPVG*DLTYSCRDNKDCT 

VDKRQRNRCQYCRYQKCLATG 

MKREGKDPPCPGVLDHMPFSLI 

PLRPPEEMPVDRILEAELAVEQ 

KSDQGVEGPGGTGGSGSSVSV 

GVNPLSFVMGVGGGSLGLWAK 

R!PHFSSLPLDDQVILLRAGQ*P 

WIPLTS*HLTPL*LPDLFLATGL 

HVHRNSAHSAGVGAIFDRSVA 

LG*AGM*IEGVGL*AGPCLRAII 

LFNPGKRRITFVSQGQGNLGAS 

SSPMETYCKQKYPEQQGR*DG 

AGGH*GSLGGGECYEDVFLFFF 

KLIGDTP1DTFLMEMLEAPHQL 


10906 


41274 


A 


10968 


945 


1131 


MICTVAISYVLFVDVYISLLSAT 
CSPKPQGSAVFQHD*VSPG1*NG 
SERCCSRDRHRQFLW 


10907 


41275 


A 


10969 


37 


332 


AEGIRTIQGTEN1FCKVVWGRQ 

VSLSQTNTLEGQSNDHGCQLR 

KRTF1STFTAHYSRFFLQRF/VFP 

YTGFEKCQSTAW*KPRYLLSHS 

VKGKRNLHPA 


10908 


41276 


A 


10970 


137 


283 




10909 


41277 


B 


1097 1 


I 


624 





WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasi 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 

*— .Sinn Pfwlftn A=n/Kc 1 Kl A n >•*•! I-l 

vwiuh, / — puaoiuic nucieoiiue 
deletion, \=possiblc nucleotide insertion) 


10910 


41278 


A 


10972 


3 


618 


KTQDPAKAPNTPD1LEIEFKKG 

VPVKVTNVKDGTTHQTSLELF 

MYLNEVAXAQHGVGRIDLGDN 

R\FIG MKG RG I Y YTPTGT1 L Y H A 

HLHIEAFTMDREVRTIIQGLGLK 

FAELVYTGFWHSPECELCRHCI 

AKSQERVEGKVQVSVLKGQVY 

1 LGRESPLSLYNEELVSMN VQG 

DYEPTDATGFININSLRLKEYHR 

LQSKVTAK 


10911 


41279 


B 


10973 


1 


1102 




10912 


41280 


A 


10974 


748 


1396 


L YLQRPFFQI RSSLQ VLG H RQIF 

PQSPRCLHLAPPPLMRHSHRSPT 

WY*FSPRRTQQSRPVSAQPLGS 

CGGIQPAPPPVTQPSQLSPPRGS 

R*LGSDGAGTQPRHVQNPCPLT 

CVHM*SPPPPCLNLQARCPQSL 

RAKVVPAVEQRARVGHVESPG 

SHCWLEREPEVGSGPQQGQRPL 

PAGAAD*CLGAFWQTHLDLGD 

SLISCSHDLQGWQLSQA 


10913 


41281 


A 


10975 


1 


846 




10914 


41282 


A 


10976 


2 


851 


WNSAELGRGGPGAGGAGVIGM 

MRTQCLLGLRTFVAFAAKLWS 

FFIYLLRRQIRTVIQYQTVRYD1 

LPLSPVSRNRLAQVKRKILVLD 

LDETL1HSHHDGVLRPTVRPGT 

PPDFILKVVIDKHPVRFFWHKR 

PHVDFFLEVVSQWYELVVFTAS 

MEIYG\SAVAD\KLDNSRSILKR 

RYYRQHCTLELGVSY1KD/LSLV 

VHSDLS\GIVIL\DNSPGA\YRSH 

PGYGGR\DNA!PIKSWVSVTPS\ 

DTALLNLLPMLDALRFTA D V RS 

WLSRNLHQHRLWVTACFPLPP 


10915 


41283 


A 


10977 


25 


153 




10916 


41284 


A 


10978 


1 


741 


MMSFDSMSHIQVMLLQEVPSS 

YPASKKNEA/PQTSGGGPGTPR 

KGLGE/PAVVPMSPAVGT/PALT 

QCHGPHAEDDLEEPILTTDPVA 

RDCPLDLLMDGKTGA1ISSLLHS 

NCLPAPFCQCSHAVKWQLKTV 

HSCCPLGEVQPQRRCVIATAKE 

KGIGVKHHCNIHSDNVNSIITAT 

VAAHQQQQLPQNGNNSGIKNN 

QNSS ENTVTNN SKN I SN HI ICRN 

SSKNSKSSSSSSSNNNKNSSNTI 

NSNNKAR 
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SEQ ID 

NO* 


SEQ 10 NO: 
oi pcpuuc 
sequence 


Mel 

hod 


SEQ ll> NO; 

in 1 I^£N 
III 

09/540,217 


Nucleotide 

lUCSiion oi htm 
cod on for peptide 
sequence 


Nucleotide location of last 

(•n/lnn fi\r tict aniinn *M*irl 
HHJtHI IUI ■<I3I nlllllltf «tllU 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
* = iStop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


10917 


41285 


A 


10979 


I 


669 


MMSFDSMSHIQVMLLQEVPSS 

YPAS KKN E A/PQTSGGG PGTPR 

KGLGE/PAVVPMSPAVGT/PALT 

QCHGPHDEDDLEEPILTTDPVA 

RDLTMPTAASQHLQKQCLEHH 

HYFHSYNINSDJTVSRNNISSIIT 

TPVHHCNIHSDNVNS1ITATVAA 

HQQQQLPQNGNNSGIKNNQNS 

SENTVTNNSKNISNHIICRNSSK 

NSKSSSSSSSNNNKNSSNTINSN 

NKAR 


10918 


41286 


A 


10980 


3 


980 


IESPGPFPPGLQRPVPHRGEFCL 

RCTSSEALPCFYSWTVTFSPWT 

VAAAQGQPRPGPASRTLLLATQ 

SEIAAAELGPGSWGGPSSCPSE 

QSSHGPPASS*AAPLQTGRRLRS 

RAS*RSGAPSVAALPAPLSRPQE 

RHPSVSASRSGHPPGPCPSPPPP 

AARPVQPSPCRAPPGSAAGRAR 

APHA*AAPGSWLSSAGAAARR 

WPFQTAKGSGS* DRPGRPGPDA 

PAAPPGWHRAPPSGSSSGAGTG 

RHPQPFGRPRRRTPAPYAAPCA 

FVATLVFS*LLIFGGAFSFPALS 

HCPTSA*LKRLLSEPAP1AFPFG 

LHPGTLLSRASE 


10919 


41287 


A 


10981 


1 


5229 




10920 


41288 


A 


10982 


1 


7044 




10921 


41289 


A 


10983 


1 


3228 




10922 


41290 


A 


10984 


10 


209 


TLSGGEPQRLEAERRARLQDEE 
RRRQQQLE*MRKREAEDRARQ 
EEERRRQEEERTKRDAEEKVM 


10923 


41291 


A 


10985 


293 


363 




10924 


41292 


A 


10986 


3 


434 




10925 


41293 


A 


10987 


3 


1536 




10926 


41294 


A 


10988 


315 


993 


VPV A PI FH FSHFSPAPTVFTQSR 

QDSMQCILRQHCHLILISRSSSL 

VPAGLRGAMAFALAIRDTASY 

ARQMMFTTTLLICPELLALLLS 

LSHSRSLLLHGYHGPS*YALFFS 

LSFSLVTWVGAKPGRYQSLIFV 

VVVGCTFQNQEPLREEDSDF1L 

TEGDLTLTYGDSTVTANG SSSS 

HTASTSLEGSRRTKSSSEEVLER 

DLGMGDQK.VSSRGTRLVFPLE 


10927 


41295 


A 


10989 


3 


320 





wo 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


10928 


41296 


A 


10990 


3 


582 


GPPTPRRPRPLPSSLPSRRSRDPP 

RIPLCA*FPQTRKQIARSEPD*T 

WASQSSTS1PRIWRFVHA*KFST 

APLTATPPPGKMCSAGCRETVK 

TT*PPLRGGPAPFLLPSRAVARG 

TRPGFRSALSFRRPGNRSRGVN 

LIKLGLRSPPPPYPGFGGSYTPE 

NSQPLPSLLLHPLEKCALRDAE 

RQLKPPDHHLMVAWLIPDVWN 

GEGEPSPSHTRHSLRASSSNYV 

LRAPEGNLLARRLPRETAINLQ 

PKACYKTLSHPESFSHFYNQFC 

PRRHQWLPAQPPGHFFLG 


10929 


41297 


A 


1099 1 


3 


338 


NSPSRPRSSQRGVAGRRSEAGP 

VAVP*GGPKKGRGC*GNGRWG 

QRPRWMLRASGSGESTTPACSA 

ENRHAS*RKKRKRPGQVSWEE 

TEETRSGHSQPRGHAEPLLHRP 

QRR 


10930 


41298 


A 


10992 


3 


226 


TILSS'SSSSSSSPSPSPSPSPSPSP 
SPSPSPSPSPSPSPSPSSSFFLRWS 
PALFPRSLSFSLFPGTGTPFSCP 


10931 


41299 


A 


10993 


24 


489 


KEYLVRTK*QKGKGENPLVK1T 

FRPPPGLRTYPSAPWSARSTYG 

RAAAVWRPHSPSAPRRGTHPW 

PAGHRGQRASGEGVGTHTHAH 

MSSVCACSTHTCWSRNCKDPR 

EDRGRGLTVLLEAAVCNSCLLL 

VLKTPRNPQLPILYTDSDTKSST 

GNP 


10932 


41300 


A 


10994 


1 


1491 




10933 


41301 


A 


10995 


140 


308 


RN V I K.LKG WSRPSKQQDNPTLR 

PGPPSPAGGFQQLLMRMRRPLA 

GGGKSWGIAHFYKPLQRERRA 

GAECGLARQVRAEVTKWIGVN 

RRPRKRKRMEKEEVFEKLLPD 

QLGLLLEHLLEQKTLSPRTLQS 

LQRTYHLQDQDAEVRHRWCEL 

IVKHKFTKAYKSVERFLQEDQA 

MGVYLYGELMVSEDARQQQL 

ARRCFERTKEQMDRSSAQVVA 

EMLF* RGQDRFSLKKCDKVKG 

MVKTQQATGQPDSPPRPALTG 

RRVPATADADEICAFGGWRKIL 

GYRTFL 



